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1
ATGTCTITCG

TTAAGGACTT

(SEQ ID NO:1)

ATGCCTTTCG

TTAAGGACTT

(SEQ 1D NO:3)

ATGCCTTITCG

TTAAGGGCTT

(SEQ ID NO:5)

51
GTTCARACCT

GTTCAAACCT
GTTCGAACCT
101

TTCCTCCGCT
TTCCTCCGCT
TGCCTCCGCT
151

CGTGATTGGE
CGTGATTGGE
AAGGAGTGGG
201

ARTGATTATC
ACTGATTATC

AATGATTATC

ATTAARATTG
ATTARBRATTC

ATTRAAATTG

GACCCGCATG
GACCCGCATG

GACCCGCATG

CTGTGGAATA
CTGTGGAATA

CTGCGGTTTA

ACGGAGGGTG
ACGGAGGGTA

ACGGAGGGTA

2/6

CAAGCCGCAG
CAAGCCGCAG

CGAGCCGATT

GGAACAACGA
GGAACAACGA

GGAACACACA

CGCECTCTEE
CGCGCTCAGT

CGCGCTACCC

CTACACCCAG
CTACGCCCAG

CTACGGCCAG

CGTTCATCAG
CGTTCCCTAG

CGTTCATCAG

GCACTGGGCG
GCACTGGGCE

TCACTGCGCG

GCTGCTGCAT
GCTGCTGCAT
GCTGGCTCAT
ATCCGGELAA
BTCCGGGCAA

ATCCGGGCAA

CCTGCACAGC
CGTGCACAGC

CGTGCACAGC

CCCGCAGGCA
CCCGCAGTCR

CCCGCAGGCA

FIGURE 2A

PCTRIS2069/069515

50
ACACCAACCT

ACACCAACCT
ACACCAACCT

100
CGCGCGGETAA
CGCGCGGTAA
CGCGCEGTAA

150
CATTCCGAAC
CATTCCGARC
CATTCCGAAC

200
GTCCGGEEGAL
GTCCGGEGGAC
GTCCGGEGGAC

250
GGTGEGETACG
GGTGGETACG

GGTGGGTACG



WO 2010/075574

251
ATARCGCGCO

ATARCGCGCC
ATAACGCGCC
301

ATCTTCAACG
ATCTTCARGG
ATCTTCCTGG
351

GGTCCTGGGC
GGTCCTGGGC
GAGCCTGGGC
401

GTTACGATTC
GTTACGATTC
GTTACGATTG
451

AAAGCGARAR
AAAGCGAAAR

ABAGCGARAG

TGGTGTTTGS

TGGTATTTGG

TGGTATTTGG

CTATTCATGA
CTATTCATGA

CTATTCATGA

TGEGGCCGCCT
TGGGCCGCCT

TGGGCCTCCT

TGCCTCCGAT
TGCCTCCGAT

TGCCTCCGAT

ARGCTARACAR
AAGCTAACAA

ATGCTAACAA

3/6

TCAGAAGAAC
TCAGAAGAAC

TCAGACGAAC

AARRARGTCA
AAATAAGTCR

CTGTCAGTCA

TTCCGGATAR
TTCCGGATAC

TTCCGGATGT

AATGTGTTTA
AATGTGTATA

CGTGTGTATA

TCCGCABCAT
TCCGCAACAT

TCTGGAACAT

AGATGGTCGA
AGATTAAAGA

AGGTTGCCGR

TTTGTGTGGE
TTTGCGTGEG

TTTGCGTGGG

CCTGGCGCET
GCTGGCGCET

GCTGGCGCGT

TGGATGCGGA
TGRATGCGGA

TGAATGCGAC

AGCTTGACTA
AGCATTACTA

AGCTTGACTA

FIGURE 2B

PCT/US2089/069515

300
ATGGACGAAA

ATGGACGAAR
ATGGAAGAAC

350
TGCARCTGTG
TGCARCTGTG
TGCARCTGTG

400
GATGGGTTAC
GATGGGTTAC
GATGGGTTAC

450
ACAGGAGGCA
ACAGGAGGAA
ACTGCAGGAA

500
AAGACGABAT
ARGACGAAAT

ARGACGATAT




WO 2010/075574

501
TAAACAATAT

TAAACAATAT
TARAMCAATAT

551
CGGETGCEGA

CGGGTGCGGA
CGGGETGECGEA
601

CAGTTCCTGG
CAGTTCCTGE
CAGTTCCTGG
651

AATTGARAAT
ARTTGAARAT
AATTGAARAAT
701

AGGCCATCGG
ATGCCATCGGE

AGACCATCGG

ATCARAGAAT
GTCARAGRAT

ATCAAAGATT

CGGECGTGGAA
CGGCCETGGAA

CGECGTGGAA

ATCCGCACAG
ATCCGCACAG

ATCCGCACAG

CGTGCACGTT
CGTGCACGTT

CGTGCACGTT

CCATGARARA
CCCAGARRAA

CCCRGAACGC

416

ATGTTCAGGC
ATGTTCAGGC

ATATTCATGC

ATTCACTCAG
ATTCACTCAG

RTTCACTCAG

CARCACACGC
CRACRAACCGE

CAACRRACGC

TTACTCTGGA
TTACTCTGGA

TTACTCTGGA

GTGGGTTTAC
GTGGEGTTTAC

GTGEGTTIAC

AGCTARAGAAC

AGCTAAGAARC

AGCTARGAAC

CCRRCGGETTA

CCARCGGTTA

CCAACGGTTA

ACCGATGAGT

ACCGATGAGT

ACCGATGAGT

AGTCGTTGAC

AGTCGETTGAC

AGTCGTTGAC

GTCTGAGTICC

GTCTGAGTCC

GTCTGAGTCC

FIGURE 2C

PCT/AIS2009/069515

550
TCGATCGCTG

TCGATCGCTG
TCGATTGCTG

500
TCTGTTAAAT

TCTGTTAAAT
TCTGTTARAT

650
ATGGGGGCTC
ATGGGGGCTC
ATGGGGGCAC

700
GCGCTGGTTG
GCGGTGGTTG
GCGUTGATTG

750
GTACGGCGTT
GTACGGCGTT

GTACGGCACT




WO 2010/075574

751
TTCAACTCTA

TTCAACTCTA

-TTCAACTCTA

801
CTATGTCGCG

CTATGTCCTG

CTATGTCCTG

351
CGTTTGTTCA

CGTTTGTTCA

CGTTTGTTCA

901
GGEGAGGGCG

GGGGAGGGCE
GGGGAGGGCGE
951

GRAAGGTCCG
GRAAGGTCCG

GAAAGGTCCG

TGETCGGEELEE
TCTCGEGLGEE

TGTCGLGCGEE

GEIGAGCTGG
GETGAGCTGE

GGTGAGCTGE

TTTAGTCGAA
TTTAGTCGAA

TTTAGTCGAR

AATACGAAGG
ARTACRACGG

AATACTCAGA

GTTATCCGTG
ATTATCCGTG

ATTATCCGTG

5/6

CGCGGARACG
CGCGGAAACG

CGCGGAACCG

AGRRACGCGC
AGCGTCGLGL

AGAAACGCGC

CCACGCGTGA
CCACGCGTGA

CCACGCGTGA

GGGCAGCAAC
GGGCAGCAAC

GGGCACCAAC

CCGGCAACTT
CCGGCARCTT

CCGGCARCTA

GGCATTGTTG
GGCATTGTTG

GGCATTATTS

CRAGGCGGEE
CAAGGCGGEEG

CAAGGCGEGEGE

CAARCCCTTT
CABACCCTTT

CAGACCCTTC

GATTTTGTTT
ARATTTGCTT

GATTTTGCTT

CGCACTGCAC
CGCACTGCAC

CGCRCTGCAC

FIGURE 2D

PCTIUS2009/069515

800
CTCAGTATGC

CTCAGTATGC

CTCAGTATAG

850
AARCGCCTGE

AABRCGCCTGG

AAACGCCTGG

900
TCTGACTGAG

TCTGACTGAG

TCTGGTTGAG

950
ATTCCATTTG

ATTCCATTTG
ATTCCATTTG

1000
CCTGAAGTTG
CCTGRAGTTG

CCTGAAGTTG
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1001
TGCGCEAAGA

TGCGCGAAGR
TGCGCGRALA
1051
TTTATTTCAA
TTTATTTCAR
TTTATTTCAA
1101
GAACAAGTAT
GARCARGTAT
GARCARGTAT
1151
TCGACTACCC
TCGACTACCC
CCGACTACCC
1261
TARTGA
TAATGA

TAATGA

AGTTAAGGAC
AGTTAAGGALC

AGTTAAGGAC

ATCCAGACCT
ATCCAGACCT

ATCCAGACCT

GACCGTGATA
GACCGTGATA

GACCGTICTA

GACCTACGAA
GACCTACGAA

GACCTACGAA

6/6

ABACGCACCC
CCTCGTACCC

CCTCGCACCT

GGTTGACCGC
GGTTGACCGC

GGTTTACCGEC

CGTTCTACCA
CGTTCTACAR

CGTTCTACAC

GAAGCCTTAA
GAAGCCTTAA

GARGCCGTAG

TGATCGGCTA
TGATCGGLTA

TGATCGGCTA

TTAGAALBAG
TTAGARRAAG

TTAGARGAAG

GATGAGCGCE
AATGAGCGCG

CATGAGCGCG

AACTGGGCTG
BACTGGGCTG

ATCTGGGCTE

FIGURE ZE

PCTUS2009/069515

1050
CGGCCGCTIC

CGGCCGCTTC
CGGCCGCTTC

1100
GTCTGCCACT
GTCTGCCACT
GTCTGCCACT

1150
CATGGTTACA
GAGGGTTACA
GAGGGTTACA

1200
GGACAARAAA
GGACAARAAC

GAACAARRAAC




