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FIG. 5

A sample and a lysis buffer are mixed, wherein

the pH of the lysis buffer is lower than 7.

The mixture of the sample and the lysis buffer is

transferred to the nucleic acid catching chamber

containing a chitosan coating material, so that the

nucleic acid of the sample is bound to the chitosan

coating material.

At least one wash buffer is used to wash

the chitosan coating material in order to

remove the residual protein and cell debris.

An elution buffer is used to elute the chitosan

coating material while heating the chitosan coating

material, so that the nucleic acid is separated from

the chitosan coating material, wherein the pH of

the elution buffer is higher than 7.
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FIG. 6A
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FIG. 6B
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FIG. 7
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