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Fig. 2

SEQID S
ATGCAATTCTCTATCGTCGCTACTTTGGCTCTTGCTGGTTCCGCTCTGGCTGCTTACTCTAACGTAACTTACACTT
ACGAGACTACCATCACCGATGTTCGTCACCGAGCTCACCACTTACTGCCCAGAGCCAACCACCTTCGTTCACAAGAA
CAAGACCATCACTGTGACCGCCCCAACCACTTTGACCATCACTGACTGTCCTTGCACCATCTCCAAGACCACCAAG
ATCACCACTGATGTTCCACCAACCACCCACTCCACCCCACACACCACCACCACTCACGTGCCATCTACCTCTACCC
CAGCTCCAACCCACTCTGTTTCTACCATCTCTCACGGTGGTGCTGCTAAGGCTGGTGTTGCTGETTTGGCCGGTGT
TGCTGCTGCCGCTGCTTACTTCTTGTAA

SEQ ID 10

MOFSIVATLALAGSALAAYSNVTYTYETTITDVVTELTTYCPEPTTEVHKNKTITVTAPTTLTITDCPCTISKTTK
ITTDVPPTTHSTPHTTTTHVEPSTSTPAPTHSVSTISHGGAAKAGVAGLAGVAAAAAYFL

SEQ ID 11

ATGCAATTCTCTATCGTCGCTACTTTGGCTCTTGCTGGTTCCGCTCTGGCTGCTTACTCTAACG
TAACTTACACTTACGAGACTACCATCACCGATGTTGTCACTGAGTTGACCACTTACTGCCCAGA
GCCAACCACCTTTGTTTACAAGAACRAAGACCATCACCGTGACTGAGCCAACCACTTTGACCATC
ACTGACTGCCCATGCACCATCTCARAGACCACCAAGATCACCACTGATGTTCCACCAACCACCC
ACGTCACCCCATCCACCACTCACGTGCCATCTACCTCTACCCCAGCTCCAACCCACTCTGTTTC
TACCATCTCTCACGGTGGTGCTGCTAAGGCTGGTGTTGCTGGTTTGGCCGETGTTGCTGCTGCC
GCTGCTTACTTCTTGTAA

SEQ ID 12

MOFSIVATLALAGSALAAYSNVTYTYETTITDVVTELTTYCPEPTTEVYKNKTITVIEPTTLTITDCPCTISKTTK
ITTDVPPTTHVTPSTTHVPSTSTPAPTHSVSTISHGGAAKAGVAGLAGVARAAAAYFL
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Fig. 3

SEQID 13

CTTTTTTGTAGAAATGTCTTGGTGTCCTCGTCCAATCAGGTAGCCATCTCTGAAATATCTGGCT
CCGTTGCAACTCCGAACGACCTGCTGGCAACGTAARATTCTCCGGGGTAAAACTTAAATGTGGA
GTAATGGAACCAGAAACGTCTCTTCCCTTCTCTCTCCTTCCACCGCCCGTTACCGTCCCTAGGA
AATTTTACTCTGCTGGAGAGCTTCTTCTACGGCCCCCTTGCAGCAATGCTCTTCCCAGCATTAC
GTTGCGGGTAAAACGGAGGETCGTGTACCCGACCTAGCAGCCCAGGGATGGAAAAGTCCCGGECCG
TCGCTGGCAATAATAGCGGGCGGACGCATGTCATGAGATTATTGGCGAAACCACCAGAATCGAATA
TAAARAGGCGAACACCTTTCCCAATTTITGGTTTICTCCTGACCCAAAGACTTTARATTTAATTTAT
TTGTCCCTATTTCAATCAATTGAACAACTATCACCTGCAGGCC



