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Acquiring sequence variation data to be analyzed

S1

Obtaining a first variation feature set and a second variation feature set by 

performing feature extraction on the sequence variation data to be analyzed

S2

Inputting the first variation feature set into a trained first phenotype relationship 

prediction model, to obtain a first phenotype relationship prediction result, and 

inputting the second variation feature set into a trained second phenotype 

relationship prediction model, to obtain a second phenotype relationship 

prediction result

S3

Obtaining a third phenotype relationship prediction result by taking a union of 

the first phenotype relationship prediction result and the second phenotype 

relationship prediction result
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Acquiring sequence variation data to be analyzed

S1

Obtaining a first variation feature set and a 

second variation feature set by performing 

feature extraction on the sequence variation data 

to be analyzed

S2

Inputting the first variation feature set into a 

trained first phenotype relationship prediction 

model, to obtain a first phenotype relationship 

prediction result, and inputting the second 

variation feature set into a trained second 

phenotype relationship prediction model, to 

obtain a second phenotype relationship 

prediction result

S3

Obtaining a third phenotype relationship 

prediction result by taking a union of the first 

phenotype relationship prediction result and the 

second phenotype relationship prediction result

S4

Filtering a first variation site in 

the sequence variation data to be 

analyzed, the first variation site 

being located in a simple repeat 

region of a reference sequence, 

having a weak correlation with a 

phenotypic alteration and being a 

non-single base variation
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Acquiring sequence variation data to be analyzed

S1

Obtaining a first variation feature set and a 

second variation feature set by performing 

feature extraction on the sequence variation 

data to be analyzed

S2

Inputting the first variation feature set into a 

trained first phenotype relationship 

prediction model, to obtain a first phenotype 

relationship prediction result, and inputting 

the second variation feature set into a trained 

second phenotype relationship prediction 

model, to obtain a second phenotype 

relationship prediction result

S3

Obtaining a third phenotype relationship 

prediction result by taking a union of the 

first phenotype relationship prediction result 

and the second phenotype relationship 

prediction result

S4

Acquiring an amino acid 

level annotation result of 

the sequence variation data 

to be analyzed
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Judging, based on the 

amino acid level annotation 

result, whether a complex 

variation exists in the 

sequence variation data to 
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Acquiring sequence variation data to be analyzed

S1

Obtaining a first variation feature set and a second 

variation feature set by performing feature 

extraction on the sequence variation data to be 

analyzed

S2

Inputting the first variation feature set into a trained 

first phenotype relationship prediction model, to 

obtain a first phenotype relationship prediction 

result, and inputting the second variation feature set 

into a trained second phenotype relationship 

prediction model, to obtain a second phenotype 

relationship prediction result

S3

Obtaining a third phenotype relationship prediction 

result by taking a union of the first phenotype 

relationship prediction result and the second 

phenotype relationship prediction result

S4

Obtaining a third variation 

feature set by performing feature 

extraction on the sequence 

variation data to be analyzed

S8

Inputting the third variation 

feature set into a trained 

variation type prediction model, 

to obtain a prediction probability 

of each variation type to which 

each variation site in the 

sequence variation data to be 

analyzed belongs
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Determining a variation type 

prediction result of the 

corresponding variation site 

based on the prediction 

probability
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