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Figure 1
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Figure 3

1F11-VH

caggtgcagctggtggagtctgggggaggcgtggtécagcctgggaggtccgtgagactctcctgtgtggcctctgg
attcacettecagttectatgetatgcactgggteccgecaggcteccgggecaaggggetggaatgggtgtcacttatat
cctttgatggagacaataaatactatgcagactccgtgaggggeccgattcacaatctccagagacagttcccagaag
acgctctttectgcaaatgaacagectgagagttgaggacacggctatatattactgtgegagagaggagttagtegg
attgatgeccteoctactacaattatggtttggacgtectggggccaagggaccacggtcaccgtctectea

QVQLVESGGGVVQPGRSVRLSCVASGFTFSSYAMHWVRQAPGKGLEWVSLISFDGDNKY YADSVRGRETISRDSSQK
TLFLOMNSLRVEDTAIYYCAREELVGIMPPYYNYGLDVWGQGTTVTVSS

1F11-VL

cagtctgtgttgacgcagecgecctcagtgtectgeggecccaggacagaaggtcaccatetectgetetggaagceag
ctecaacattggaaataattttgtatcctggtaccagecaactececggaacagececceccaaactectcatttatgaca
atgataggcgaccctcagggattcctgaccgattctctggctccaagtctgacacgtcagecacectggteatcace
ggactccagactggggacgaggccgattactactgegaaacatgggatggeagectgaatectgetgtggtattegy
cggagggaccaggctgaccgtcecta

QSVLTQPPSVSAAPGQKVTISCSGSSSNIGNNEVSWYQQLPGTAPKLLIYDNDRRPSGIPDRFSGSKSDTSATLVIT
GLOTGDEADYYCETWDGSLNPAVVFGGGTRLTVL

2F4-VH

caggtgcagctggtggagtctgggggaggegtggtecagectgggaggtecctgagactectectgtgeagegtcetgy
attcagttteaatacatatgggatgcactgggtccgccaggetccaggcaaggggetggagtgggtggeagttatat
gggatgatggaagtaaaatgtaccatgcggactcegtgaagggecgattcaccatctccagagacaattecaaaaac
acactgtatctccaaatgaacagtctgagagccgaggatacggctgtgtattactgtgegagagacgagggtgeaat
aatgcetgcacgecatgactgactacggtttggacgtetggggeccaagggaccacagtcacegtet

QVQLVESGGGVVQPGRSLRLSCAASGFSFNTYGMHWVRQAPGKGLEWVAVIWDDGSKMY HADSVKGRFT I SRDNSKN
TLYLOMNSLRAEDTAVYYCARDEGAIMLHAMIDYGLDVWGQGTTVTV

2F4-VL

tcctatgagetgactcagecacectcagtgtecegtgtecccaggacagacagecaccatcacctgetetggagataa
tttgggggatgagtttgettgetggtatcagcagaageccaggecagtctectgtgetggtecatctateaggatteea
agcggccctcagggatccectgagegattctetggetcecagetetgggaacacagecactetgaccatcegegggace
caggctatggatgaggctgactactactgtecaggegtgggacageagocactgeccattatgtetteggaactgggac

caaggtcaccgtccta

SYELTQPPSVSVSPGQTATITCSGDNLGDEFACWYQQKPGQSPVLVIYQODSKRPSGIPERFSGSSSGNTATLTIRGT
QAMDEADYYCQAWDSSTAHYVEGTGTKVTVL
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Figure 5

5802 - VH

caggtgcagctggtgcagtctggggctgaggtgaggaagectgggtecteggtgaaggtetectgea
aggcttctggaggcaccttcagecagetatgttatccactgggtgcgacaggeccctggacaaggget
tgagtggatgggggggatcatcectatetttaatacagecaaactacgcacagaaggtccagggeaga
gtcacgattaccgcggacgaatccacgagcacagcctacatggagetgagcagectgagatcetgaag
acactgccatatattactgtgegagggattttectatcaggtecctatggaaatgeceggeggetacta
cggtttggacgtetggggccaagggaccacggtcaccgtctectcea

QVQLVQSGAEVRKPGSSVKVSCKASGGTFSSYVIHWVRQAPGQGLEWMGGIIPIFNTANYAQKVQGR
VTITADESTSTAYMELSSLRSEDTAIYYCARDFLSGPMEMPGGYYGLDVWGQGTTVTVSS

5A2 - VK

gacatcgtgatgacccagtctccagactccctggetgtgtectctgggcgagagggeccaccatcaact
gcaagtccagccagagtgttttatacagttccaacaataagaactacttagcttggtaccagcagaa
accaggacagcctcctaagectgctcatttactgggeatetacccgggaatcececggggtecctgaccega
ttcagtggcagecgggtctgggacagatttcactctcaccatcagcagecctgecaggctgaagatgtgg
cagtttattactgtcagcaatattatagtactcctatcaccttcggccaagggacacgactggagat

taaa

DIVMTQSPDSLAVSLGERATINCKSSQSVLYSSNNKNYLAWYQQKPGQPPKLLIYWASTRESGVPDR
FSGSGSGTDFTLTISSLOAEDVAVYYCQOYYSTPITFGQGTRLEIK





