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CTGACGGACAGACAGACAGACACCGCCCCCAGCCCCAGCTACCACCTCCTCCCCGGLCCGGLGGLG
GACAGTGGACGCGGCGGCGAGCCGCGGGCAGCGGGCCEGAGCCCGCGCCCGGAGGCGGGGTGGAGS
GGGTCGGGGCTCGCGGCGTCGCACTGAAACTTTTCGTCCAACTTCTGGGCTGTTCTCGCTTCGGA
GGAGCCGTGGTCCGCGCGGGGEGAAGCCGAGCCGAGCGGAGCCGCGAGAAGTGCTAGCTCGGGLCCG
GGAGGAGCCGCAGCCGGAGGAGGGGGAGGAGGAAGAAGAGAAGGAAGAGGAGAGGGGGCCGCAGT
GGCGACTCGGCGCTCGGAAGCCGGGCTCATGGACGGGETGAGGCGGCGGTGTGCGCAGACAGTGCT
CCAGCCGCGCGCGCTCCCCAGGCCCTGGCCCGGGCCTCGGGCCGGGGAGGAAGAGTAGCTCGCCG
AGGCGCCGAGGAGAGCGGGCCGCCCCACAGCCCGAGCCGGAGAGGGAGCGCGAGCCGCGLCGGLC
CCGGTCGGGCCTCCGAAACCATGAACTTTCTGCTGTCTTGGGTGCATTGGAGCCTTGCCTTGCTG
CTCTACCTCCACCATGCCAAGTGGTCCCAGGCTGCACCCATGGCAGAAGGAGGAGGGCAGAATCA
TCACGAAGTGGTGAAGTTCATGGATGTCTATCAGCGCAGCTACTGCCATCCAATCGAGACCCTGG
TGGACATCTTCCAGGAGTACCCTGATGAGATCGAGTACATCTTCAAGCCATCCTGTGTGCCCCTG
ATGCGATGCGGGGGCTGCTGCAATGACGAGGGCCTGGAGTGTGTGCCCACTGAGGAGTCCAACAT
CACCATGCAGATTATGCGGATCAAACCTCACCAAGGCCAGCACATAGGAGAGATGAGCTTCCTAC
AGCACAACAAATGTGAATGCAGACCAAAGAAAGATAGAGCAAGACAAGAAAAAARATCAGTTCGA
GGAAAGGGAAAGGGGCARAAACGAAAGCGCAAGAAATCCCGGTATAAGTCCTGGAGCGTTCCCTG
TGGGCCTTGCTCAGAGCGGAGAAAGCATTTGTTTGTACAAGATCCGCAGACGTGTARATGTTCCT
GCAAARACACAGACTCGCGTTGCAAGGCGAGGCAGCTTGAGTTARACGAACGTACTTGCAGATGT
GACAAGCCGAGGCGGTGA

FIGURE 3

MTDRQTDTAPSPSYHLLPGRRRTVDAAASRGQGPEPAPGGGVEGVGARGVALKLEFVQLLGCSREG
GAVVRAGEAEPSGAARSASSGREEPQPEEGEEEEEKEEERGPOWRLGARKPGSWTGEAAVCADSA
PAARAPQALARASGRGGRVARRGAEESGPPHSPSRRGSASRAGPGRASETMNFLLSWVHWSLALL
LYLHHAKWSQAAPMAEGGGQNHHEVVKFMDVYQRSYCHPIETLVDIFQEYPDEIEYIFKPSCVPL
MRCGGCCNDEGLECVPTEESNITMQIMRIKPHQGQHIGEMSFLOHNKCECRPKKDRARQEKKSVR
GKGKGOKRKRKKSRYKSWSVPCGPCSERRKHLEFVQODPQTCKCSCKNTDSRCKARQLELNERTCRC
DKPRR
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ATCGAGGTCCGCGGGAGGCTCGGAGCGCGCCAGGCGGACACTCCTCTCGGCTCCTCCCCGGCAGC
GGCGGCGGCTCGGAGCGGGCTCCGGGGCTCGGGTGCAGCGGCCAGCGGGCGCCTGGCGGCGAGGA
TTACCCGGGGAAGTGGTTGTCTCCTGGCTGGAGCCGCGAGACGGGCGCTCAGGGCGCGGGGLCGE
CGGCGGCGAACGAGAGGACGGACTCTGGCGGCCGGGTCGTTGGCCGCGGGGAGCGCGGGCACCGG
GCGAGCAGGCCGCGTCGCGCTCACCATGGTCAGCTACTGGGACACCGGGGTCCTGCTGTGCGCGC
TGCTCAGCTGTCTGCTTCTCACAGGATCTAGTTCAGGTTCARARATTAARAGATCCTGAACTGAGT
TTAAAAGGCACCCAGCACATCATGCAAGCAGGCCAGACACTGCATCTCCAATGCAGGGGGGAAGC
AGCCCATAAATGGTCTTTGCCTGAAATGGTGAGTAAGGAAAGCGAAAGGCTGAGCATAACTAAAT
CTGCCTGTGGAAGARATGGCAAACAATTCTGCAGTACTTTAACCTTGAACACAGCTCAAGCAAAC
CACACTGGCTTCTACAGCTGCAAATATCTAGCTGTACCTACTTCAAAGARGAAGGAAACAGAATC
TGCAATCTATATATTTATTAGTGATACAGGTAGACCTTTCGTAGAGATGTACAGTGRAAATCCCCG
AAATTATACACATGACTGAAGGAAGGGAGCTCGTCATTCCCTGCCGGGTTACGTCACCTAACATC
ACTGTTACTTTAAAAAAGTTTCCACTTGACACTTTGATCCCTGATGGAAAACGCATAATCTGGGA
CAGTAGAAAGGGCTTCATCATATCARATGCAACGTACAARAGARATAGGGCTTCTGACCTGTGAAG
CAACAGTCAATGGGCATTTGTATAAGACAARACTATCTCACACATCGACAAACCAATACAATCATA
GATGTCCAAATAAGCACACCACGCCCAGTCAAATTACTTAGAGGCCATACTCTTGTCCTCAATTG
TACTGCTACCACTCCCTTGAACACGAGAGTTCAAATGACCTGGAGTTACCCTGATGAARARAATA
AGAGAGCTTCCGTAAGGCGACGAATTGACCAAAGCAATTCCCATGCCAACATATTCTACAGTGTT
CTTACTATTGACAARAATGCAGAACAAAGACAAAGGACTTTATACTTGTCGTGTAAGGAGTGGACC
ATCATTCAAATCTGTTAACACCTCAGTGCATATATATGATAAAGCATTCATCACTGTGAAACATC
GAAAACAGCAGGTGCTTGAAACCGTAGCTGGCARGCGGTCTTACCGGCTCTCTATGAAAGTGAAG
GCATTTCCCTCGCCGGAAGTTGTATGGTTAARAGATGGGTTACCTGCGACTGAGAAATCTGCTCG
CTATTTGACTCGTGGCTACTCGTTAATTATCAAGGACGTAACTGAAGAGGATGCAGGGAATTATA
CAATCTTGCTGAGCATARAACAGTCAAATGTGTTTAAARAACCTCACTGCCACTCTAATTGTCAAT
GTGAAACCCCAGATTTACGAAAAGGCCGTGTCATCGTTTCCAGACCCGGCTCTCTACCCACTGGG
CAGCAGACAAATCCTGACTTGTACCGCATATGGTATCCCTCAACCTACAATCAAGTGGTTCTGGC
ACCCCTGTAACCATAATCATTCCGAAGCAAGGTGTGACTTTTGTTCCAATAATGAAGAGTCCTTT
ATCCTGGATGCTGACAGCAACATGGGAAACAGAATTGAGAGCATCACTCAGCGCATGGCAATAAT
AGAAGGAAAGAATAAGATGGCTAGCACCTTGGTTGTGGCTGACTCTAGAATTTCTGGAATCTACA
TTTGCATAGCTTCCAATAAAGTTGGGACTGTGGGAARGARACATAAGCTTTTATATCACAGATGTG
CCAAATGGGTTTCATGTTAACTTGGAAAAAATGCCGACGGAAGGAGAGGACCTGAAACTGTCTTG
CACAGTTAACAAGTTCTTATACAGAGACGTTACTTGGATTTTACTGCGGACAGTTAATAACAGAA
CAATGCACTACAGTATTAGCAAGCAAAAAATGGCCATCACTAAGGAGCACTCCATCACTCTTAAT
CTTACCATCATGAATGTTTCCCTGCAAGATTCAGGCACCTATGCCTGCAGAGCCAGGAATGTATA
CACAGGGGAAGAAATCCTCCAGRAGAAAGAAATTACAATCAGAGATCAGGAAGCACCATACCTCC
TGCGAAACCTCAGTGATCACACAGTGGCCATCAGCAGTTCCACCACTTTAGACTGTCATGCTAAT
GGTGTCCCCGAGCCTCAGATCACTTGGTTTAAAAACAACCACAAAATACAACAAGAGCCTGGAAT
TATTTTAGGACCAGGAAGCAGCACGCTGTTTATTGAAAGAGTCACAGAAGAGGATGAAGGTGTCT
ATCACTGCAAAGCCACCAACCAGAAGGGCTCTGTGGAAAGTTCAGCATACCTCACTGTTCAAGGA
ACCTCGGACAAGTCTAATCTGGAGCTGATCACTCTAACATGCACCTGTGTGGCTGCGACTCTCTT
CTGGCTCCTATTAACCCTCTTTATCCGAARAATGAAAAGGTCTTCTTCTGARAATAAAGACTGACT
ACCTATCAATTATAATGGACCCAGATGAAGTTCCTTTGGATGAGCAGTGTGAGCGGCTCCCTTAT
GATGCCAGCAAGTGGGAGTTTGCCCGGGAGAGACTTARACTGGGCARATCACTTGGAAGAGGGGC
TTTTGGAAAAGTGGTTCAAGCATCAGCATTTGGCATTAAGARATCACCTACGTGCCGGACTGTGG
CTGTGAAAATGCTGARAGAGGGGGCCACGGCCAGCGAGTACAAAGCTCTGATGACTGAGCTAAAA
ATCTTGACCCACATTGGCCACCATCTGAACGTGGTTAACCTGCTGGGAGCCTGCACCAAGCAAGG
AGGGCCTCTGATGGTGATTGTTGAATACTGCAAATATGGAAATCTCTCCAACTACCTCAAGAGCA
AACGTGACTTATTTTTTCTCAACAAGGATGCAGCACTACACATGGAGCCTAAGAAAGAAAARATG
GAGCCAGGCCTGGAACAAGGCAAGARACCAAGACTAGATAGCGTCACCAGCAGCGARAGCTTTGC
GAGCTCCGGCTTTCAGGAAGATAAAAGTCTGAGTGATGT TGAGGAAGAGGAGGATTCTGACGGTT
TCTACAAGGAGCCCATCACTATGGAAGATCTGATTTCTTACAGTTTTCAAGTGGCCAGAGGCATG
GAGTTCCTGTCTTCCAGAAAGTGCATTCATCGGGACCTGGCAGCGAGARACATTCTTTTATCTGA
GAACAACGTGGTGAAGATTTGTGATTTTGGCCTTGCCCGGGATATTTATAAGAACCCCGATTATG
TGAGAARAGGAGATACTCGACTTCCTCTGAAATGGATGGCTCCTGAATCTATCTTTGACAARATC
TACAGCACCAAGAGCGACGTGTGGTCTTACGGAGTATTGCTGTGGGAAATCTTCTCCTTAGGTGG

FIGURE 9A
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GTCTCCATACCCAGGAGTACAAATGGATGAGGACTTTTGCAGTCGCCTGAGGGAAGGCATGAGGA
TGAGAGCTCCTGAGTACTCTACTCCTGAAATCTATCAGATCATGCTGGACTGCTGGCACAGAGAC
CCAAAAGAAAGGCCAAGATTTGCAGAACTTGTGGARARACTAGGTGATTTGCTTCAAGCAAATGT
ACAACAGGATGGTARAGACTACATCCCAATCAATGCCATACTGACAGGAAATAGTGGGTTTACAT
ACTCAACTCCTGCCTTCTCTGAGGACTTCTTCAAGGAAAGTATTTCAGCTCCGAAGTTTAATTCA
GGAAGCTCTGATGATGTCAGATACGTAAATGCTTTCAAGTTCATGAGCCTGGAAAGAATCAAAAC
CTTTGAAGAACTTTTACCGAATGCCACCTCCATGTTTGATGACTACCAGGGCGACAGCAGCACTC
TGTTGGCCTCTCCCATGCTGAAGCGCTTCACCTGGACTGACAGCARACCCAAGGCCTCGCTCAAG
ATTGACTTGAGAGTAACCAGTAAAAGTAAGGAGTCGGGGCTGTCTGATGTCAGCAGGCCCAGTTT
CTGCCATTCCAGCTGTGGGCACGTCAGCGAAGGCARAGCGCAGGTTCACCTACGACCACGCTGAGC
TGGARAGGAAAATCGCGTGCTGCTCCCCGCCCCCAGACTACAACTCGGTGGTCCTGTACTCCACC
CCACCCATCTAGAGTTTGACACGAAGCCTTATTTCTAGAAGCACATGTGTATTTATACCCCCAGG
AAACTAGCTTTTGCCAGTATTATGCATATATAAGTTTACACCTTTATCTTTCCATGGGAGCCAGC
TGCTTTTTGTGATTTTTTTAATAGTGCTTTTTTTTTT TTGACTAACAAGAATGTAACTCCAGATA
GAGAAATAGTGACAAGTGAAGAACACTACTGCTAAATCCTCATGTTACTCAGTGTTAGAGAAATC
CTTCCTAAACCCAATGACTTCCCTGCTCCAACCCCCGCCACCTCAGGGCACGCAGGACCAGTTTG
ATTGAGGAGCTGCACTGATCACCCAATGCATCACGTACCCCACTGGGCCAGCCCTGCAGCCCAAA
ACCCAGGGCAACAAGCCCGTTAGCCCCAGGGATCACTGGCTGGCCTGAGCARCATCTCGGGAGTC
CTCTAGCAGGCCTAAGACATGTGAGGAGGAAAAGGAARARAAGCAAAANGCAAGGGAGAAAAGAG
AAACCGGGAGAAGGCATGAGAAAGAATTTGAGACGCACCATGTGGGCACGGAGGGGGACGGGGCT
CAGCAATGCCATTTCAGTGGCTTCCCAGCTCTGACCCTTCTACATTTGAGGGCCCAGCCAGGAGC
AGATGGACAGCGATGAGGGGACATTTTCTGGATTCTGGGAGGCAAGAARAGGACAAATATCTTTT
TTGGAACTAAAGCAAATTTTAGAACTTTACCTATGGRAAGTGGTTCTATGTCCATTCTCATTCGTG
GCATGTTTTGATTTGTAGCACTGAGGGTGGCACTCAACTCTGAGCCCATACTTTTGGCTCCTCTA
GTAAGATGCACTGAAAACTTAGCCAGAGTTAGGTTGTCTCCAGGCCATGATGGCCTTACACTGAA
AATGTCACATTCTATTTTGGGTATTAATATATAGTCCAGACACTTAACTCAATTTCTTGGTATTA
TTCTGTTTTGCACAGTTAGTTGTGAAAGAAAGCTGAGAAGAATGAAAATGCAGTCCTGAGGAGAG
GAGTTTTCTCCATATCAAAACGAGGGCTGATGGAGGAARARAGGTCAATAAGGTCAAGGGAARACC
CCGTCTCTATACCAACCAAACCAATTCACCAACACAGTTGGGACCCARAACACAGGAAGTCAGTC
ACGTTTCCTTTTCATTTAATGGGGATTCCACTATCTCACACTAATCTGAAAGGATGTGGAAGAGC
ATTAGCTGGCGCATATTAAGCACTTTAAGCTCCTTGAGTARARAGGTGGTATGTAATTTATGCAA
GGTATTTCTCCAGTTGGGACTCAGGATATTAGTTAATGAGCCATCACTAGAAGAAAAGCCCATTT
TCAACTGCTTTGAAACTTGCCTGGGGTCTGAGCATGATGGGAATAGGGAGACAGGGTAGGAAAGG
GCGCCTACTCTTCAGGGTCTAAAGATCAAGTGGGCCTTGGATCGCTAAGCTGGCTCTGTTTGATG
CTATTTATGCAAGTTAGGGTCTATGTATTTATGATGTCTGCACCTTCTGCAGCCAGTCAGAAGCT
GGAGAGGCAACAGTGGATTGCTGCTTCTTGGGGAGAAGAGTATGCTTCCTTTTATCCATGTAATT
TAACTGTAGAACCTGAGCTCTAAGTAACCGAAGAATGTATGCCTCTGTTCTTATGTGCCACATCC
TTGTTTAAAGGCTCTCTGTATGRAGAGATGGGACCGTCATCAGCACATTCCCTAGTGAGCCTACT
GGCTCCTGGCAGCGGCTTTTGTGGRAAGACTCACTAGCCAGAAGAGAGGAGTGGGACAGTCCTCTA
CCAAGATCTARATCCAAACAAARAGCAGGCTAGAGCCAGAAGAGAGGACAAATCTTTGTTCTTCCT
CTTCTTTACATACGCAAACCACCTGTGACAGCTGGCAATTTTATARATCAGGTAACTGGAAGGAG
GTTAAACACAGAAAAAAGAAGACCTCAGTCAATTCTCTACTTTTTTTTTTTTTTCCAAATCAGAT
AATAGCCCAGCAAATAGTGATAACAAATARAACCTTAGCTATTCATGTCTTGATTTCAATAATTA
ATTCTTAATCATTAAGAGACCATAATAAATACTCCTTTTCAAGAGAAAAGCAAAACCATTAGAAT
TGTTACTCAGCTCCTTCARACTCAGGTTTGTAGCATACATGAGTCCATCCATCAGTCARAGAATG
GTTCCATCTGGAGTCTTAATGTAGARAGAAAAATGGAGACTTGTAATAATGAGCTAGTTACARAG
TGCTTGTTCATTAAAATAGCACTGAAAATTGAAACATGAATTAACTGATAATATTCCAATCATTT
GCCATTTATGACAAAAATGGTTGGCACTAACARAGAACGAGCACTTCCTTTCAGAGTTTCTGAGA
TAATGTACGTGGAACAGTCTGGGTGGAATGGGGCTGARACCATGTGCAAGTCTGTGTCTTGTCAG
TCCAAGAAGTGACACCGAGATGTTAATTTTAGGGACCCGTGCCTTGTTTCCTAGCCCACAAGAAT
GCAAACATCAAACAGATACTCGCTAGCCTCATTTAAATTGATTAAAGGAGGAGTGCATCTTTGGC
CGACAGTGGTGTAACTGTATGTGIGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGGGTGTATGTG
TGTTTTGTGCATAACTATTTAAGGAAACTGGAATTTTARAGTTACTTTTATACAAACCAAGAATA
TATGCTACAGATATAAGACAGACATGGTTTGGTCCTATATTTCTAGTCATGATGAATGTATTTTG
TATACCATCTTCATATAATAARACTTCCAAAACACA

FIGURE 9B
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