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107

PRT

Artificial Sequence

adalimumab Tlight chain variable

1

Asp Ile GIn Met Thr Gln Ser Pro Ser S

1

5 1

Asp Arg val Thr ITe Thr Cys Arg Ala S

20 25

Leu Ala Trp Tyr GIn Gln Lys Pro Gly L

35 40

omatography

region

er Leu Ser Ala
0
er Gln Gly Ile

ys Ala Pro Lys
45

Tyr Ala Ala Ser Thr Leu GIn Ser Gly val Pro Ser Arg

50

55

60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr ITe Ser Ser

65

70

75

Glu Asp val Ala Thr Tyr Tyr Cys Gln Arg Tyr Asn Arg

85 9

Thr Phe Gly Gln Gly Thr Lys val Glu I

<210>
<211>
<212>
<213>

<220>
<223>

<400>

100 105

2

121

PRT

Artificial Sequence

adalimumab heavy chain variable

2

Glu val Gln Leu val Glu Ser Gly Gly G
1

0
le Lys

region
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Ser
Arg
30

Leu
Phe
Leu

Ala

val
15

Asn
Leu
Ser
Gln

Pro
95

Gly
Tyr
Ile
Gly
Pro

80
Tyr

1y Leu val Gln Pro Gly Arg
5 10 15



Ser Leu
Ala Met
Ser Ala
50

Glu Gly
65

Leu Gln
Ala Lys

Gln Gly

<210> 3
<211> 9

Arg
His
Ile
Arg
Met
val

Thr
115

<212> PRT
<213> Artificial Sequence

<220>

Leu
20

Trp
Thr
Phe
Asn
Ser

100
Leu

Ser
val
Trp
Thr
Ser
85

Tyr

val

Cys
Arg
Asn
Ile
70

Leu
Leu

Thr
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Ala
Gln
Ser
55

Ser
Arg
Ser

val

Ala
Ala
40

Gly
Arg
Ala
Thr

ser
120

Ser
25

Pro
His
Asp
Glu
Ala

105
ser

Gly
Gly
Ile
Asn
Asp

90
ser

Phe Thr
Lys Gly

Asp Tyr
60

Ala Lys

75

Thr Ala

Ser Leu

Phe Asp
30

Leu Glu

45

Ala Asp

Asn Ser

val Tyr

Asp Tyr
110

<223> adalimumab 1ight chain variable region CDR3

<220>

<221> VARIANT

<222> 9

<223> Xaa = Thr or Ala

<400> 3

Gln Arg Tyr Asn Arg Ala Pro Tyr Xaa
1 5

<210> 4

<211> 12

<212> PRT
<213> Artificial Sequence

<220>

<223> adalimumab heavy chain variable region CDR3

<220>

<221> VARIANT

<222> 12

<223> Xaa =

<400> 4

Tyr or Asn

val Ser Tyr Leu Ser Thr Ala Ser Ser Leu Asp Xaa
1 10

<210> 5
<211> 7

<212> PRT
<213> Artificial Sequence

<220>

5

<223> adalimumab 1ight chain variable region CDR2

<400> 5

Ala Ala Ser Thr Leu Gln Ser
1 5

<210> 6

<211> 17

<212> PRT
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Asp
Trp
ser
Leu
Tyr

95
Trp

val
val
Tyr
80

Cys

Gly
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<213> Artificial Sequence

<220>
<223> adalimumab heavy chain variable region CDR2

<400> 6

Ala Ile Thr Trp Asn Ser Gly His ITe Asp Tyr Ala Asp Ser val Glu
1 5 10

Gly

<210> 7

<211> 11

<212> PRT

<213> Artificial Sequence

<220>
<223> adalimumab 1ight chain variable region CDR1

<400> 7
Arg Ala Ser Gln Gly Ile Arg Asn Tyr Leu Ala
1 5 10

<210> 8

<211> 5

<212> PRT

<213> Artificial Sequence

<220>
<223> adalimumab heavy chain variable region CDR1

<400> 8
Asp Tyr Ala Met His
1 5

<210> 9

<211> 321

<212> DNA

<213> Artificial Sequence

<220>
<223> adalimumab Tight chain variable region

<400> 9

gacatccaga tgacccagtc tccatcctcc ctgtctgcat ctgtagggga
atcacttgtc gggcaagtca gggcatcaga aattacttag cctggtatca
gggaaagccc ctaagctcct gatctatgct gcatccactt tgcaatcagg
cggttcagtg gcagtggatc tgggacagat ttcactctca ccatcagcag
gaagatgttg caacttatta ctgtcaaagg tataaccgtg caccgtatac
gggaccaagg tggaaatcaa a

<210> 10

<211> 363

<212> DNA

<213> Artificial Sequence

<220>
<223> adalimumab heavy chain variable region

<400> 10

gaggtgcagc tggtggagtc tgggggaggc ttggtacagc ccggcaggtc
tcctgtgcgg cctctggatt cacctttgat gattatgcca tgcactgggt
ccagggaagg gcctggaatg ggtctcagct atcacttgga atagtggtca
gcggactctg tggagggccg attcaccatc tccagagaca acgccaagaa
ctgcaaatga acagtctgag agctgaggat acggccgtat attactgtgc

Page 3

15

cagagtcacc
gcaaaaacca
ggtcccatct
cctacagcct
ttttggccag

cctgagactc
ccggcaagct
catagactat
ctccctgtat
gaaagtctcg

60

120
180
240
300
321

60

120
180
240
300
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taccttagca ccgcgtcctc ccttgactat tggggccaag gtaccctggt caccgtctcg 360
agt 363

<210> 11
<211> 214
<212> PRT
<213> Artificial Sequence

<220>
<223> adalimumab Tight chain

<400> 11
Asp Ile GIn Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser val Gly
1 5 10 15
Asp Arg val Thr ITle Thr Cys Arg Ala Ser Gln Gly Ile Arg Asn Tyr
20 25 30
Leu Ala Trp Tyr GIn Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45
Tyr Ala Ala Ser Thr Leu GIn Ser Gly val Pro Ser Arg Phe Ser Gly
50 55 60
Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr ITe Ser Ser Leu Gln Pro
65 70 75 80
Glu Asp val Ala Thr Tyr Tyr Cys Gln Arg Tyr Asn Arg Ala Pro Tyr
85 90 95
Thr Phe Gly Gln Gly Thr Lys val Glu Ile Lys Arg Thr val Ala Ala
100 105 110
Pro Ser val Phe ITe Phe Pro Pro Ser Asp Glu Gln Leu Lys Ser Gly
115 120 125
Thr Ala Ser val val Cys Leu Leu Asn Asn Phe Tyr Pro Arg Glu Ala
130 135 140
Lys val GIn Trp Lys val Asp Asn Ala Leu GIn Ser Gly Asn Ser Gln
145 150 155 160
Glu Ser val Thr Glu GIn Asp Ser Lys Asp Ser Thr Tyr Ser Leu Ser
165 170 175
Ser Thr Leu Thr Leu Ser Lys Ala Asp Tyr Glu Lys His Lys val Tyr
180 185 190
Ala Cys Glu val Thr His GIn Gly Leu Ser Ser Pro val Thr Lys Ser
195 200 205
Phe Asn Arg Gly Glu Cys
210

<210> 12

<211> 451

<212> PRT

<213> Artificial Sequence

<220>
<223> adalimumab heavy chain

<400> 12
Glu val Gln Leu val Glu Ser Gly Gly Gly Leu val Gln Pro Gly Arg
1 5 10 15
Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Asp Asp Tyr
20 25 30
Ala Met His Trp val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp val
35 40 45
Ser Ala Ile Thr Trp Asn Ser Gly His ITe Asp Tyr Ala Asp Ser val
50 55 60
Glu Gly Arg Phe Thr Ile Ser Arg Asp Asn Ala Lys Ash Ser Leu Tyr
65 70 75 80
Leu Gln Met Asnh Ser Leu Arg Ala Glu Asp Thr Ala val Tyr Tyr Cys
85 90 95
Ala Lys val Ser Tyr Leu Ser Thr Ala Ser Ser Leu Asp Tyr Trp Gly
100 105 110
Gln Gly Thr Leu val Thr val Ser Ser Ala Ser Thr Lys Gly Pro Ser
115 120 125
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val
Ala
145
Ser
val
Pro
Lys
Asp
225
Gly
Ile
Glu
His
Arg
305
Lys
Glu
Tyr
Leu
Trp
385
val
Asp
His

Pro

Phe
130
Leu
Trp
Leu
Ser
Pro
210
Lys
Pro
Ser
Asp
Asn
290
val
Glu
Lys
Thr
Thr
370
Glu
Leu
Lys
Glu

Gly
450

Pro
Gly
Asn
Gln
Ser
195
Ser
Thr
Ser
Arg
Pro
275
Ala
val
Tyr
Thr
Leu
355
Cys
Ser
Asp
Ser
Ala

435
Lys

Leu
Cys
Ser
Ser
180
Ser
Asn
His
val
Thr
260
Glu
Lys
Ser
Lys
Ile
340
Pro
Leu
Asn
Ser
Arg

420
Leu

Ala
Leu
Gly
165
Ser
Leu
Thr
Thr
Phe
245
Pro
val
Thr
val
Cys
325
Ser
Pro
val
Gly
Asp
405
Trp

His

Pro
val
150
Ala
Gly
Gly
Lys
Cys
230
Leu
Glu
Lys
Lys
Leu
310
Lys
Lys
Ser
Lys
Gln
390
Gly
Gln

Asn
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Gly Gly Thr

Ser
135
Lys
Leu
Leu
Thr
val
215
Pro
Phe
val
Phe
Pro
295
Thr
val
Ala
Arg
Gly
375
Pro
Ser
Gln

His

Ser
Asp
Thr
Tyr
Gln
200
Asp
Pro
Pro
Thr
Asn
280
Arg
val
Ser
Lys
Asp
360
Phe
Glu
Phe
Gly

Tyr
440

Lys Ser
Tyr Phe

Ser Gly
170

Ser Leu

185

Thr Tyr

Lys Lys
Cys Pro

Pro Lys
250

Cys val

265

Trp Tyr

Glu Glu
Leu His

Asn Lys
330

Gly Gln

345

Glu Leu

Tyr Pro
Asn Asn

Phe Leu
410

Asn val

425

Thr Gln

Thr
Pro
155
val
Ser
Ile
val
Ala
235
Pro
val
val
Gln
Gln
315
Ala
Pro
Thr
Ser
Tyr
395
Tyr
Phe

Lys
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Ser
140
Glu
His
Ser
Cys
Glu
220
Pro
Lys
val
Asp
Tyr
300
Asp
Leu
Arg
Lys
Asp
380
Lys
Ser
Ser

Ser

Pro
Thr
val
Asn
205
Pro
Glu
Asp
Asp
Gly
285
Asn
Trp
Pro
Glu
Asn
365
Ile
Thr
Lys
Cys

Leu
445

val
Phe
val
190
val
Lys
Leu
Thr
val
270
val
Ser
Leu
Ala
Pro
350
Gln
Ala
Thr
Leu
Ser

430
Ser

Thr
Pro
175
Thr
Asn
Ser
Leu
Leu
255
Ser
Glu
Thr
Asn
Pro
335
Gln
val
val
Pro
Thr
415
val

Leu

Ala
val
160
Ala

val

Cys
Gly
240
Met
His
val
Tyr
Gly
320
Ile
val

Ser

Pro
400
val
Met

Ser



