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FIGURE 2

A
atgtcactttcttttaattcttcttgtttttgttcececctettaataagtcaagtatggacttetettettettgettetgetacte
tcacatctcactcaagatgaactgecagggcacctgccttgatgtecaggagaaaccagectacetettatacttttetagaaaaga
attctgacattgtaaatcaacaagtagtggaattcggaaccaagtttagaagtggagegaatttectgggaggatcaagagtcatt
attcaacttaatcttcaaacaactecttgctcaaagaaaaagotecagggtgactgettgtbtgecaagttetgaaattgettetac
tgttttcacactgggaacagcagcagttctteogttttatactotcatggttygtggetectaaaactgaacttaccagaaaagtga
tgaaaagcagcatacccaatattggectttggacttctgtacacatatctagtatacctetettggacaccagatacagtteggety
atgtttgctagtaaatactggcttecggagectgececggeataactaagatgttcteccaacgagatgacattagettetgecatggat
tcacttgttggetgtagatetttttgeotgecaaggeaggtitatcatgatggattgcaaaatgatattgaaaccegecattetgtgt
ctctgtgettgetgttttgeceegteggaattgttactcactteatecaccaaagoctctagecagtageccagaaaagagacageat
aggactcattaa

B

MSLSFNSSCFCSPLNKSSMDFSSSCFCYSHISLEMNCRAPALMSRRNQPTSYTFLEKNSDIVNQQVVEFGTKFRSGANFLGGSRVI
IQLNLOTTLAQRKSSRVTACLPSSEIASTVFTLGTAAVLPFYTLMVVAPKTELTRKVMKSSI PNIGFGLLYTYLVYLSWTPDTVRL
MFASKYWLPELPGITKMFSNEMTLASAWIHLLAVDLFAARQVYHDGLONDIETRHSVSLCLLFCPVGIVTHEITKALASS PEKRQH

RTH

c
NEABA4-F caccatgtcactttecttttaattcttottgt
NEABA4-R ttaatgagtcctatgctgtetettite
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FIGURE 3
+ b : + + ! + 4 —+ +
k 1k
e:exonerate
— - -
1 : ATGTCACTTTCTTTTAA---TTCTTCTTGTTTTTGTTCCCCTCTTAATAAGTCAAGTATGGR &+ 59
LRt L T R
1 : ATGTCACTTTCTTTTAATTCITCTTCITGTTTTTGTTCCCCTCTTAATAAGTCAAGTATGGA : 62
60 : CTTCTCTTCTTCTTGCTTCTGCTACTCTCACATCTCACTCAAG >>>> Target Intro : 103
RN NN R NN NN R 558 bp
63 : CTTCTCTTCTTCTTGCTTCTGCTACTCTCACATCTCACTCARGGE . v vis v . - T 108
104 : n 1 >>>> ATGARCTGCAGGGCACCTGCCTTGATGTCCAGGAGRAACCAGCCTACCTCTT : 154
e B N R N NN R NN NN RN RN
LY F v d st s agATGAACTGCAGGGCACCTGCCTTGATGTCCAGGAGARACCAGCCTACCTCTT ¢ 715
155 : ATACTTTTCTAGAAAAGAATTCTGACATTGTAAATCAACAAGTAGTGGAATTCGGAACCARG : 216
FERRLLLEEEE R L LR Rl LR Ry
716 : ATACTTTTCTAGARAAGAATTCTGACATTGTARATCAACGAGTAGTGGAATTCAGAACCAAG : 777
217 : TTTAGAAGTGGAGCGAATTTCCTGGGAGGATCAAGAGTCATTATTCAACTTAATCTTCARAC : 278
R R N RN R RN RN RN NARN! _
778 : TTTAGAAGTGGAGCGAATTTCCTGGGAGGATCAAGAGTCATTATTCAACTTAATCTTCARAC : 839
279 : AACTCTTGCTCAAAGAAARAGCTCCAGGGTGACTGCTTGITTGCCRAGTTCTGARATTGCTT 340
N R RN RN RN RN E AN :
840 : BAACTCTTGCTCARAGARAAAGCTCCAGGGTGACTGCTTGTTTGCCAAGTTCTGAAATTGCTT : 901
341 : CTACTGTTTTCACACTGGGAACAGCAGCAGTTCTTCCGTTTTATACTCTCATGGTTGTGGCT + 402
PELLLECERE R et R bbbt ret bhreee vty
902 : CTACTGTTTTCACACTGGGAACAGCAGCGGTTCTTCCGTTTTATACACTCATGGTAGTGGCT : 963
403 : CCTAARACTGARCTT »>>>> Target Intron 2 >>>> ACCAGARAAGTGATGARA : 435
_ FELLLL THEELL 4+ 261 bp AR
964 1 CCTARAGCTGAACTTOL. .. ivovesivasvneninssass aGACCAGAAAAGTGATGARA : 1257
436 : AGCAGCATACCCAATATTGGCTTTGGACTTCTGTACACATATCTAGTATACCTCTCTTGGAC & 497
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FIGURE 3 Cont'd

AGCAGCATACCCTATATTGGCTTTGGACTTCTGTACACATATCTAGTATACCTCTCTTGGAC :

ACCAGATACAGTTCGGCTGATGTTTGCTAGTARATACTGGCTTCCGGAG >>>> Target

PORLLETLE R et e b el b+ i,
ACCAGATACAGTTCGGCTGATGT TTGCTAGTARATACTGGCTTCCGGAGTL s v v v v v v v s on

we

Intron 3 >>>> CTGCCCGGCATAARCTAAGATGTTCTCCAACGAGATGACATTAGCTT :

0 bp ot 0 0 O O B I
e S i s agCTGCCCGGCATAACTAAGATGTTCTCCAARCGAGATGACATTAGCTT

CTGCATGGATTCACTTGTTGGCTGTAGATCTTTTTGCTGCARG >>>> Target Intro

PERLLEET LR e FEPELE TR P TR EE L+ 114 bp
CTGCATGGATTCACT TGTTGGCCGTAGATCTTTTTGCTGCAAGGE « v v v v v s crrvnns s

: n 4 >>>> GCAGGTTTATCATGATGGATTGCAAAATGATATTGAARACCCGCCATTCTGTG :

L R N R AR RN AN RN RN

Cewaes ... agGCAGGTTTATCATGATGGATTGCARAATGATAT TGARACCCGCCATTCTGTG

TCTCTGTGCTTGCTGTTTTGCCCCGTCGGAAT TGT TACTCACT TCATCACCARAGCTCTAGC

FELERLERLEER LR T BEER LR L i i it |
TCTCTGTGCTTGCTGTTTTGCCCCTTCGGAAT TGT TACTCACT TCATCACCAARGCTCTAAC

CAGTAGCCCAGRABAGAGACAGCATAGGACTCATTAA : 786

FTEVECEUETRT it et e ettt
CAGTAGCCCAGAABRAGAGACAGCATAGGACTCATTAA : 1792

MSLSEFNSSSCFCSPLNKSSMDESSSCFCYSHISLKMNCRAPALMSRRNQPTSYTFLEKNS
MSLSFNSS CFCSPLNKSSMDFSSSCFCYSHISLKMNCRAPALMSRRNQPTSYTFLEKNS
MSLSFNSS-CFCSPLNKSSMDFSSSCFCYSHISLKMNCRAPALMSRRNQPTSYTFLEKNS

61 DIVNQRVVEFRTKFRSGANFLGGSRVIIQLNLQTTLAQRKSSRYTACLPSSEIASTVETL

DIVNQ+VVEF TKFRSGANFLGGSRVIIQLNLOTTLAQRKSSRVTACLPSSEIASTVETL

60 DIVNQQVVEFGTKFRSGANFLGGSRVIIQLNLOTTLAQRKSSRVTACLPSSEIASTVETL

121 GTAAVLPFYTLMVVAPKAELTRKVMKSSIPYIGFGLLYTYLVYLSWTPDTVRLMFASKYW

GTAAVLPFYTLMVVAPK ELTRKVMKSSIP IGFGLLYTYLVYLSWTPDTVRLMFASKYW

120 GTAAVLPFYTLMVVAPKTELTRKVMKSSIPNIGFGLLYTYLVYLSWTPDTVRLMEASKYW

181 LPELPGITKMFSNEMTLASAWIHLLAVDLFAARRQVYHDGLONDIETRHSVSLCLLECPFG

LPELPGITKMFSNEMTLASAWIHLLAVDLFAARQVYHDGLONDIETRHSVSLCLLFCP G

180 LPELPGITRMFSNEMTLASAWIHLLAVDLFAARQVYHDGLONDIETRHSVSLCLLFCPVG

241 IVTHFITKALTSSPEKRQHRTH 262

IVTHFITKAL SSPEKRQHRTH

240 IVTHFITKALASSPEKRQHRTH 261

1319
547
1371
592
1484
636
1530
687
1693
749

1755
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119
180
179
240

239
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FIGURE 4

A

ATGGAAACTCTTCTCARACCTTTTCCATCTCCTTTACTTTTCACTCCTACACCTCACAGGTCTATTTTTCAACTGAAT
TCTACTTTTCTGAATCCAACCACCCAGAACTTTTCAAGARAAGTTCATCGCAGAAACAAAAGTAGTAGTAACARATTT
TGTAGCTTTCTTGACTTAGCACCCACATCAAAACCAGAGTCTT TAGATGT TGACATCTCATGGGTTGATCCTAATTCG
GGCCGGGCTCTATTCGACGTGATCATCATCGGAGCTGGTCCTGCGGGCCTCCGGCTAGCTGAGCARGTATCAAGATAT
GGTATTAAGGTATGTTGTGTTGACCCTTCACCACTTTCCATGTGGCCAAATAATTATGGTGTT TGGGTTGATGAGTTT
GAGAAGTTAGGATTGGAAGATTGTTTAGATCATAAGTGGCCTATGACTTGTGTTCATATARATGATAACAAGACTAAG
TATTTGGGAAGACCATATGGTAGAGTCAGTAGAAAAAAGT TGAAGTTGAAATTGTTGAATAGTTGTGTTGATAATGGA
GGGAAGTTTTATAAAGCCAAGGT T TGGAARGTGGAGCATGAAGAATTTGAGTCTTCAGTTGTTTGTGATGATGGTAGG
AAGATAAGGGGTAGTTTGATTGTAGATGCAAGTGGTTTTGCTAGTCCTTTTATAGAATATGACAAGCCAAGAAACCAT
GGTTATCAAATAGCTCATGGGATTTTAGCACAAGTGGATAATCATCCATTTGATTTGGATARAATGGTGCTTATGGAT
TGGAGGGATTCTCATCTGGGARATGAGCCATATTTGAGGGTGAACAATACTARAGAACCAACATTCTTGTATGTGATG
CCATTTGATAGGAATTTGGTATTCT TGGAAGAGACTTCTTTGGTGAGTCGGCCTGTGCTATCGTATAGGGAAGTGARA
AATAGGATGGTGGCAAGGTTAAGGCATTTGGGGATCAAAGTGACAAGTGT TATTGAGGATGAGAAATGTGTGATCCCC
ATGGGAGGACCACTTCCGCGGATCCCTCAAAATGTTATGGCAATTGGTGGARATTCAGGGATAGTTCATCCATCGACA
GGGTACATGGTGGCTCGGAGCATGGCATTGGCACCAGT TTTGGCTGAGGCCATTGCTGAGAGCCTCGGCACAACCAGA
ATGATAAGAGGATCTCCACTTTACCATAAAGTTTGGAATGGTTTGTCGCCTCTAGAGAGAAGAAGTGTGAGAGAATGT
TACTCTTTTGGGATGGAGACTTTGTTGAAGCTTGATTTGAARAGGGACTAGGAGATTGT TTGATGCTTTCTTTGATCTT
GATCCCAAATACTGGCAAGGETTCCTTTCCTCAAGGTTGTCTGTCAAAGAACTTGCTATGCTTAGCTTGTACCTTTTT
GGGCATGCCTCAARATTTGGCTAGGTTGGATATTGT TACAAAATGCCCGGTGCCCT TGET TAAAATGATGGARATCTAG

B
METLLKPFPSPLLFTPTPHRSIFQLNSTFLNPTTONFSRKVHRRNKSSSNKFCSFLDLAPTSKPESLDVDISWVDPNS
GRALFDVIIIGAGPAGLRLAEQVSRYGIKVCCVDPSPLSMWPNNYGVWVDEFEKLGLEDCLDHKWPMTCVHINDNKTK
YLGRPYGRVSRKKLKLKLLNSCVDNGGKEYKAKVWKVEHEEFESSVVCDDGRKIRGSLIVDASGFASPFIEYDKPRNH
GYQIAHGILAQVDNHPFDLDKMVLMDWRDSHLGNEPYLRVNNTKEPTFLYVMPFDRNLV FLEETSLVSRPVLSYREVK
NRMVARLRHLGIKVTSVIEDEKCVIPMGGPLPRIPONVMAIGGNSGIVHPSTGYMVARSMALAPVLAEATIAESLGTTR
MIRGSPLYHKVWNGLWPLERRSVRECYSFGMETLLKLDLKGTRRLEDAFFDLDPKYWQGFLSSRLSVKELAMLSLYLF
GHASNLARLDIVTKCPVPLVEMMEI

c
NeSY-F CACCATGGAAACTCTTCTCAAACCTTTTC
NeSY-R CTAGATTTCCATCATTTTAACCAAG
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FIGURE 5

A
ACACARGCTTGGCTTTATTCGGAGGCARACTATTCGCTCTTGGTGAAT CTGAT TTACCGTATGCAGTARAATTAGCCCCAGATGGT
GATATTATTACCCTCGGCCGTTACGATTTCGACGGARARCTTT TCATGAGCATGACGGCACATCCCARAATTGACCCAGATACTAA
CGAGGCTTTTGCTTTCCGTTACGGTCCANTGCCTCCTTTTTTAACTTACT TTAGAATCGARCCAAATGGTACARAARRCACCAGACG
TGCCAATATTTTCTATGACACGTCCGTCATTTCTTCATGACT TTGCAATTACARATARAT T TGCGATATTCTCGGACATACABATA
GGAATGAACCCACTTGAGTTCATCACCGGTGGTTCACCGGTCAGTTCAGACTCGGGGARAATLC

B
NtCED2 RNAi-F: caccacacaagcttggctttatteg
NtCED2 RNAi-R: gattttcceccgagtctgaact
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FIGURE 6
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FIGURE 7

0.6

0.4

0.2

TN90-4

NeSy1_2

ABA4-2_2

~ @Plug

‘mAerosol |

|

{OTobacco

CED2-1_4



