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Figure 1
scFv C-9P21 Nucleotide sequence

CCATGGCCCAGGTGCAGCTGCAGGAGTCCGGGGGAGGCTTAGTTCACCCTGGGGGGTCC
NcoI  |--—--e-e- V, Start (SEQ ID No.34 Start)

CTGAGACTCTCCTGTGCAGCCTCTGGATTCACCTTCAGTAGCTACTGGATGCACTGGGT
CCGCCAAGCTCCAGGGAAGGGGCTGGTGTGGGTCTCACGTATTAATAGTGATGGGAGTA
' GCACAAGCTACGCGGACTCCGTGAAGGGCCGATTCACCATCTCCAGAGACAACGCCAAG
AACACGCTGTATCTGCAAATGAACAGTCTGAGAGCCGAGGACACGGCTGTGTATTACTG
TGCGAGAAAAATCTTGGGGGTGGGAGCTAGGTCTCGTCGTTACTTTGACTACTGGGGCC

AGGGAACAATGGTCACCGTCTCTTCAAAGCTTTCAGGGAGTGCATCCGCCCCAAAACTT

Vg End----- lHindIII-—Linker Start
GAAGAAGGTGAATTTTCAGAAGCACGCGTAGAAACGACACTCACGCAGTCTCCAGGCAC
Linker End ------ MluI—-| ------ V., Start

CCTGTCTTTGTCTCCAGGGGAAAGAGCCACCCTCTCCTGCAGGGCCAGTCAGAGTGTTG
TCAGCAACTATTTAGCCTGGTACCAGCAGAAGCCTGGCCAGGCTCCCAGGCTCCTCATC
TCTGGTGCATCCAACAGGGCCACTGGCATCTCAGACAGGTTCAGTGGCAGTGGGTCTGG
GGCAGACTTCACTCTCACCATCAGCAGAGTCGAGCCTGAAGACTCAGCAGTGTATTACT

GTCAACAGTTTGATAAGTCCACGTGGACGTTCGGCCAAGGGACCAAGGTGGAAATCAAA
(SEQ ID No. 34 End)V.End----- |
GCGGCCGCTGGATCCGAACAAAAGCTGATCTCAGAAGAAGACCTAAACTCACATCACCA
NotI cMyc-tag
TCACCATCAC
Hisg-tag

scFv C-9P21 Amino acid sequence

OVQLOESGGGLVHPGGSLRLSCAASGFTFSSYWMHWVRQAPGKGLVWVSRINSD
|memmeae e V. Start (SEQ ID No.35 Start)

GSSTSYADSVKGRFTISRDNARKNTLYLQMNSLRAEDTAVYYCARKILGVGARSR

RYFDYWGQGTMVTVSSKLSGSASAPKLEEGEFSEARVETTLTQSPGTLSLSPGE
Vy End-|~=--—ccmeu- Linker------- E— Vv, Start
RATLSCRASQSVVSNYLAWYQQKPGQAPRLLISGASNRATGISDRFSGSGSGAD

FTLTISRVEPEDSAVYYCQQFDKSTWTFGQGTKVEIRAAAGSEQKLISEEDLNS
(SEQ ID No. 35 End)VpEnd------ |
HHHHHH o ‘
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Figure 2
scFv B-1M22 Nucleotide sequence

CCATGGCCCAGGTCCAGCTTGTGCAGTCTGGGGCTGAGGTGAAGAAGCCTGGGTCCTCG
NcoI |-~--enm--- Vy Start (SEQ ID No.45 Start) '

GTGAAGGTCTCCTGCAAGGCTTCTGGAGGCACCTTCAGCAGCTATGCTATCAGCTGGGT
GCGACAGGCCCCTGGACAAGGGCTTGAGTGGATGGGAGGGATCATCCCTATCTTTGGTA
CAGCAAACTACGCACAGAAGTTCCAGGGCAGAGTCACGATTACCGCGGACGAATCCACG
AGCACAGCCTACATGGAGCTGAGGAGCCTGAGATCTGACGACACGGCCGTGTATTACTG
TGCGAGAGATCGGGAGAGATGGCTACAATCCGCGGGCGACTACTGGGGCCAGGGAACCC

TGGTCACTGTCTCCTCAAAGCTTTCAGGGAGTGCATCCGCCCCAAAACTTGAAGAAGGT

Vy End---- |HindIII--Linker Start
GAATTTTCAGAAGCACGCGTACAGCCTGTGCTGACTCAGTCACCCTCGGTGTCAGTGGC
Linker End ~-- MluI———| ------ V. Start

CCCAGGACAGACGGCCAGGATTACCTGTGGGGGAAACAACATTGGAAGTAAAAGTGTGC
ACTGGTACCAGCAGAAGCCAGGCCAGGCCCCTGTGCTGGTCGTCTATGATGATAGCGAC
CGGCCCTCAGGGATCCCTGAGCGATTCTCTGGCTCCAACTCTGGGAACACGGCCACCCT
GACCATCAGCAGGGTCGAAGCCGGGGATGAGGCCGACTATTACTGT CAGGTGTGGGATA

GTAGTAGTGATCATTGGGTGTTCGGCGGAGGGACCAAGCTGACCGTCCTAGCGGCCGCT

(SEQ ID No. 45 End)V,End ----| NotI
GGATCCGAACAAAAGCTGATCTCAGAAGAAGACCTAAACTCACATCACCATCACCATCAC
cMyc-tag Hisg¢-tag

scFv B-1M22 Amino acid seqhence

QVQLVQSGAEVRKPGSSVKVSCKASGGTFSSYAISWVRQAPGQGLEWMGGIIPI
[ mmmemmeae V4 Start (SEQ ID No.46 Start)
FGTANYAQKFQGRVTITADESTSTAYMELRSLRSDDTAVYYCARDRERWLQSAG

DYWGQGTLVTVSSKLSGSASAPKLEEGEFSEARVQPVLTQSPSVSVAPGQTARI
Vy End- l ----------- Linkexr--~- --- I ------ V., Start
TCGGNNIGSKSVHWYQQKPGQAPVLVVYDDSDRPSGIPERFSGSNSGNTATLTI

SRVEAGDEADYYCQVWDSSSDHWVFGGGTKLTVLAAAGSEQKLISEEDLNSHHH

(SEQ ID No. 46 End)V End------
HHH
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Figure 3
scFv C-1124 Nucleotide sequence

CCATGGCCCAGGTCCAGCTGGTACAGTCTGGGGGAGGCGTGGTCCAGCCTGGGAGGTCC
NcoI  |-===~---- Vg Start (SEQ ID No.56 Start)

CTGAGACTCTCCTGTGCAGCCTCTGGATTCACCTTCAGTAGCTATGGCATGCACTGGGT
CCGCCAGGCTCCAGGCAAGGGGCTGGAGTGGGTGGCAGTTATATCATATGATGGAAGTA
ATAAATACTATGCAGACTCCGTGAAGGGCCGATTCACCATCTCCAGAGACAATTCCAAG
AACACGCTGTATCTGCAAATGAACAGCCTGAGAGCTGAGGACACGGCTGTGTATTACTG
TGCGAAAGATCTTCCGATTACCCGCGGGACAGGGGCTGACTACTGGGGCCAGGGAACCC

TGGTCACTGTCTCCTCAAAGCTTTCAGGGAGTGCATCCGCCCCAAAACTTGAAGAAGGT

Va End—---lHindIII——Linker Start
GAATTTTCAGAAGCACGCGTACAGTCTGTCCTGATTCAGCCTGCCTCCGTGTCTGGGETC
Linker End ~--- MluI—-—| ------ Vv, Start

TCCTGGACAGTCGATCACCATCTCCTGCACTGGAACCAGCAGTGACGTTGGTGGTTATA
ACTATGTCTCCTGGTATCAACAACACCCAGGCAAAGCCCCCAGACTCATGATTTACGAT
GTCACTAGTCGGCCCTCAGGGGTTTCGAATCGCTTCTCTGGCTCCAAGTCTGGCAACAC
GGCCTCCCTGACCATCTCTGGGCTCCAGGCTGAGGACGAGGCTGATTATTACTGCAGTT

CATATGCAGGCAGCTACAGCGTGGTATTCGGCGGAGGGACCAAGGTCACCGTCCTAGCG

(SEQ ID No. 56 End)V,,End—---INotI
GCCGCTGGATCCGAACAAAAGCTGATCTCAGAAGAAGACCTAAACTCACATCACCATCA
NotI cMyc-tag Hise¢-tag

CCATCAC

scFv C-1124 Amino acid sequence

QVQLVQSGGGVVQPGRSLRLSCAASGFTFSSYGMHWVRQAPGKGLEWVAVISYD
. Vv, Start (SEQ ID No.57 Start) ’
GSNKYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAKDLPITRGTGA

DYWGQGTLVTVSSKLSGSASAPKLEEGEFSEARVQSVLIQPASVSGSPGQSITI
Vy End|---—cecmmoc Linkex-------- [— V. Start
SCTGTSSDVGGYNYVSWYQQHPGRKAPRLMIYDVTSRPSGVSNRFSGSKSGNTAS

LTISGLQAEDEADYYCSSYAGSYSVVFGGGTKVTVLAAAGSEQKLISEEDLNSH
(SEQ ID No. 57 End)V End------
HHHHH
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Figure 4
scFv D-1K21 Nucleotide sequence

CCATGGCCCAGGTCCAGCTTGTGCAGTCTGGGGCTGAGGTGAAGAAGCCTGGGGCCTCA
NCoI |w-mmmeeme= Vy Start (SEQ ID No.67 Start)

GTGAAGGTCTCCTGCAAGGCTTCTGGATACACCTTCACCGGCTACTATATGCACTGGGT
GCGACAGGCCCCTGGACAAGGGCTTGAGTGGATGGGACGGATCAACCCTAACAGTGGTG
GCACAAACTATGCACAGAAGTTTCAGGGCAGGGTCACéATGACCAGGGACACGTCCATC
AGCACAGCCTACATGGAGCTGAGCAGGCTGAGATCTGACGACACGGCCGTGTATTACTG
CGCGAGGCGTAACCTGATAGCAGCTCGTCCCCGGAATCGGGGCAGGGATGCTTTTGATA

TCTGGGGCCAAGGGACAATGGTCACCGTCTCTTCAAAGCTTTCAGGGAGTGCATCCGCC

Vy BEnd--~-~ BHindIII--Linker Start
CCAAAACTTGAAGAAGGTGAATTTTCAGAAGCACGCGTAGACATCCAGATGACCCAGTC
Linker End ------- MluI——| —————— V. Start

TCCTTCCACCCTGTCTGCATCTGTAGGAGACAGAGTCACCATCACTTGCCGGGCCAGTC
AGAGTATTGGTGGCTCGTTGGCCTGGTATCAGCAGAAACCAGGGAAAGGCCCTAACCTC
CTGATCTATGCTGCATCCACfTTG¢AAAGTGGGGTCCCATCAAGGTTCAGCGGCAGTGG
ATCTGGGACAGAATTCACTCTCACAATCAGCAGCCTGCAGCCTGAAGATTCTGCAACTT

ACTACTGCCAACACTATGAAAGTTATCCCCTCTCTTTCGGCGGCGGGACCAAGCTGGAG
(SEQ ID No. 67 End)V,End-----

ATCAAAGCGGCCGCTGGATCCGAACAAAAGCTGATCTCAGAAGAAGACCTAAACTCACA
------ I NotI cMyc-tag
TCACCATCACCATCAC

Hisg¢-tag

scFv D-1K21 Amino acid sequence

QVQLVQSGAEVKKPGASVKVSCKASGYTFTGYYMHWVRQAPGQGLEWMGRINPN
[—— v, Start (SEQ ID No.68 Start)

SGGTNYAQKFQGRVIMTRDTSISTAYMELSRLRSDDTAVYYCARRNLIAARPRN

RGRDAFDIWGQGTMVTVSSKLSGSASAPKLEEGEFSEARVDIQMTQSPSTLSAS
Vg End~ |—mee—omaoeeo Linker----=--~- [P Vv, Start
VGDRVTITCRASQSIGGSLAWYQQKPGKGPNLLIYAASTLOSGVPSRFSGSGSG

TEFTLTISSLQPEDSATYYCQHYESYPLSFGGGTKLEIKAAAGSEQKLISEEDL
(SEQ ID No. 68 End)Vp End~------ |
NSHHHHHH
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Figure S
scFv 9N10 Nucleotide sequence

CCATGGCCCAGGTGCAGCTGCAGGAGTCCGGGGGAGGCTTAGTTCACCCTGGGGGGETCC
NCOT  |=~=-==--=- Vy Start (SEQ ID No.100 Start)

CTGAGACTCTCCTGTGCAGCCTCTGGATTCACCTTCAGTAGCTACTGGATGCACTGGGT
CCGCCAAGCTCCAGGGAAGGGGCTGGTGTGGGTCTCACGTATTAATAGTGATGGGAGTA
GCACAAGCTACGCGGACTCCGTGAAGGGCCGATTCACCATCTCCAGAGACAACGCCAAG
.AACACGCTGTATCTGCAAATGAACAGTCTGAGAGCCGAGGACACGGCTGTGTATTACTG
TGCGAGAAAAATCTTGGGGGTGGGAGCTAGGTCTCGTCGTTACTTTGACTACTGGGGCC
AGGGAACAATGGTCACCGTCTCTTCAAAGCTTTCAGGGAGTGCATCCGCCCCAAAACTT
Vg End—---'HindIII——Linker Start
GAAGAAGGTGAATTTTCAGAAGCACGCGTAGATATTGTGCTGACCCAGACTCCAGACTC
Linker End ~---- MluI——l ------ V., Start
CCTGGCTGTGCTCTCTGGGCGAGACGACCACCATCAACTGCAAGTCCAGCCAGAGTGTTT
TACACAGCTCCAACAATAAGAACTACTTAGCTTGGTACCAGCAGAAACCAGGACAGCCT
CCTAAGCTGCTCATTTACTGGGCATCTACCCGGGAATCCGGGGTCCCTGACCGATTCAG

TGGCAGCGGGTCTGGGACAGATTTCACTCTCACCATCAGCAACCTGCAGCCTGAAGATG

TGGCTTTTTACTACTGTCTGCAATATTCTACTTTTCCTCGGACGTTCGGCCAAGGGACC
(SEQ ID No. 100----

AAGGTGGAGATCAAAGCGGCCGCTGGATCCGAACAAAAGCTGATCTCAGAAGAAGACCT
----- End)V,End----| NotI cMyc-tag
éAACTCACATCACCATCACCATCAC

Hisg-tag

scFv 9N10 Amino acid sequence

QVQLOESGGGLVHPGGSLRLSCAASGFTFSSYWMHWVRQAPGKGLVWVSRINSD
T Vv, Start (SEQ ID No.10l Start)
GSSTSYADSVKGRFTISRDNAKNTLYLQMNSLRAEDTAVYYCARKILGVGARSR

RYFDYWGQGTMVTVSSKLSGSASAPKLEEGEFSEARVDIVLTQTPDSLAVSLGE
Vg End-|-~----cmemv Linker-~-=-=- [—— Vv, Start
TTTINCKSSQSVLHSSNNKNYLAWYQQRKPGQPPKLLIYWASTRESGVPDRFSGS

GSGTDFTLTISNLQPEDVAFYYCLQYSTFPRTFGQGTKVEIKAAAGSEQKLISE
(SEQ ID No. 101 End)VpEnd----- |
EDLNSHHHHEH
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Figure 6A
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Figure 6C
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Figure 7A
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Figure 7C

CCRF-CEM cells
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Figure 10

Titration of clones on CCRF-CEM cells
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Figure 11A

Calcium flux assay
50 ng/ml SDF-1a + 4 pg/ml scFv
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Figure 11C
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Figure 11D
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Figure 11E
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Figure 12A

Calcium flux assay with 50 ng/ml SDF-1a
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Figure 12 B
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Figure 13 |

SDF-1 induced migration of CCRF-CEM cells
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Figure 14
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Figure 15A
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Figure 16A
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