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<210> 1
<211> 137
<212> DNA

<213> Helicobacter 16S rRNA gene V3 region

<400> 1

tagggaatat tgctcaatgg gggaaaccct gaagcagcaa cgccgcgtgg aggatgaagg
60

ttttcggatt gtaaactcct tttctaagag aagattatga cggtatctta ggaataagca
120

ccggctaact ccgtgcc

137
<210> 2
<211> 116

<212> DNA
<213> Helicobacter 16S rRNA gene V3 region

<400> 2
ggggaaaccc tgaagcagca acgccgcgtg gaggatgaag gtttcggatt gtaaactcct
60

ttctaagaga agattatgac ggtatcttag gaataagcac cggctaactc cgtgcc
116

<210> 3
<211> 163
<212> DNA

<213> Lawsonia 16S rRNA gene V3 region

<400> 3
tggggaatat tgcgcaatgg gcgaaagcct gacgcagcga cgccgcgtga gggatgaagg
60

tcctcggatc gtaaacctct gtcagggggg aagaagcgcc tgtgagcaaa tagttcatgg
120

gtttgacggt acccccaaag gaagcaccgg ctaactccgt gcc
163



<210> 4

<211> 157

<212> DNA

<213> Bacteroides 16S rRNA gene
<400> 4

tgaggaatat tggtcaatgg gcgcaggcct
60

ccctatgggt tgtaaacttc ttttatatgg
120

atgtgccata tgaataagga tcggctaact
157

<210> 5

<211> 157

<212> DNA

<213> Bacteroides 16S rRNA gene

<400> 5
tgaggaatat tggtcaatgg acgagagtct
60

ccctatgggt tgtaaacttc ttttatatgg
120

atgtaccata cgaataagga tcggctaact
157

<210> 6

<211> 157

<212> DNA

<213> Bacteroides 16S rRNA gene

<400> 6
tgaggaatat tggtcaatgg gcgcaggcct
60

ccctatgggt tgtaaacttc ttttatatgg
120

atgtaccata tgaataagga tcggctaact
157

<210> 7

<211> 159

<212> DNA

<213> Bacteroides 16S rRNA gene

<400> 7
tgaggaatat tggtcaatgg gcgcaggcct
60

V3 region

gaaccagcca agtagcgtga aggatgactg

gaataaagtt ttccacgtgt ggaattttgt

ccgtgcece

V3 region

gaaccagcca agtagcgtga aggatgactg

gaataaagtg agccacgtgt ggctttttgt

ccgtgcece

V3 region

gaaccagcca agtagcgtga aggatgactg

gaataaagtt ttccacgtgt ggaattttgt

ccgtgcec

V3 region

gaaccagcca agtagcgtga aggatgactg



ccctatgggt tgtaaacttc ttttatatgg gaataaagtt ttcctacgtg tggaattttg
120

ttatgtacca tatgaataag gatcggctaa ctccgtgcc

159
<210> 8
<211> 158

<212> DNA
<213> Prevotella 16S rRNA gene V3 region

<400> 8
tgaggaatat tggtcaatgg gcgcgagcct gaaccagcca agtagcgtgc aggacgacgg
60

ccctatgggt tgtaaactgt cttttatacg gggataaagt atgccacgtg tggtttattg
120

caggtaccgt atgaataagg accggctaat tccgtgcec

158

<210> 9
<211> 157
<212> DNA

<213> Prevotella 16S rRNA gene V3 region

<400> 9

tgaggaatat tggtcaatgg gcgcgagcct gaaccagcca agtagcgtgc aggacgacgg
60

ccctatgggt tgtaaactgc ttttatacgg ggataaagta tgccacgtgt ggtttattgce
120

aggtaccgta tgaataagga ccggctaatt ccgtgcce

157
<210> 10
<211> 161

<212> DNA
<213> Barnesiella 16S rRNA gene V3 region

<400> 10
tgaggaatat tggtcaatgg gcggaagcct gaaccagcca agtcgcgtga gggaagacgg
60

ccctacgggt tgtaaacctc ttttgccggg gaggcaatgce ccacgctcgc gagctgggaa
120

ggagagtacc cggagaaaaa gacatcggct aactccgtgce c

161
<210> 11
<211> 160

<212> DNA



<213> Barnesiella 16S rRNA gene

<400> 11
tgaggaatat tggtcaatgg gcggaagcct
60

ccctacgggt tgtaaacctc ttttgccggg
120

gagagtaccc ggagaaaaag acatcggcta
160

<210> 12

<211> 160

<212> DNA

<213> Barnesiella 16S rRNA gene
<400> 12

tgaggaatat tggtcaatgg gcggaagcct
60

ccctacgggt tgtaaacctc ttttgccggg
120

gagagtaccc ggagaaaaag catcggctaa
160

V3 region

gaaccagcca agtcgcgtga gggaagacgg

gagcaatgcc cacgctcgcg agctgggaag

actccgtgcece

V3 region

gaaccagcca agtcgcgtga gggaagacgg

gagcaaatgc ccagctcgcg agctgggaag

actccgtgcece

<210> 13

<211> 158

<212> DNA

<213> Butyricimonas 16S rRNA gene V3 region
<400> 13

tgaggaatat tggtcaatgg gcgagagcct
60

ccctacgggt tgtaaacctc ttttgtcagg
120

gagtacctga agaaaaagac atcggctaac
158

<210> 14
<211> 158
<212> DNA
<213>
<400> 14

tgaggaatat tggtcaatgg ccggaaggct
60

ccctacgggt cgtaaacctc ttttgccggg
120

gaaccagcca agtcgcgtga gggaagacgg

gagcaagaac aggcacgtgt gcctgactga

tccgtgcece

Porphyromonadaceae 16S rRNA gene V3 region

gaaccagcca agtcgcgtga gggactaagg

gagcaatggg gcccttgcga gggcccaggg



agagtacccg gagaaaaagc atcggctaac
158

<210> 15

<211> 158

<212> DNA

<213> Barnesiella 16S rRNA gene
<400> 15

tgaggaatat tggtcaatgg ccgggaggct
60

ccctacgggt tgtaaacctc ttttgtcggg
120

gagtacccga agaaaaagac atcggctaac
158

<210> 16

<211> 157

<212> DNA

<213> Barnesiella 16S rRNA gene
<400> 16

tgaggaatat tggtcaatgg ccgggaggct
60

ccctacgggt tgtaaacctc ttttgtcggg
120

gagtacccga agaaaaagca tcggctaact
157

<210> 17

<211> 155

<212> DNA

<213>

<400> 17

tgaggaatat tggtcaatgg ccgggaggct
60

ccctacgggt tgtaaacctc tttgtcgggg
120

agtacccgaa gaaagacatc ggctaactcc
155

<210> 18
<211> 157
<212> DNA
<213>

<400> 18

tccgtgcece

V3 region

gaaccagcca agtcgcgtga gggatgacgg

gagcaaagga cttcacgagt ggagtttcga

tccgtgcece

V3 region

gaaccagcca agtcgcgtga gggatgacgg

gagcaaagga cttcacgagt ggagtttcga

ccgtgcece

Porphyromonadaceae 16S rRNA gene V3 region

gaaccagcca agtcgcgtga gggatgacgg

agcaaaggac ttcacgagtg gagtttcgag

gtgcc

Butyricimonas 16S rRNA gene V3 region



tgaggaatat tggtcaatgg gcgagagcct
60

ccctacgggt tgtaaacctc ttttgtcagg
120

gagtacctga agaaaaagca tcggctaact
157

<210> 19

<211> 157

<212> DNA

<213> Barnesiella 16S rRNA gene
<400> 19

tgaggaatat tggtcaatgg ccgagaggct
60

ccctacgggt tgtaaacctc ttttgtcggg
120

gagtacccga agaaaaagca tcggctaact
157

<210> 20
<211> 158
<212> DNA
<213>
<400> 20

tgaggaatat tggtcaatgg gcggaagcct
60

tcctatggat tgtaaacctc ttttgccggg
120

agagtacccg gagaaaaagc atcggctaac
158

<210> 21

<211> 158

<212> DNA

<213> Barnesiella 16S rRNA gene
<400> 21

tgaggaatat tggtcaatgg ccggaaggct
60

ccctacgggt cgtaaacctc ttttgtcagg
120

agagtacctg aagaaaaagc atcggctaac
158

gaaccagcca agtcgcgtga gggaagacgg

gagcaagaac aggcacgtgt gcctgactga

ccgtgcec

V3 region

gaaccagcca agtcgcgtga gggatgacgg

gagcaaagga cttcacgtgt gaagtttcga

ccgtgcece

Porphyromonadaceae 16S rRNA gene V3 region

gaaccagcca agtcgcgtga gggaagacgg

gagcaatgcc gctcttgcga gagcggaggg

tccgtgcece

V3 region

gaaccagcca agtcgcgtga gggaataagg

gagcaaagct ggctacgcgt agccagaagg

tccgtgcece



<210> 22
<211> 156
<212> DNA
<213>
<400> 22

tgaggaatat tggtcaatgg gcggaagcct
60

ccctacgggt tgtaaacctc tttgccggga
120

agtacccgga gaaaagacat cggctaactc
156

<210> 23

<211> 157

<212> DNA

<213> Barnesiella 16S rRNA gene
<400> 23

tgaggaatat tggtcaatgg gcggaagcct
60

ccctacgggt tgtaaacctc tttgccgggg
120

gagtacccgg agaaaagaca tcggctaact
157

<210> 24
<211> 158
<212> DNA
<213>
<400> 24

tgaggaatat tggtcaatgg gcggaagcct
60

ccctacgggt cgtaaacctc ttttgccggg
120

agagtacccg gagaaaaagc atcggctaac
158

<210> 25
<211> 159
<212> DNA
<213>
<400> 25

tgaggaatat tggtcaatgg gcggaagcct
60

Porphyromonadaceae 16S rRNA gene V3 region

gaaccagcca agtcgcgtga gggaagacgg

gcaatgccca gctcgcgagc tgggaaggag

cgtgcc

V3 region

gaaccagcca agtcgcgtga gggaagacgg

agcaatgccc agctcgcgag ctgggaagga

ccgtgcece

Porphyromonadaceae 16S rRNA gene V3 region

gaaccagcca agtcgcgtga gggactaagg

gagcaagccg tcccacgtgt gggccggtgg

tccgtgcece

Porphyromonadaceae 16S rRNA gene V3 region

gaaccagcca agtcgcgtga gggactaagg



ccctacgggt cgtaaacctc ttttgccggg
120

agagtacccg gagaaaaaga catcggctaa
159

<210> 26

<211> 158

<212> DNA

<213> Barnesiella 16S rRNA gene
<400> 26

tgaggaatat tggtcaatgg gcggaagcct
60

ccctacgggt tgtaaacctc ttttgccggg
120

agagtacccg gagaaaaagc atcggctaac
158

<210> 27

<211> 161

<212> DNA

<213> Barnesiella 16S rRNA gene
<400> 27

tgaggaatat tggtcaatgg gcggaagcct
60

ccctacgggt tgtaaacctc tttttgccgg
120

ggagagtacc cggagaaaaa agcatcggct
161

gagcaagccg tcccacgtgt gggccggtgg

ctccgtgcece

V3 region

gaaccagcca agtcgcgtga gggaagacgg

gagcaatgcc cagctcgcga gctgggaagg

tccgtgcece

V3 region

gaaccagcca agtcgcgtga gggaagacgg

gggagcaatg cccagctcgc gagctgggaa

aactccgtgce ¢

gaaccagcca agtcgcgtga aggatgaagg

gaataaagtg aggaacgtgt tcctttttgt

<210> 28

<211> 157

<212> DNA

<213> Parabacteroides 16S rRNA gene V3 region
<400> 28

tgaggaatat tggtcaatgg gcgagagcct

60

atctatggtt tgtaaacttc ttttatatgg

120

atgtaccata tgaataagca tcggctaact ccgtgcc
157

<210> 29

<211> 157

<212> DNA



<213> Bacteroides 16S rRNA gene V3 region
<400> 29

tgaggaatat tggtcaatgg acgagagtct gaaccagcca agtagcgtga aggatgactg
60

ccctatgggt tgtaaacttc ttttatacgg gaataaagtg aggcacgtgt gcctttttgt
120

atgtaccgta tgaataagga tcggctaact ccgtgcc

157

<210> 30
<211> 158
<212> DNA

<213> Alistipes 16S rRNA gene V3 region

<400> 30

tgaggaatat tggtcaatgg acgcaagtct gaaccagcca tgccgcgtgc aggaagacgg
60

ctctatgagt tgtaaactgt cttttgtact agggtaaacg ctcttacgtg taggagcctg
120

aaagtatagt acgaataagg atcggctaac tccgtgcc

158
<210> 31
<211> 157

<212> DNA
<213> Alistipes 16S rRNA gene V3 region

<400> 31
tgaggaatat tggtcaatgg acgcaagtct gaaccagcca tgccgcgtgc aggaagacgg
60

ctctatgagt tgtaaactgc ttttgtacta gggtaaacgc ttctacgtgt aggagcctga
120

aagtatagta cgaataagga tcggctaact ccgtgcc

157

<210> 32
<211> 137
<212> DNA

<213> Coriobacteriaceae 16S rRNA gene V3 region

<400> 32
tggggaattt tgcgcaatgg ggggaaccct gacgcagcaa cgccgcgtgc gggatgacgg
60

ccctcgggtt gtaaaccgct ttcagcaggg aagaccacga cggtacctgc agaagaagct
120



ccggctaact acgtgcc

137

<210> 33
<211> 157
<212> DNA

<213> Flavobacteriaceae 16S rRNA gene V3 region

<400> 33

tgaggaatat tgggcaatgg gcggaagcct gacccagcca tgccgcgtgc aggaagacag
60

ccctatgggt cgtaaactgce ttttttagag gaagaataaa gtctacgtgt agaccgatga
120

cggtacttta agaaaaagca tcggctaact ccgtgcecc

157
<210> 34
<211> 138

<212> DNA
<213> Blautia 16S rRNA gene V3 region

<400> 34
gtagggaata ttgcacaatg ggggaaaccc tgatgcagcg acgccgcgtg aaggaagaag
60

tatctcggta tgtaaacttc tatcagcagg gaagacaatg acggtacctg actaagaagc
120

cccggctaac tacgtgcc

138

<210> 35
<211> 137
<212> DNA

<213> Hespellia 16S rRNA gene V3 region

<400> 35

tggggaatat tgcacaatgg gggaaaccct gatgcagcga cgccgcgtga aggaagaagt
60

atttcggtat gtaaacttct atcagcaggg aagaaagtga cagtacctga ctaagaagcc
120

ccggctaact acgtgcc

137

<210> 36
<211> 140
<212> DNA

<213> Blautia 1635 rRNA gene V3 region

<400> 36



tggggaatat tgcacaatgg gggaaacccg tacgatgcag cgacgccgcg tgaaggaaga
60

agtatctcgg tatgtaaact tctatcagca gggaagataa tgacggtacc tgactaagaa
120

gccccggcta actacgtgcec

140

<210> 37
<211> 142
<212> DNA

<213> Clostridiales 16S rRNA gene V3 region

<400> 37

tggggaatat tgcacaatgg gggaaacccg tacgatgcag cgacgccgcg tgaaggaaga
60

agtatctcgg tatgtaaact tactatcagc agggaagata atgacggtac ctgactaaga
120

agccccggcece taactacgtg cc

142
<210> 38
<211> 114

<212> DNA
<213> Blautia 1635 rRNA gene V3 region

<400> 38
aaaccctgat gcagcgacgc cgcgtgaagg aagaagtatc tcggtatgta aacttctatc
60

agcagggaag acaatgacgg tacctgacta agaacgcccg gctaactacg tgcc
114

<210> 39

<211> 137

<212> DNA

<213> Blautia 16S rRNA gene V3 region

<400> 39
tggggaatat tgcacaatgg gggaaaccct gatgcagcga cgccgcgtga aggaagaagt
60

atctcggtat gtaaacttct atcagcaggg aagataatga cggtacctga ctaagaagcc
120

ccggctaatt acgtgcc

137
<210> 40
<211> 137

<212> DNA



<213> Blautia 16S rRNA gene V3 region

<400> 40

tggggaatat tgcacaatgg gggaaaccct gatgcagcga cgccgcgtga aggaagaagt
60

atctcggtat gtaaacttct atcagcaggg aagataatga cggtacctga ctaagaagcc
120

ccggctaact acgtgcc

137

<210> 41
<211> 138
<212> DNA

<213> Clostridiales 16S rRNA gene V3 region

<400> 41

tggggaatat tgcacaatgg gggaaaccct gatgcagcaa cgccgcgtgg gtgaaggagc
60

gtttcggcgce gtaaagccct gtcagcgggg aagaaaaaag acggtacccg accaagaagc
120

cccggctaac tacgtgcc

138
<210> 42
<211> 137

<212> DNA
<213> Lachnospiraceae 16S rRNA gene V3 region

<400> 42

tggggaatat tgcacaatgg gcgcaagcct gatgcagcga cgccgcgtga gtgaagaagt
60

atttcggtat gtaaagctct atcagcaggg aagaaaatga cggtacctga ctaagaagcc
120

ccggctaact acgtgcc

137

<210> 43
<211> 137
<212> DNA

<213> Lachnospiraceae 16S rRNA gene V3 region

<400> 43
tggggaatat tgcacaatgg gggaaaccct gatgcagcga cgccgcgtga aagatgaagt
60

atttcggtat gtaaacttct atcagcaggg aagaaaatga cggtacctga ctaagaagcc
120



ccggctaact acgtgcc

137

<210> 44
<211> 137
<212> DNA

<213> Lachnospiraceae 16S rRNA gene V3 region

<400> 44

tggggaatat tgcacaatgg aggaaactct gatgcagcga cgccgcgtga gtgaagaagt
60

atttcggtat gtaaagctct atcagcaggg aagacagtga cggtacctga ctaagaagct
120

ccggctaaat acgtgcc

137
<210> 45
<211> 138

<212> DNA
<213> Lachnospiraceae 16S rRNA gene V3 region

<400> 45
tggggaatat tgcacaatgg ggggaaccct gatgcagcga cgccgcgtga gtgacgaagt
60

atctcggtat gtaaagctct gtcagcaggg aagaagaatg acggtacctg aagaagaagc
120

accggctaaa tacgtgcc

138

<210> 46
<211> 137
<212> DNA

<213> Lachnospiraceae 16S rRNA gene V3 region

<400> 46

tggggaatat tgcacaatgg gcgaaagcct gatgcagcga cgccgcgtga gtgaagaagt
60

atttcggtat gtaaagctct atcagcaggg aagaaaatga cggtacctga ctaagaagcc
120

ccggctaact acgtgcc

137

<210> 47
<211> 140
<212> DNA

<213> Clostridiales 16S rRNA gene V3 region

<400> 47



tggggaatat tgcacaatgg gcgaaagcct gatgcagcaa cgccgcgtga aggaagacgg

60

ttttcggatt gtaaacttct atcaataggg aagaaagaaa tgacggtacc taaataagaa

120

gccccggcta actacgtgcec

140

<210>
<211>
<212>
<213>

<400>

48

140

DNA

Clostridiales 16S rRNA gene V3 region

48

tggggaatat tgcacaatgg gggaaaccct gatgcagcaa cgccgcgtga aggaagacgg

60

ttttcggatt gtaaacttct atcaataggg aagaaagaaa tgacggtacc taaataagaa

120

gccccggcta actacgtgec

140

<210>
<211>
<212>
<213>

<400>

49

137

DNA

Clostridiales 16S rRNA gene V3 region

49

tggggaatat tgcacaatgg gggaaaccct gatgcagcga cgccgcgtgg aggaagaagg

60

tcttcggatt gtaaactcct gtcccagggg acgataatga cggtaccctg ggaggaagca

120

ccggctaact acgtgcc

137

<210>
<211>
<212>
<213>

<400>

50

138

DNA

clostridiales 16S rRNA gene V3 region

50

tggggaatat tgcacaatgg gcgcaagcct gatgcagcaa cgccgcgtga aggaagacgg

60

ttttcggatt gtaaacttct gttcttagtg aagaagaatg acggtagcta aggagcaagc

120

cacggctaac tacgtgcc

138



<210>
<211>
<212>
<213>

<400>

51

138

DNA

Clostridiales 16S rRNA gene V3 region

51

tggggaatat tgcacaatgg gcgcaagcct gatgcagcaa cgccgcgtga aggaagacgg

60

ttttcggatt gtaaacttct gttcttagtg aagaataatg acggtaacta aggagcaagc

120

cacggctaac tacgtgcc

138

<210>
<211>
<212>
<213>

<400>

52

137

DNA

Sedimentibacter 16S rRNA gene V3 region

52

tggggaatat tgcacaatgg gggaaaccct gatgcagcga cgccgagtga gggaagaagg

60

ttttcggatt gtaaacctct gtccttggtg aagataatga cggtagccaa ggaggaagct

120

acggctaact acgtgcc

137

<210>
<211>
<212>
<213>

<400>

53

140

DNA

Clostridiales 16S rRNA gene V3 region

53

tgggggatat tgcacaatgg gggaaaccct gatgcagcga cgccgcgtga gggaagacgg

60

ccttcgggtt gtaaacctct gtcgcagggg acgaaggaag tgacggtacc ctgtgaggaa

120

gccacggcta actacgtgcc

140

<210>
<211>
<212>
<213>

<400>

54

136

DNA

Ruminococcaceae 16S rRNA gene V3 region

54

gaatattgcg caatgggggc aaccctgacg cagcaacgcc gcgtgaagga tgaaggtttt

60



cggattgtaa acttctttta tcaaggacga aggacgtgac ggtacttgat gaataagcca
120

cggctaacta cgtgcc

136
<210> 55
<211> 141

<212> DNA
<213> Ruminococcaceae 16S rRNA gene V3 region

<400> 55
tggggaatat tgggcaatgg gggaaaccct gacccagcaa cgccgcgtga aggaagaagg
60

ctttcgggtt gtaaacttct tttaccaggg gacgaaggac gtgacggtac ctggagaaaa
120

agcaacggct aactacgtgc c

141

<210> 56
<211> 141
<212> DNA

<213> Ruminococcaceae 16S rRNA gene V3 region

<400> 56

tggggaatat tgggcaatgg gggaaaccct gacccagcaa cgccgcgtga aggaagaagg
60

ctttcgggtt gtaaacttct ttacctaggg acgaaggacg tgacggtacc tggagaaaaa
120

gacaacggct aactacgtgc c

141
<210> 57
<211> 140

<212> DNA
<213> Ruminococcaceae 16S rRNA gene V3 region

<400> 57
tggggaatat tgggcaatgg gggaaaccct gacccagcaa cgccgcgtga aggaagaagg
60

ttttcgggtt gtaaacttct tttaccaggg acgaaggacg tgacggtacc tggagaaaaa
120

gcaacggcta actacgtgcc

140
<210> 58
<211> 114

<212> DNA



<213> Clostridiales 16S rRNA gene V3 region

<400> 58
gacccagcaa cgccgcgtga aggaagaagg tcgtttcggg ttagtaaact tcttttaccg
60

agggacgaag gacgtgacgg tacctggaga aaaagcaacg gctaactacg tgcc
114

<210> 59
<211> 140
<212> DNA

<213> Ruminococcaceae 16S rRNA gene V3 region
<400> 59

tggggaatat tgggcaatgg gggaaaccct gacccagcaa cgccgcgtga aggaagaagg
60

ctttcgggtt gtaaacttct tttaccaggg acgaaggacg tgacggtacc tggagaaaaa
120

gcaacggcta actacgtgcc

140
<210> 60
<211> 142

<212> DNA
<213> Ruminococcaceae 16S rRNA gene V3 region

<400> 60
tggggaatat tgggcaatgg gggaaaccct gacccagcaa cgccgcgtga aggaagaagg
60

ctttcgggtt gtaaacttct tttacctagg gacgaaggac gtgacggtac ctggagaaaa
120

agacaacggc taactacgtg cc

142

<210> 61
<211> 140
<212> DNA

<213> Ruminococcaceae 16S rRNA gene V3 region

<400> 61

tggggaatat tgggcaatgg gggaaaccct gacccagcaa cgccgcgtga aggaagaagg
60

ctttcgggtt gtaaacttct tttaccaggg acgaaggacg tgacggtacc tggagaaaag
120

acaacggcta actacgtgcc
140



<210> 62

<211> 141

<212> DNA

<213> Oscillibacter 16S rRNA gene V3 region

<400> 62
tggggaatat tgggcaatgg gcgcaagcct gacccagcaa cgccgcgtga aggaagaagg
60

ctttcgggtt gtaaacttct tttctggggg acgaagaaag tgacggtacc ccacggaata
120

agccacggct aactacgtgce c

141

<210> 63
<211> 140
<212> DNA

<213> Ruminococcaceae 16S rRNA gene V3 region

<400> 63

tggggaatat tgggcaatgg gcgcaagcct gacccagcaa cgccgcgtga aggaagaagg
60

ctttcgggtt gtaaacttct tttctggggg gcgaagaaag tgacggtacc ccaggaataa
120

gccacggcta actacgtgcecc

140

<210> 64
<211> 140
<212> DNA

<213> Oscillibacter 16S rRNA gene V3 region

<400> 64

tggggaatat tgggcaatgg gcgcaagcct gacccagcaa cgccgcgtga aggaagaagg
60

ctttcgggtt gtaaacttct tttctggggg acgaagaaag tgacggtacc ccaggaataa
120

gccacggcta actacgtgcc

140
<210> 65
<211> 139

<212> DNA
<213> Ruminococcaceae 16S rRNA gene V3 region

<400> 65
tggggaatat tgggcaatgg gcgcaagcct gacccagcaa cgccgcgtga aggaagaagg
60



ctttcgggtt
120

ccacggctaa
139

<210> 66
<211> 139

<212> DNA

gtaaacttct tttctcgggg acgaacaaat gacggtaccc gaggaataag

ctacgtgcc

<213> Butyricicoccus 16S rRNA gene V3 region

<400> 66
tggggaatat
60
tcttcggatt
120
ctccggctaa
139

<210> 67
<211> 139
<212> DNA

tgcgcaatgg gggcaaccct gacgcagcaa cgccgcgtga ttgaagaagg

gtaaaaatct tttatcaagg acgaagaagt gacggtactt gatgaataag

ctacgtgcc

<213> unknown bacterium 16S rRNA gene V3 region

<400> 67
tggggaatat
60
ttttcggatc
120
ccccggctaa
139

<210> 638
<211> 139

<212> DNA

tgggcaatgg ggggaaccct gacccagcaa cgccgcgtga gggaagaagg

gtaaacctct gtccttggtg aagaggagaa gacggtagcc aaggaggaag

ctacgtgcc

<213> unknown bacterium 16S rRNA gene V3 region

<400> 68
tggggaatat
60
ttttcggatc
120
ccccggctaa
139

<210> 69
<211> 137

<212> DNA

tgggcaatgg gggaaaccct gacccagcaa cgccgcgtga gggaagaagg

gtaaacctct gtccttggtg aagagaagaa gacggtagcc aaggaggaag

ctacgtgcc



<213> Dorea 16S rRNA gene V3 region

<400> 69

tggggaatat tgcacaatgg gcgaaagcct gatgcagcaa cgccgcgtga aggatgaagt
60

atttcggtat gtaaacttct atcagcaggg aagataacga cggtacctga ctaagaagcc
120

ccggctaact acgtgcc

137

<210> 70
<211> 140
<212> DNA

<213> Clostridiales 16S rRNA gene V3 region

<400> 70

tggggaatat tgcacaatgg gcgcaagcct gatgcagcaa cgccgcgtga acgaagaagg
60

tcttcggatt gtaaagttct gtccttaggg aagaagaaag tgacggtacc taaggaggaa
120

gccccggcta actacgtgcec

140
<210> 71
<211> 109

<212> DNA
<213> Lachnospiraceae 16S rRNA gene V3 region

<400> 71
tggggaatat tgcacaatgg gcgaaagcct gatgcagcga cgccgcgtga gtgaagaagt
60

atttcggtat gtaaagctct atcagcaggg aagaaaatga cggtacctg
109

<210> 72
<211> 137
<212> DNA

<213> Clostridiales 16S rRNA gene V3 region

<400> 72
tggggaatat tgcacaatgg gggaaaccct gatgcagcga cgccgcgtga aggaagaagt
60

atttcggtat gtaaacttct atcagcaggg aagaaaatga cggtacctga ctaagaagcc
120

ccggctaatt acgtgcc
137



<210> 73

<211> 163

<212> DNA

<213> Allobaculum 16S rRNA gene
<400> 73

tagggaattt ttcgtcaatg ggcgcaagcc
60

gtcttcggat cgtaaaactc tgttgcgggg
120

ttttgatggt accccgccag aaagtcacgg
163

<210> 74

<211> 163

<212> DNA

<213> Allobaculum 16S rRNA gene
<400> 74

tagggaattt ttcgtcaatg ggcgcaagcc
60

gtcttcggat cgtaaaactc tgttgcgggg
120

ttttgatggt accccgccag aaagtcacgg
163

<210> 75

<211> 164

<212> DNA

<213> Allobaculum 16S rRNA gene
<400> 75

tagggaattt tcgtcaatgg gcgcaagcct
60

tcttcggatc gtaaaaactc tgttgcgggg
120

cttttgatgg taccccgcca gaaagtcacg
164

<210> 76

<211> 164

<212> DNA

<213> Allobaculum 16S rRNA gene
<400> 76

tagggaattt tcgtcaatgg gcgcaagcct
60

V3 region

tgaacgagca atgccgcgtg ggcgaagaag

gaaaaaggaa gggaagagga aatgcttttc

ctaactacgt gcc

V3 region

tgaacgagca atgccgcgtg agcgaagaag

gaaaaaggaa ggaaagagga aatgcttttc

ctaactacgt gcc

V3 region

gaacgagcaa tgccgcgtgg gcgaagaagg

gaaaaaagga agggaagagg aaatgctttt

gctaactacg tgcc

V3 region

gaacgagcaa tgccgcgtgg gcgaagaagg



tcttcggatc gtaaaactct gtttgcgggg
120

cttttgatgg taccccgcca gaaagtcacg
164

<210> 77

<211> 162

<212> DNA

<213> Allobaculum 16S rRNA gene
<400> 77

tagggaattt tcgtcaatgg gcgcaagcct
60

tcttcggatc gtaaaactct gttgcggggg
120

tttgatggta ccccgccaga aagtcacggce
162

<210> 78

<211> 161

<212> DNA

<213> Allobaculum 16S rRNA gene
<400> 78

tagggaattt tcgtcaatgg gcgcaagcct
60

tcttcggatc gtaaaactct gttgcgggga
120

tgtatggtac cccgccagaa agtcacggcet
161

<210> 79

<211> 162

<212> DNA

<213> Allobaculum 16S rRNA gene
<400> 79

tagggaattt tcgtcaatgg gcgcaagcct
60

tcttcggatc gtaaaactct gttgcggggg
120

ttgtatggta ccccgccaga aagtcacggce
162

<210> 80

<211> 161

<212> DNA

ggaaaaagga agggaagagg aaatgctttt

gctaactacg tgcc

V3 region

gaacgagcaa tgccgcgtgg gcgaagaagg

aaaaaggaag ggaagaggaa atgcttttct

taactacgtg cc

V3 region

gaacgagcaa tgccgcgtga gcgaagaagg

aaaggaaggg aagaggaaat gcttttcttt

aactacgtgc c

V3 region

gaacgagcaa tgccgcgtgg gcgaagaagg

aaaaggaagg gaagaggaaa tgcttttctt

taactacgtg cc



<213> Allobaculum 16S rRNA gene

<400> 80
tagggaattt tcgtcaatgg gcgcaagcct
60

tcttcggatc gtaaaactct gttgcggggg
120

ttgatggtac cccgccagaa agtcacggcet
161

<210> 81

<211> 159

<212> DNA

<213> Allobaculum 16S rRNA gene
<400> 81

ggtaattttc gtcaatgggc gcaagcctga
60

ttcggatacg taaactctgt tgcgggggaa
120

gatggtaccc cgccagaaag tcacggctaa
159

<210> 82

<211> 163

<212> DNA

<213> Allobaculum 16S rRNA gene
<400> 82

tagggaattt tcgtcaatgg gcgcaagcct
60

tcttcggatc gtaaaactct gttgcggggg
120

tttgatggta ccccgcccag aaagtcacgg
163

<210> 83

<211> 163

<212> DNA

<213> Allobaculum 16S rRNA gene
<400> 83

tagggaattt tcgtcaatgg gcgcaagcct
60

tcttcggatc gtaaaactct gttgcggggg
120

V3 region

gaacgagcaa tgccgcgtgg gcgaagaagg

aaaaggaagg gaagaggaaa tgcttttctt

aactacgtgc c

V3 region

acgagcaatg ccgcgtgggc gaagaaggtc

aaaggaaggg aagaggaaat gctttctttt

ctacgtgcc

V3 region

gaacgagcaa tgccgcgtga gcgaagaagg

aaaaaggaag ggaagaggaa atgcttttct

ctaactacgt gcc

V3 region

gaacgagcaa tgccgcgtga gcgaagaagg

aaaaaaggaa gggaagagga aatgcttttc



ttttgatggt accccgccag aaagtcacgg
163

<210> 84

<211> 162

<212> DNA

<213> Allobaculum 16S rRNA gene
<400> 84

tagggaattt tcgtcaatgg gcgcaagcct
60

tcttcggatc gtaaaactct gttgcggggg
120

tttgatggta ccccgccaga aagtcacggce
162

<210> 85

<211> 163

<212> DNA

<213> Allobaculum 16S rRNA gene
<400> 85

tagggaattt ttcgtcaatg ggcgcaagcc
60

gtcttcggat cgtaaagttc tgttgagagg
120

aagtgatatt acctttcgag gaagtcacgg
163

<210> 86

<211> 162

<212> DNA

<213> Allobaculum 16S rRNA gene
<400> 86

tagggaattt tcgtcaatgg gcgcaagcct
60

tcttcggatc gtaaagttct gttgagaggg
120

agtgatatta cctttcgagg aagtcacggc
162

<210> 87

<211> 160

<212> DNA

<213> Allobaculum 16S rRNA gene

<400> 87

ctaactacgt gcc

V3 region

gaacgagcaa tgccgcgtga gcgaagaagg

aaaaaggaag ggaagaggaa atgcttttct

taactacgtg cc

V3 region

tgaacgagca atgccgcgtg aacgaggaag

gaaaaagggt caccagagga aatgctggtg

ctaactacgt gcc

V3 region

gaacgagcaa tgccgcgtga acgaggaagg

aaaaagggtc accagaggaa atgctggtga

taactacgtg cc

V3 region



ggtaattttc gtcaatgggc gcaagcctga
60

ttcggatcgt aaagttctgt tgagagggaa
120

tgatattacc tttcgaggaa gtcacggcta
160

<210> 88

<211> 163

<212> DNA

<213> Allobaculum 16S rRNA gene
<400> 88

tagggaattt tcgtcaatgg gcgcaagcct
60

tcttcggatc gtaaagttct gttgagaggg
120

aagtgatatt acctttcgag gaagtcacgg
163

<210> 89

<211> 161

<212> DNA

<213> Allobaculum 16S rRNA gene
<400> 89

tagggaattt tcgtcaatgg gcgcaagcct
60

tcttcggatc gtaaagttct gttgagaggg
120

gtgatattac ctttcgagga agtcacggct
161

<210> 90

<211> 163

<212> DNA

<213> Allobaculum 16S rRNA gene
<400> 90

tagggaattt tcgtcaagtg ggcgcaagcc
60

gtcttcggat acgtaaagtt ctgttgagag
120

aagtgatatt acctttcgag gaagtcacgg
163

acgagcaatg ccgcgtgaac gaggaaggtc

aaagggtcac cagaggaaat gctggtgaag

actacgtgcc

V3 region

gaacgagcaa tgccgcgtga acgaggaagg

aaaaaagggt caccagagga aatgctggtg

ctaactacgt gcc

V3 region

gaacgagcaa tgccgcgtga acgaggaagg

aaaagggtca ccagaggaaa tgctggtgaa

aactacgtgc c

V3 region

tgaacgagca atgccgcgtg aacgaggaag

gaaaaagggt caccagagga aatgctggtg

ctaactacgt gcc



<210>
<211>
<212>
<213>

<400>

91

161

DNA

Allobaculum 16S rRNA gene

91

tagggaattt tcgtcaatgg gcgcaagcct

60

tcttcggatc gtaaaactct gttgcggggg

120

ttgatggtac cccgccagaa agtcacggcet

lel

<210>
<211>
<212>
<213>

<400>

92
le2
DNA

V3 region

gaacgagcaa tgccgcgtga gcgaagaagg

aaaaggaagg gaagaggaaa tgcttttctt

aactacgtgc c

Holdemania 16S rRNA gene V3 region

92

tagggaattt tcggcaatgg gcgaaagcct

60

ccttcgggtt gtaaagctct gttgtgaagg

120

agtgacggta ctttaccaga aagccacggc

162

<210>
<211>
<212>
<213>

<400>

93

163

DNA
Phascolarctobacterium 163

93

tggggaatct tccgcaatgg acgaaagtct

60

atttcggtct gtaaagctct gttgtttatg

120

caatgacggt agtaaacgag gaagccacgg

163

<210>
<211>
<212>
<213>

<400>

94
137
DNA

gaccgagcaa cgccgcgtga gtgaagaagg

aagaacggct catagaggga atgctatggg

taactacgtg cc

rRNA gene V3 region

gacggagcaa cgccgcgtga gtgatgaagg

acgaacgtgc agtgtgtgaa caatgcattg

ctaactacgt gcc

Alphaaproteobacteria 16S rRNA gene V3 region

94

tgaggaatat tgggcaatgg gggcaaccct gacccagcca tgccgcgtga gtgaagaagg

60



ttttcggatt gtaaagctct ttcggatgtg acgatgatga cggtagcatc taaagaagcc

120

ccggcaaact tcgtgcc

137

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

95

117

DNA

Helicobacter 16S rRNA gene V3 region

misc_feature
2..2
nis a, ¢, g, or t

95

gngggaaacc ctgaagcagc aacgccgcgt ggaggatgaa ggtttcggat tgtaaactcc

60

tttgttagag aagataatga cggtatctaa cgaataagca ccggctaact ccgtgcc

117

<210>
<211>
<212>
<213>

<400>

96

137

DNA

Helicobacter 16S rRNA gene V3 region

96

tagggaatat tgctcaatgg gggaaaccct gaagcagcaa cgccgcgtgg aggatgaagg

60

ttttcggatt gtaaactcct tttgttagag aagataatga cggtatctaa cgaataagca

120

ccggctaact ccgtgcc

137

<210>
<211>
<212>
<213>

<400>

97

157

DNA

Prevotella 16S rRNA gene V3 region

97

tgaggaatat tggtcaatgg gcggaagcct gaaccagcca agtagcgtgc aggaagacgg

60

ccctacgggt tgtaaactgce ttttatgcgg ggataaagtg caatacgtgt attgctttgce

120

aggtaccgca tgaataagga ccggctaatt ccgtgcc

157



<210> 098

<211> 157

<212> DNA

<213> Prevotella 16S

<400> 98
tgaggaatat tggtcaatgg
60

ccctacgggt tgtaaactgce
120

atgtaccgca cgaataagga
157

<210> 99
<211> 157
<212> DNA

<213> Prevotella 1685

<400> 99
tgaggaatat tggtcaatgg
60

ccctatgggt tgtaaactgce
120

aggtaccgta tgaataagga
157

<210> 100
<211> 159
<212> DNA

<213> Prevotellaceae

<400> 100
tgaggaatat tggtcaatgg
60

ccctcecgggt cgtaaaccgce
120

gcatgtaccg tcagaaaaag
159

<210> 101
<211> 157
<212> DNA

rRNA gene V3 region

gcggaagcct gaaccagcca agtagcgtgc aggatgacgg

ttttttgcgg gaataaagcg gctcacgtgt gagcctttgce

ccggctaatt ccgtgcecc

rRNA gene V3 region

gcgagagcct gaaccagcca agtagcgtgc aggatgacgg

ttttatacgg ggataaagtt ggggacgtgt ccccatttgt

ccggctaatt ccgtgcec

16S rRNA gene V3 region

tcgtgagact gaaccagcca agtagcgtgc gggatgaagg

ttttagacgg ggataaaagg gcatacgtgt atgccgtatt

gaccggctaa ttccgtgcece

<213> Bacteroidales 16S rRNA gene V3 region

<400> 101
tgaggaatat tggtcaatgg
60

gcgagagcct gaaccagcca agtagcgtga aggaagactg



ccctatgggt tgtaaacttc ttttataagg gaataaagag cgccacgtgt ggtgtgttgt
120

atgtacctta tgaataagca tcggctaatt ccgtgcc

157
<210> 102
<211> 157

<212> DNA
<213> Bacteroidales 16S rRNA gene V3 region

<400> 102
tgaggaatat tggtcaatgg gcgtgagcct gaaccagcca agccgcgtga gggaagaagg
60

cgccaggcgt cgtaaacctc ttttgccggg gaacaaaggg cgccacgtgt ggcgttgtga
120

gtgtacccgg agaaaaagca tcggctaact ccgtgcece

157

<210> 103
<211> 157
<212> DNA

<213> Bacteroidales 16S rRNA gene V3 region

<400> 103

tgaggaatat tggtcaatgg gcgtgagcct gaaccagcca agccgcgtga gggaggaagg
60

cgccaggcgt cgtaaacctc ttttgccggg gaacaaaggg cgccacgtgt ggcgttgtga
120

gtgtacccgg agaaaaagca tcggctaact ccgtgcece

157
<210> 104
<211> 156

<212> DNA
<213> Bacteroidales 16S rRNA gene V3 region

<400> 104
tgaggaatat tggtcaatgg gcgtgagcct gaaccagcca agccgcgtga gggaggaagg
60

cgccaggcgt cgtaaacctc ttttgccggg gaacaaaggg cgccacgtgt ggcgttgtga
120

gtgtacccgg agaaaagcat cggctaactc cgtgcc

156
<210> 105
<211> 158

<212> DNA



<213> Bacteroidales 16S rRNA gene V3 region

<400> 105

tgaggaatat tggtcaatgg gcgtgagcct gaaccagcca agccgcgtga gggaggaagg
60

cgccaggcgt cgtaaacctc ttttgccggg gaacaaaggg cgccacgtgt ggcgttgtga
120

gtgtacccgg agaaaaaagc atcggctaac tccgtgcec

158

<210> 106
<211> 157
<212> DNA

<213> Butyricimonas 16S rRNA gene V3 region

<400> 106

tgaggaatat tggtcaatgg gcgggagcct gaaccagcca agccgcgtga gggaataagg
60

cgccaagcgt cgtaaacctc ttttgtcagg gaacaaaagc gggcacgcgt gcccgtccga
120

gtgtacctga agaaaaagca tcggctaact ccgtgcc

157
<210> 107
<211> 158

<212> DNA
<213> Porphyromonadaceae 16S rRNA gene V3 region

<400> 107
tgaggaatat tggtcaatgg gcgagagcct gaaccagcca agccgcgtga aggaagaagg
60

tgctaagcat tgtaaacttc ttttgtcagg gaacaaagag cgcgacgagt cgcgccgtga
120

gtgtacctga agaaaaagac atcggctaac tccgtgcecc

158

<210> 108
<211> 157
<212> DNA

<213> Porphyromonadaceae 16S rRNA gene V3 region

<400> 108
tgaggaatat tggtcaatgg gcgagagcct gaaccagcca agccgcgtga aggaagaagg
60

tgctaagcat tgtaaacttc ttttgtcagg gaacaaagag cgcgacgagt cgcgccgtga
120



gtgtacctga agaaaaagca tcggctaact ccgtgcc

157

<210> 109
<211> 156
<212> DNA

<213> Porphyromonadaceae 16S rRNA gene V3 region

<400> 109

tgaggaatat tggtcaatgg gcgagagcct gaaccagcca agccgcgtga aggaagaagg
60

tgctaagcat tgtaaacttc ttttgtcagg gaacaaagag cgcgacgagt cgcgccgtga
120

gtgtacctga agaaaagcat cggctaactc cgtgcc

156
<210> 110
<211> 157

<212> DNA
<213> Porphyromonadaceae 16S rRNA gene V3 region

<400> 110
tgaggaatat tggtcaatgg tcggaagact gaaccagcca agccgcgtga aggaagaagg
60

tgctcggcat cgtaaacttc ttttgtcagg gaacaaaggg cggtacgtgt accgctgtga
120

gtgtacctga agaaaaagca tcggctaact ccgtgcc

157

<210> 111
<211> 158
<212> DNA

<213> Porphyromonadaceae 16S rRNA gene V3 region

<400> 111

tgaggaatat tggtcaatgg tcggaagact gaaccagcca agccgcgtga aggaagaagg
60

tgctcggcat cgtaaacttc ttttgtcagg gaacaaaggg cggtacgtgt accgctgtga
120

gtgtacctga agaaaaaagc atcggctaac tccgtgcecc

158

<210> 112
<211> 157
<212> DNA

<213> Porphyromonadaceae 16S rRNA gene V3 region

<400> 112



tgaggaatat
60

tggtcaatgg gcgtgagcct

tgcagggcat
120

cgtaaacttc ttttgccggg

gtgtacccgg agaaaaagca tcggctaact
157

<210> 113
<211> 157
<212> DNA
<213>

<400> 113

tgaggaatat tggtcaatgg gcgtgagcct
60

tgcagggcat cgtaaacttc ttttgccggg
120

gtgtacccgg agaaaagaca tcggctaact
157

<210> 114
<211> 157
<212> DNA
<213>

<400> 114

tgaggaatat tggtcaatgg tcgggagact
60

tacagagtat cgtaaacctc ttttgtcagg
120

gggtacctga agaaaaagca tcggctaact
157

<210> 115
<211> 157
<212> DNA
<213> Barnesiella 16S rRNA gene
<400> 115

tgaggaatat tggtcaatgg gagagatcct
60

cactacgtgt tgtaaacctc ttttgccggg
120

gtgtacccgg agaaaaagca tcggctaact
157

gaaccagcca agccgcgtga aggaagaagg

gaacaataag cgggactagt cccgcgacga

ccgtgcec

Porphyromonadaceae 16S rRNA gene V3 region

gaaccagcca agccgcgtga aggaagaagg

gaacaataag cgggactagt cccgcgacga

ccgtgcece

Porphyromonadaceae 16S rRNA gene V3 region

gaaccagcca agccgcgtga gggatggagg

gaacaaaggg cgccacgtgt ggcgctatga

ccgtgcec

V3 region

gaaccagcca agccgcgtga gggaagacgg

gaacaaaagc ggggacgcgt ccccgtccgce

ccgtgcece



<210> 116
<211> 157
<212> DNA
<213> Barnesiella 16S rRNA gene
<400> 116

tgaggaatat tggtcaatgg gcgggagcct
60

ccctacgggt tgtaaacctc ttttgtcggg
120

gagtacccga agaaaaagca tcggctaact
157

<210> 117
<211> 158
<212> DNA
<213> Barnesiella 16S rRNA gene
<400> 117

tgaggaatat tggtcaatgg gcgggagcct
60

ccctacgggt tgtaaacctc ttttgtcggg
120

gagtacccga agaaaaagac atcggctaac
158

<210> 118
<211> 157
<212> DNA
<213>

<400> 118

tgaggaatat tggtcaatgg gcgggagcct
60

ccctacgggt tgtaaacttc ttttgttgca
120

gtgtatgcaa agaaaaagca tcggctaact
157

V3 region

gaaccagcca agtcgcgtga gggaagacgg

gagcaaagag cgccacgcgt ggcgagatga

ccgtgcece

V3 region

gaaccagcca agtcgcgtga gggaagacgg

gagcaaagag cgccacgcgt ggcgagatga

tccgtgcece

Porphyromonadaceae 16S rRNA gene V3 region

gaaccagcca agccgcgtga aggaagacgg

ggacaacacc ccggacgcgt ccgggcatga

ccgtgcec

<210> 119
<211> 157
<212> DNA
<213> Bacteroidales 16S rRNA gene V3 region
<400> 119

tgaggaatat tggtcaatgg gcgggagcct
60

gaaccagcca agccgcgtga gggaataagg



ccctacgggt cgtaaacctc ttttgtcggg gaacaaaacc ggagacgagt ctccggctge
120

gtgtacccga agaaaaagca tcggctaact ccgtgcec

157
<210> 120
<211> 158

<212> DNA
<213> Bacteroidales 16S rRNA gene V3 region

<400> 120
tgaggaatat tggtcaatgg gcgggagcct gaaccagcca agccgcgtga gggaagaagg
60

cgctcagcgt cgtaaacctc tttagccggg gaacaaagag ctgctcggga agcagcgttg
120

agcgtacccg gagaataagc atcggctaac tccgtgcec

158

<210> 121
<211> 158
<212> DNA

<213> Porphyromonadaceae 16S rRNA gene V3 region

<400> 121

tgaggaatat tggtcaatgg gcggaagcct gaaccagcca agtcgcgtga gggacgacgg
60

tcctacggat tgtaaacctc ttttgccggg gagcaatgcg cggtacgcgt accgcgacgg
120

agagtacccg gagaaaaagc atcggctaac tccgtgcec

158
<210> 122
<211> 157

<212> DNA
<213> Porphyromonadaceae 16S rRNA gene V3 region

<400> 122
tgaggaatat tggtcaatgg gcgagagcct gaaccagcca agtcgcgtga gggaagacgg
60

ccctacgggt tgtaaacctc ttttgtcggg gagcaaagag cgccacgcgt ggcgagatga
120

gagtacccga agaaaagaca tcggctaact ccgtgcec

157
<210> 123
<211> 157

<212> DNA



<213> Barnesiella 16S rRNA gene V3 region

<400> 123

tgaggaatat tggtcaatgg gcgcgagcct gaaccagcca agtcgcgtga gggaagacgg
60

ccctacgggt tgtaaacctc ttttgtcggg gagcaaggac tgccacgagt ggcagggcga
120

gagtacccga agaaaaagca tcggctaact ccgtgcece

157

<210> 124
<211> 157
<212> DNA

<213> Porphyromonadaceae 16S rRNA gene V3 region

<400> 124

tgaggaatat tggtcaatgg gcgggagcct gaaccagcca agtcgcgtga gggaagacgg
60

tcttacggat tgtaaacctc ttttgccggg gagcaaaggg cgccacgcgt ggcgtttcga
120

gagtacccgg agaaaaagca tcggctaact ccgtgcec

157
<210> 125
<211> 157

<212> DNA
<213> Porphyromonadaceae 16S rRNA gene V3 region

<400> 125
tgaggaatat tggtcaatgg ccgagaggct gaaccagcca agtcgcgtga gggaagacgg
60

tcctatggat tgtaaacctc ttttgtcggg gagcaaaagg cgtcacgtgt gacgctatga
120

gagtacccga agaaaaagca tcggctaact ccgtgcce

157

<210> 126
<211> 157
<212> DNA

<213> Bacteroidales 16S rRNA gene V3 region

<400> 126
tgaggaatat tggtcaatgg ccggaaggct gaaccagcca agccgcgtga gggaggaagg
60

cgcagagcgt cgcagacctc ttttgccggg ggacaaaagg ccggactcgt ccggtcctga
120



gggtacccgg agaaaaagca tcggctaact ccgtgcece

157

<210> 127
<211> 158
<212> DNA

<213> Barnesiella 16S rRNA gene V3 region

<400> 127

tgaggaatat tggtcaatgg gcgcgagcct gaaccagcca agtcgcgtga gggatgacgg
60

ccctacgggt tgtaaacctc ttttgtcggg gagcaaattc cgttacgtgt aacggagtcg
120

agagtacccg aagaaaaagc atcggctaac tccgtgcec

158
<210> 128
<211> 158

<212> DNA
<213> Porphyromonadaceae 16S rRNA gene V3 region

<400> 128
tgaggaatat tggtcaatgg gcggaagcct gaaccagcca agtcgcgtga gggaagacgg
60

tcctatggat tgtaaacctc ttttgcaggg gagcaaggca cggtacgtgt accgtgaagg
120

agagtaccct gagaaaaagc atcggctaac tccgtgcecc

158

<210> 129
<211> 158
<212> DNA

<213> Porphyromonadaceae 16S rRNA gene V3 region

<400> 129

tgaggaatat tggtcaatgg gcggaagcct gaaccagcca agtcgcgtga gggaagacgg
60

tcctatggat tgtaaacctc ttttgtcggg gagcaaagcc gctcacgtgt gagcggaagg
120

agagtacccg aagaaaaagc atcggctaac tccgtgcec

158

<210> 130
<211> 158
<212> DNA

<213> Porphyromonadaceae 16S rRNA gene V3 region

<400> 130



tgaggaatat
60

tggtcaatgg gcggaagcct

tcctatggat
120

tgtaaacctc ttttgtcggg

agagtacccg aagaaaaagc atcggctaac
158

<210> 131
<211> 157
<212> DNA
<213> Barnesiella 16S rRNA gene
<400> 131

tgaggaatat tggtcaatgg ccgaagggct
60

ccctacgggt tgtaaacctc ttttgccggg
120

gagtacccgg agaaaaagca tcggctaact
157

<210> 132
<211> 158
<212> DNA
<213>

<400> 132

tgaggaatat tggtcaatgg gcgagagcct
60

tcctatggat tgtaaacctc ttttgtcagg
120

agagtacctg aagaaaaagc atcggctaac
158

<210> 133
<211> 158
<212> DNA
<213> Barnesiella 16S rRNA gene
<400> 133

tgaggaatat tggtcaatgg ccgagaggct
60

ccctacgggt tgtaaacctc ttttgtcggg
120

agagtacccg aagaaaaagc atcggctaac
158

gaaccagcca agtcgcgtga gggaggacgg

gagcaaagcc gctcacgtgt gagcggaagg

tccgtgcece

V3 region

gaaccagcca agtcgcgtga gggaagacgg

gagcaaaggc ggtcactggt gaccggatga

ccgtgcece

Porphyromonadaceae 16S rRNA gene V3 region

gaaccagcca agtcgcgtga gggaagacgg

gagcaaggag ggccacgagt ggcgcttcgg

tccgtgcece

V3 region

gaaccagcca agtcgcgtga gggaagacgg

gagcaaacag cgcaacgcgc ttgcgcattg

tccgtgcece



<210> 134
<211> 157
<212> DNA
<213> Barnesiella 16S rRNA gene
<400> 134

tgaggaatat tggtcaatgg gcgagagcct
60

ccctacgggt tgtaaacctc ttttgtcggg
120

gagtacccga agaaaaagca tcggctaact
157

<210> 135
<211> 157
<212> DNA
<213>

<400> 135

tgaggaatat tggtcaatgg gcgagagcct
60

ccctatgggt tgtaaacctc ttttgccggg
120

gagtacccgg agaaaaagca tcggctaact
157

<210> 136
<211> 158
<212> DNA
<213>

<400> 136

tgaggaatat tggtcaatgg gcggaagcct
60

ccctaagggt cgtaaacctc ttttgccggg
120

agagtacccg gagaaaaagc atcggctaac
158

<210> 137
<211> 157
<212> DNA
<213> Barnesiella 16S rRNA gene
<400> 137

tgaggaatat tggtcaatgg ccgtaaggct
60

V3 region

gaaccagcca agtcgcgtga gggaagacgg

gagcaaagag cgccacgcgt ggcgagatga

ccgtgcece

Porphyromonadaceae 16S rRNA gene V3 region

gaaccagcca agtcgcgtga gggaagacgg

gagcaaagaa ccgcacgtgt gcggtctgga

ccgtgcece

Porphyromonadaceae 16S rRNA gene V3 region

gaaccagcca agtcgcgtga gggaataagg

gagcaatggt tcgcttgcga gcggacaggg

tccgtgcece

V3 region

gaaccagcca agtcgcgtga gggaagacgg



ccctacgggt tgtaaacctc ttttgccggg
120

gagtacccgg agaaaaagca tcggctaact
157

<210> 138
<211> 158
<212> DNA
<213> Barnesiella 16S rRNA gene
<400> 138

tgaggaatat tggtcaatgg gcgtaagcct
60

ccctatgggt tgtaaacctc ttttgtcggg
120

agagtacccg aagaaaaagc atcggctaac
158

<210> 139
<211> 158
<212> DNA
<213> Barnesiella 16S rRNA gene
<400> 139

tgaggaatat tggtcaatgg gcgtaagcct
60

ccctatgggt tgtaaacctc ttttgtcggg
120

agagtacccg aagaaaaagc atcggctaac
158

<210> 140
<211> 159
<212> DNA
<213>

<400> 140

tgaggaatat tggtcaatgg gcgtaagcct
60

ccctatgggt tgtaaacctc ttttgtcggg
120

agagtacccg aagaaaaaga catcggctaa
159

<210> 141
<211> 158
<212> DNA

gagcaaaagg cgccacgcgt ggcgtttcga

ccgtgcec

V3 region

gaaccagcca agtcgcgtga gggaagacgg

gagcaaagcc gcccacgtgt gggcggaagg

tccgtgcece

V3 region

gaaccagcca agtcgcgtga gggaagacgg

gagcaaagcc gcccacgagt gggcggaagg

tccgtgcece

Porphyromonadaceae 16S rRNA gene V3 region

gaaccagcca agtcgcgtga gggaagacgg

gagcaaagcc gcccacgagt gggcggaagg

ctccgtgcece



<213> Porphyromonadaceae 16S rRNA gene V3 region

<400> 141

tgaggaatat tggtcaatgg gcgtaagcct gaaccagcca agtcgcgtga gggaagacgg
60

ccctatgggt tgtaaacctc ttttgtcggg gagcaaagcc gcccacgagt gggcggaagg
120

agagtacccg aagaaaagac atcggctaac tccgtgcec

158

<210> 142
<211> 158
<212> DNA

<213> Porphyromonadaceae 16S rRNA gene V3 region

<400> 142

tgaggaatat tggtcaatgg gcggtagcct gaaccagcca agtcgcgtga gggaagacgg
60

tcctatggat tgtaaacctc ttttgccggg gagcaaggcc atgtacgtgt acgtggcecctg
120

agagtacccg gagaaaaagc atcggctaac tccgtgcecc

158
<210> 143
<211> 158

<212> DNA
<213> porphyromonadaceae 16S rRNA gene V3 region

<400> 143
tgaggaatat tggtcaatgg gcgcgagcct gaaccagcca agtcgcgtga gggaagacgg
60

tcctaaggat tgtaaacctc ttttgtcagg gagcaaggag cgccacgtgt ggcgcggcga
120

gagtacctga agaaaaagac atcggctaac tccgtgcecc

158

<210> 144
<211> 157
<212> DNA

<213> Porphyromonadaceae 16S rRNA gene V3 region

<400> 144
tgaggaatat tggtcaatgg gcgcgagcct gaaccagcca agtcgcgtga gggaagacgg
60

tcctaaggat tgtaaacctc ttttgtcagg gagcaaggag cgccacgtgt ggcgcggcga
120



gagtacctga agaaaaagca tcggctaact ccgtgcc

157

<210> 145
<211> 157
<212> DNA

<213> Porphyromonadaceae 16S rRNA gene V3 region

<400> 145

tgaggaatat tggtcaatgg gcgagagcct gaaccagcca agtcgcgtga gggaagacag
60

tcctatggat tgtaaacctc ttttgccggg gagcaaagag cggcacgtgt gccgcgccga
120

gagtacccgg agaaaaagca tcggctaact ccgtgcece

157
<210> 146
<211> 157

<212> DNA
<213> Butyricimonas 16S rRNA gene V3 region

<400> 146
tgaggaatat tggtcaatgg gcgagagcct gaaccagcca agtcgcgtga gggaagacgg
60

tcctatggat tgtaaacctc ttttgccggg gagcaaagag cggcacgtgt gccgcgccga
120

gagtacccgg agaaaaagca tcggctaact ccgtgcec

157

<210> 147
<211> 157
<212> DNA

<213> Porphyromonadaceae 16S rRNA gene V3 region

<400> 147

tgaggaatat tggtcaatgg gcgagagcct gaaccagcca agtcgcgtga gggaagacgg
60

tcctatggat tgtaaacctc ttttgtcggg gagcaacgaa ggcacgtgtg ccagaagcga
120

gattacccga agaaaaagca tcggctaact ccgtgcce

157

<210> 148
<211> 158
<212> DNA

<213> Porphyromonadaceae 16S rRNA gene V3 region

<400> 148



tgaggaatat tggtcaatgg gcgagagcct gaaccagcca agtcgcgtga gggaagacgg
60

tcctatggat tgtaaacctc ttttgtcggg gagcaacgaa ggcacgtgtg ccagaagcga
120

gattacccga agaaaaagac atcggctaac tccgtgcecc

158

<210> 149
<211> 157
<212> DNA

<213> Porphyromonadaceae 16S rRNA gene V3 region

<400> 149

tgaggaatat tggtcaatgg gcgagagcct gaaccagcca agtcgcgtga gggaagacgg
60

tcctatggat tgtaaacctc ttttgtcggg gagcaacgaa ggcacgtgtg cctgaagcga
120

gattacccga agaaaaagca tcggctaact ccgtgcce

157
<210> 150
<211> 158

<212> DNA
<213> Porphyromonadaceae 16S rRNA gene V3 region

<400> 150
tgaggaatat tggtcaatgg gcgggagcct gaaccagcca agtcgcgtga gggaagacgg
60

tcctatggat tgtaaacctc ttttgtcggg gagcaaagag gccacgtgtg gtcaaaagcg
120

agagtacccg aagaaaaagc atcggctaac tccgtgcec

158

<210> 151
<211> 159
<212> DNA

<213> Porphyromonadaceae 16S rRNA gene V3 region

<400> 151
tgaggaatat tggtcaatgg gcgggagcct gaaccagcca agtcgcgtga gggaagacgg
60

tcctatggat tgtaaacctc ttttgtcggg gagcaaagag gccacgtgtg gtcaaaagcg
120

agagtacccg aagaaaaaga catcggctaa ctccgtgcec
159



<210> 152
<211> 157
<212> DNA
<213> Porphyromonadaceae 16S rRNA gene V3 region

<400> 152
tgaggaatat tggtcaatgg gcggaagcct gaaccagcca agtcgcgtga gggaagacgg
60

tcctatggat tgtaaacctc ttttgtcggg gagcaaggat ccgcacgagt gcggaggcga
120

gagtacccga agaaaaagca tcggctaact ccgtgcec

157

<210> 153
<211> 158
<212> DNA

<213> Porphyromonadaceae 16S rRNA gene V3 region

<400> 153

tgaggaatat tggtcaatgg gcggaagcct gaaccagcca agtcgcgtga gggaagacgg
60

tcctatggat tgtaaacctc ttttgtcggg gagcaaggat ccgcacgagt gcggaggcga
120

gagtacccga agaaaaagac atcggctaac tccgtgcec

158

<210> 154
<211> 157
<212> DNA

<213> Butyricimonas 16S rRNA gene V3 region

<400> 154

tgaggaatat tggtcaatgg gcgagagcct gaaccagcca agtcgcgtga gggaagaatg
60

gtctatggcc tgtaaacctc ttttgtcagg gaagaataag gatgacgagt cattcgatgc
120

cagtacttga cgaataagca tcggctaact ccgtgcc

157
<210> 155
<211> 157

<212> DNA
<213> Alistipes 16S rRNA gene V3 region

<400> 155
tgaggaatat tggtcaatgg acgcaagtct gaaccagcca tgccgcgtgc aggaagacgg
60



ctctatgagt tgtaaactgc ttttgtacga gggtaaaccc ggatacgtgt atccggctga
120

aagtatcgta cgaataagga tcggctaact ccgtgcc

157
<210> 156
<211> 162

<212> DNA
<213> unknown bacterium 16S rRNA gene V3 region

<400> 156

ctaaggatat tccgcaacgg gcggaagccc ggcggagcga cgccgcgtgg acgaggaagg
60

ccggaaggtt gcagagtcct tttgcggggg aagaaggagc cgcggaggga atgccgcggce
120

ggcgaccgaa ccccgcgaat aaggggcggc taattacgtg cc

le62

<210> 157
<211> 155
<212> DNA

<213> Bifidobacterium 16S rRNA gene V3 region

<400> 157

tggggaatat tgcacaatgg gcgcaagcct gatgcagcga cgccgcgtgcec gggatggagg
60

ccttcgggtt gtaaaccgct tttgttcaag ggcaaggcac ggcttcgggc cgtgttgagt
120

ggattgttcg aataagcacc ggctaactac gtgcc

155
<210> 158
<211> 137

<212> DNA
<213> Lachnospiraceae 16S rRNA gene V3 region

<400> 158
tggggaatat tgcacaatgg ggggaaccct gatgcagcga cgccgcgtgg gtgaagaagt
60

atttcggtat gtaaagccct atcagcaggg aagaaaaaga cggtacctga ctaagaagcc
120

ccggctaact acgtgcc

137
<210> 159
<211> 137

<212> DNA



<213> Hespellia 16S rRNA gene V3 region

<400> 159

tggggaatat tgcacaatgg gggaaaccct gatgcagcga cgccgcgtga aggaagaagt
60

atttcggtat gtaaacttct atcagcaggg aagaaaatga cggtatctga ctaagaagcc
120

ccggctaact acgtgcc

137

<210> 160
<211> 137
<212> DNA

<213> Marvinbryantia 16S rRNA gene V3 region

<400> 160

tgggggatat tgcacaatgg gggaaaccct gatgcagcga cgccgcgtgg gtgaagaagt
60

atttcggtat gtaaagccct atcagcaggg aagaaaatga cagtacctga ataagaagcc
120

ccggctaact acgtgcc

137
<210> 161
<211> 138

<212> DNA
<213> Lachnospiraceae 16S rRNA gene V3 region

<400> 161
tgggggatat tgcacaatgg ggggaaccct gatgcagcga cgccgcgtgg gtgaagaagt
60

atttcggtat gtaaagccct atcagcaggg aagaaagaag acggtacctg agtaagaagc
120

cccggctaac tacgtgcece

138

<210> 162
<211> 139
<212> DNA

<213> Lachnospiraceae 16S rRNA gene V3 region

<400> 162
tggggagtat tgcacaatgg gggaaacccg tgatgcagcg acgccgcgtg agtgaagaag
60

tatttcggta tgtaaagctc tatcagcagg gaagaaaata gacggtacct gactaagaag
120



ccccggctaa ctacgtgcec

139

<210>
<211>
<212>
<213>

<400>

163
140
DNA
Lachnospiraceae 16S rRNA gene V3 region

163

tgggggatat tggacaatgg ggggaaccct gatccagcga cgccgcgtga gtgaagaagt

60

atttcggtat gtaaagctct atcagcaggg aagaaagaaa tgacggtacc tgaccaagaa

120

gccccggcta actacgtgcec

140

<210>
<211>
<212>
<213>

<400>

164
142
DNA
Lachnospiraceae 16S rRNA gene V3 region

le4

tggggaatat tgcacaatgg gggaaaccct gatgcagcga cgccgcgtga gtgaagaagt

60

aattcgttac gtaaagctct atcagcaggg aagaaaaaga aatgacggta cctgattaag

120

aagccccggce taactacgtg cc

142

<210>
<211>
<212>
<213>

<400>

165
138
DNA
Lachnospiraceae 16S rRNA gene V3 region

165

tggggaatat tgcacaatgg ggggaaccct gatgcagcaa tgccgcgtga gtgaagaagt

60

atttcggtat gtaaagctct atcagcaggg aagaaaaaag acggtacctg actaagaagc

120

cccggctaac tacgtgcece

138

<210>
<211>
<212>
<213>

<400>

166
138
DNA
Lachnospiraceae 16S rRNA gene V3 region

166



tggggaatat tgcacaatgg gggaaaccct gatgcagcaa tgccgcgtga gtgaagaagt

60

atttcggtat gtaaagctct atcagcaggg aagaaaaaag acggtacctg actaagaagc

120

cccggctaac tacgtgcc

138

<210>
<211>
<212>
<213>

<400>

167
139
DNA
Lachnospiraceae 16S rRNA gene V3 region

le7

tggggaatat tgcacaatgg aggaaactct gatgcagcga cgccgcgtga gtgaagaagt

60

aattcgttac gtaaagctct atcagcaggg aagaaaaaat gacggtacct gactaagaag

120

caccggctaa atacgtgcc

139

<210>
<211>
<212>
<213>

<400>

168
139
DNA
Lachnospiraceae 16S rRNA gene V3 region

168

tggggaatat tgcacaatgg aggaaactct gatgcagcga cgccgcgtga gtgaagaagt

60

aattcgttac gtaaagctct atcagcaggg agaaaaaaat gacggtacct gactaagaag

120

caccggctaa atacgtgcc

139

<210>
<211>
<212>
<213>

<400>

169
137
DNA
Oribacterium 16S rRNA gene V3 region

169

tgggggatat tgcacaatgg gggaaaccct gatgcagcga cgccgcgtga gtgaagaagt

60

atttcggtat gtaaagctct atcagcaggg aagaagatga cagtacctga ctaagaagcc

120

ccggctaact acgtgcc

137



<210>
<211>
<212>
<213>

<400>

170
137
DNA
Coprococcus 16S rRNA gene V3 region

170

tggggaatat tgcacaatgg ggggaaccct gatgcagcaa cgccgcgtga gtgaagaagt

60

atttcggtat gtaaagctct atcagcaggg aagaaaatga cggtacctga ctaagaagct

120

ccggctaaat acgtgcc

137

<210>
<211>
<212>
<213>

<400>

171
137
DNA
Ruminococcus 16S rRNA gene V3 region

171

tggggaatat tgcacaatgg gggaaaccct gatgcagcga tgccgcgtgg aggaagaagg

60

ttttcggatt gtaaactcct gtcttaaagg acgataatga cggtacttta ggaggaagct

120

ccggctaact acgtgcc

137

<210>
<211>
<212>
<213>

<400>

172
138
DNA
Roseburia 16S rRNA gene V3 region

172

tggggaatat tgcacaatgg gcgcaagcct gatgcagcga cgccgcgtga gtgaggaagt

60

atttcggtat gtaaagctct atcagcaggg aagaagaatg acggtacctg actaagaagc

120

accggctaaa tacgtgcc

138

<210>
<211>
<212>
<213>

<400>

173
137
DNA
Lachnospiraceae 16S rRNA gene V3 region

173

tggggaatat tgcacaatgg agggaactct gatgcagcga cgccgcgtga gtgaagaagt

60



aattcgttat
120
ccggctaaat
137
<210> 174
<211> 137

<212> DNA

gtaaagctct gtcagcaggg aagaaagtga cggtacctga aaaagaagct

acgtgcc

<213> Lachnospiraceae 16S rRNA gene V3 region

<400> 174
tggggaatat
60
atttcggtat
120
ccggctaact
137

<210> 175
<211> 138
<212> DNA

tgcacaatgg gggaaaccct gatgcagcga cgccgcgtga gtgaagaaat

gtaaagctct atcagcaggg aagaaaatga cggtacctga gtaagaagcc

acgtgcc

<213> Lachnospiraceae 16S rRNA gene V3 region

<400> 175
tggggaatat
60
aattcgttat
120
cccggctaaa
138
<210> 176
<211> 137

<212> DNA

tgcacaatgg gggaaaccct gatgcagcga cgccgcgtga gtgaagaagt

gtaaagctct atcagcaagg aagaaaaaag acggtacttg actaagaagc

tacgtgcc

<213> Lachnospiraceae 16S rRNA gene V3 region

<400> 176
tgggggatat
60
atttcggtat
120
ccggctaact
137

<210> 177
<211> 137

<212> DNA

tgcacaatgg gggaaaccct gatgcagcga cgccgcgtgg gtgaagaagt

gtaaagccct atcagcaggg aagaagatga cagtacctga ctaagaagcc

acgtgcc



<213> Lachnospiraceae 16S rRNA gene V3 region

<400> 177

tgggggatat tgcacaatgg ggggaaccct gatgcagcga cgccgcgtgg gtgaaggagt
60

actccggtat gtaaagccct atcggcaggg aagaagatga cggtacctga ctaagaagct
120

ccggctaaat acgtgcc

137

<210> 178
<211> 137
<212> DNA

<213> Butyrivibrio 16S rRNA gene V3 region

<400> 178

tgggggatat tgcacaatgg gggaaaccct gatgcagcga cgccgcgtga gtgaagaagt
60

atttcggtat gtaaagctct atcagcaggg aagaaagtga cagtacctga gtaagaagcc
120

ccggctaact acgtgcc

137
<210> 179
<211> 140

<212> DNA
<213> Lachnospiraceae 16S rRNA gene V3 region

<400> 179
tgggggatat tggacaatgg ggggaaccct gatccagcga cgccgcgtga gtgaagaagt
60

atctcggtat gtaaagctct atcagcaggg aagaaagaaa tgacggtacc tgagtaagaa
120

gccccggcta actacgtgec

140

<210> 180
<211> 140
<212> DNA

<213> Lachnospiraceae 16S rRNA gene V3 region

<400> 180
tgggggatat tggacaatgg ggggaaccct gatccagcga cgccgcgtga gtgaagaagt
60

atctcggtat gtaaagctct gtcagcaggg aagaaagaaa tgacggtacc tgaccaagaa
120



gccccggcta actacgtgcec

140

<210> 181
<211> 140
<212> DNA

<213> lachnospiraceae 16S rRNA gene V3 region

<400> 181

tgggggatat tggacaatgg ggggaaccct gatccagcga cgccgcgtga gtgaagaagt
60

atttcggtat gtaaagctct gtcagcaggg aagaaagaaa tgacggtacc tgaagaagaa
120

gccccggcta actacgtgcec

140
<210> 182
<211> 138

<212> DNA
<213> Lachnospiraceae 16S rRNA gene V3 region

<400> 182
tgggggatat tgcacaatgg ggggaaccct gatgcagcga cgccgcgtgg gtgaaggagt
60

gcttcggcat gtaaagccct atcggcaggg aagaagaagg acggtacctg actaagaagc
120

cccggctaac tacgtgcc

138

<210> 183
<211> 137
<212> DNA

<213> Lachnospiraceae 16S rRNA gene V3 region

<400> 183

tgggggatat tgcacaatgg ggggaaccct gatgcagcga cgccgcgtgg gtgaagaagc
60

gccccggcegce gtaaagccct atcggcaggg aagaagatga cggtacctgg ctaagaagcec
120

ccggctaact acgtgcc

137

<210> 184
<211> 135
<212> DNA

<213> Lachnospiraceae 16S rRNA gene V3 region

<400> 184



ggggatattg
60
cccggcgcegt
120
ggctaactac
135
<210> 185
<211> 137
<212> DNA

cacaatgggg gaacccgtga tgcagcgacg ccgcgtgggt gaagaagcgc

aaagccctat cggcagggaa gaagatgacg gtacctggct aagaagcccc

gtgcc

<213> Lachnospiraceae 16S rRNA gene V3 region

<400> 185
tggggaatat
60
atttcggtat
120
ccggctaact
137

<210> 186
<211> 138

<212> DNA

tgcacaatgg ggggaaccct gatgcagcga cgccgcgtga gtgaagaagt

gtaaagctct atcagcagga acgaagaaga cggtacctga ctaagaagcc

acgtgcc

<213> Lachnospiraceae 16S rRNA gene V3 region

<400> 186
tggggaatat
60

aattcgttac
120

cccggctaac
138

<210> 187
<211> 137
<212> DNA

tgcacaatgg gggaaaccct gatgcagcga cgccgcgtga gtgaagaagt

gtaaagctct atcagcagga aagaaagaag acggtacctg actaagaagc

tacgtgcc

<213> Roseburia 16S rRNA gene V3 region

<400> 187

tgggggatat
60

atttcggtat
120

ccggctaaat
137

tgcacaatgg gggaaaccct gatgcagcga cgccgcgtga gcgaagaagt

gtaaagctct atcagcgggg aagagaatga cggtacccga ctaagaagct

acgtgcc



<210>
<211>
<212>
<213>

<400>

188
137
DNA
Lachnospiraceae 16S rRNA gene V3 region

188

tgggggatat tgcacaatgg gggaaaccct gatgcagcga cgccgcgtga gtgaagaagt

60

atttcggtat gtaaagctct atcagcaggg aagaagatga cagtacctga ataagaagcc

120

ccggctaact acgtgcc

137

<210>
<211>
<212>
<213>

<400>

189
137
DNA
Coprococcus 16S rRNA gene V3 region

189

tggggaatat tgcacaatgg gggaaaccct gatgcagcga cgccgcgtga gcgaggaagt

60

atttcggtat gtaaagctct atcagcaggg aagaaaatga cggtacctga ctaagaagcc

120

ccggctaact acgtgcc

137

<210>
<211>
<212>
<213>

<400>

190
138
DNA
unknown bacterium 16S rRNA gene V3 region

190

tggggaatat tgggcaatgg gcgcaagcct gacccagcaa cgccgcgtga gcgatgaagg

60

tcttcggatt gtaaagctct gtcgcagggg acgaagtatg acggtaccct gtaagaaagc

120

cccggcaaac tacgtgcc

138

<210>
<211>
<212>
<213>

<400>

191
138
DNA
Lachnospiraceae 16S rRNA gene V3 region

191

tggggaatat tgcacaatgg gggaaaccct gatgcagcga cgccgcgtga gcgaagaagt

60



atctcggtat gtaaagctct atcagcaggg aagaagaatg acggtacctg agtaagaagc

120

accggctaaa tacgtgcc

138

<210>
<211>
<212>
<213>

<400>

192
137
DNA
Lachnospiraceae 16S rRNA gene V3 region

192

tgggggatat tgcacaatgg gggaaaccct gatgcagcga cgccgcgtga gcgaagaagt

60

atttcggtat gtaaagctct atcagcaggg aagaaaatga cggtacctga acaagaagct

120

ccggctaaat acgtgcc

137

<210>
<211>
<212>
<213>

<400>

193
137
DNA
Coprococcus 16S rRNA gene V3 region

193

tggggaatat tgcacaatgg ggggaaccct gatgcagcaa cgccgcgtga gtgaagaagt

60

atttcggtat gtaaagctct atcagcaggg aagaaaatga cggtacctga ctaagaagca

120

ccggctaaat acgtgcc

137

<210>
<211>
<212>
<213>

<400>

194
138
DNA
Lachnospiraceae 16S rRNA gene V3 region

194

tgggggatat tgcacaatgg ggggaaccct gatgcagcga cgccgcgtga gtgaaggagt

60

acttcggtat gtaaagctct atcagcaggg aagaagcaag acggtacctg accaagaagc

120

cccggctaac tacgtgcc

138

<210>
<211>
<212>

195
137
DNA



<213> Lachnospiraceae 16S rRNA gene V3 region

<400> 195

tggggaatat tgcacaatgg ggggaaccct gatgcagcga cgccgcgtga gcgaagaagt
60

atttcggtat gtaaagctct atcagcaggg aagaaaatga cggtacctga ctaagaagcc
120

ccggctaact acgtgcc

137

<210> 196
<211> 140
<212> DNA

<213> unknown bacterium 16S rRNA gene V3 region

<400> 196

tggggaatat tgggcaatgg aggcaactct gacccagcaa cgccgcgtga gcgatgaagg
60

tcttcggatt gtaaagctct ttaagtgggg acgaagaaag tgactgtacc cacagaataa
120

gcctcggcta actacgtgcec

140
<210> 197
<211> 140

<212> DNA
<213> unknown bacterium 16S rRNA gene V3 region

<400> 197
tggggaatat tgggcaatgg aggaaactct gacccagcaa cgccgcgtga atgatgaagg
60

tcttcggatt gtaaagttct tttctaaggg aagaagaaag tgacggtacc ttaggaataa
120

gcctcggcta actacgtgcec

140

<210> 198
<211> 137
<212> DNA

<213> marvinbryantia 16S rRNA gene V3 region

<400> 198
tggggaatat tgcacaatgg ggggaaccct gatgcagcaa tgccgcgtgg gtgaagaagt
60

accccggtat gtaaagccct atcagcaggg aagaaaatga cggtacctgg ctaagaagcc
120



ccggctaact acgtgcc

137

<210>
<211>
<212>
<213>

<400>

199
137
DNA
Lachnospiraceae 16S rRNA gene V3 region

199

tggggaatat tgcacaatgg gggaaaccct gatgcagcga cgccgcgtga gcgaagaagt

60

atttcggtat gtaaagctct atcagcaagg aagataatga cggtacttga ctaagaagct

120

ccggctaaat acgtgcc

137

<210>
<211>
<212>
<213>

<400>

200
140
DNA
Lachnospiraceae 16S rRNA gene V3 region

200

tggggaatat tgcacaatgg gcgaaagcct gatgcagcaa cgccgcgtga aggaagaagg

60

gtttcggctc gtaaacttct atcaacaggg acgaaggaag tgacggtacc tgaataagaa

120

gccccggcta actacgtgcec

140

<210>
<211>
<212>
<213>

<400>

201
137
DNA
Coprococcus 16S rRNA gene V3 region

201

tggggaatat tgcacaatgg gggaaaccct gatgcagcaa cgccgcgtga gtgaagaagt

60

atttcggtat gtaaagctct atcagcaggg aagaaaatga cggtacctga ctaagaagct

120

ccggctaaat acgtgcc

137

<210>
<211>
<212>
<213>

<400>

202
137
DNA
Ruminococcaceae 16S rRNA gene V3 region

202



tggggaatat
60

ccctcgggtt
120

acggctaact
137

<210> 203
<211> 137
<212> DNA

tgcacaatgg gggaaaccct gatgcagcga cgccgcgtgg aggaagaagg

gtaaactcct gtctttgggg acgataatga cggtacccaa ggaggaagcc

acgtgcc

<213> Clostridiales 16S rRNA gene V3 region

<400> 203
tggggaatat
60
ccctcgggtt
120
acggctaact
137

<210> 204
<211> 137

<212> DNA

tgcacaatgg gggaaaccct gatgcagcga cgccgcgtgg aggaagaagg

gtaaactcct gtcttcgggg acgataatga cggtacccga ggaggaagcc

acgtgcc

<213> Clostridiales 16S rRNA gene V3 region

<400> 204
tgggggatat
60

tcttcggatt
120

acggctaact
137

<210> 205
<211> 138
<212> DNA

tgcacaatgg ggggaaccct gatgcagcga cgccgcgtga gcgaagaaga

gtaaagctct gtcttagggg acgatgatga cggtaccctg agaggaagcc

acgtgcc

<213> Ruminococcaceae 16S rRNA gene V3 region

<400> 205

tgggggatat
60

ttttcggatt
120

tccggctaac
138

tgcgcaatgg gggcaaccct gacgcagcaa cgccgcgtga aggatgaagg

gtaaacttct tttcttaagg acgaaatttg acggtactta aggaataagc

tacgtgcc



<210>
<211>
<212>
<213>

<400>

206
140
DNA
Oscillibacter 16S rRNA gene V3 region

206

tggggaatat tgggcaatgg gcgcaagcct gacccagcaa cgccgcgtga aggaagaagg

60

ctttcgggtt gtaaacttct tttaagaggg acgaaggaag tgacggtacc tcttgaataa

120

gccacggcta actacgtgcc

140

<210>
<211>
<212>
<213>

<400>

207
137
DNA
Clostridiales 16S rRNA gene V3 region

207

tgagggatat tggtcaatgg gggaaaccct gaaccagcaa cgccgcgtga gggaagacgg

60

tcttcggatt gtaaaccttt gtcctctgtg aagataatga cggtagcaga ggaggaagct

120

ccggctaact acgtgcc

137

<210>
<211>
<212>
<213>

<400>

208
137
DNA
Clostridiales 16S rRNA gene V3 region

208

tgggggatat tgcacaatgg gggaaaccct gatgcagcaa cgccgcgtga aggaagaagg

60

tcttcggatt gtaaactttt gtccttggtg aagataatga cggtagccaa ggaggaagct

120

ccggctaact acgtgcc

137

<210>
<211>
<212>
<213>

<400>

209
139
DNA
Oscillibacter 16S rRNA gene V3 region

209

tggggaatat tgggcaatgg gcgcaagcct gacccagcaa cgccgcgtga aggaagaagg

60



ctttcgggtt gtaaacttct tttgtcaggg aagagcagaa gacggtacct gacgaataag

120

ccacggctaa ctacgtgcc

139

<210>
<211>
<212>
<213>

<400>

210
138
DNA
Clostridia 16S rRNA gene V3 region

210

tgggggatat tgcacaatgg gggaaaccct gatgcagcga cgccgcgtgt gggaagacgg

60

tcctctggat tgtaaaccac tgtccccagg gacgaagatg acggtacctg gggaggaagc

120

tccggctaac tacgtgcec

138

<210>
<211>
<212>
<213>

<400>

211
138
DNA
Ruminococcaceae 16S rRNA gene V3 region

211

tggggaatat tgcacaatgg ggggaaccct gatgcagcga tgccgcgtgg aggaagaagg

60

ttttcggatt gtaaactcct gtcgacagga aagaaaaagg actgtacctg tcaagaaagc

120

tccggctaac tacgtgcec

138

<210>
<211>
<212>
<213>

<400>

212
137
DNA
Ruminococcus 16S rRNA gene V3 region

212

tggggaatat tgcacaatgg ggggaaccct gatgcagcga tgccgcgtgg aggaagaagg

60

ttttcggatt gtaaactcct gtcttaaagg acgataatga cggtacttta ggaggaagct

120

ccggctaact acgtgcc

137

<210>
<211>
<212>

213
137
DNA



<213> Ruminococcaceae 16S rRNA gene V3 region

<400> 213

tggggaatat tgcacaatgg aggaaactct gatgcagcga tgccgcgtga gggaagaagg
60

ttttcggatt gtaaacctct gtcttaaggg acgataatga cggtacctta ggaggaagct
120

ccggctaact acgtgcc

137

<210> 214
<211> 137
<212> DNA

<213> Ruminococcaceae 16S rRNA gene V3 region

<400> 214

tgggggatat tgcacaatgg agggaactct gatgcagcga tgccgcgtga gggaagaagg
60

ttttcggatt gtaaacctct gtggacagag acgataatga cggtatctgt caaggaagcc
120

acggctaact acgtgcc

137
<210> 215
<211> 137

<212> DNA
<213> Ruminococcaceae 16S rRNA gene V3 region

<400> 215
tgggggatat tgcacaatgg gggaaaccct gatgcagcga tgccgcgtga gggaagaagg
60

ttttcggatt gtaaacctct gtggaggggg acgataatga cggtacccct taaggaagcc
120

acggctaact acgtgcc

137

<210> 216
<211> 137
<212> DNA

<213> Ruminococcaceae 16S rRNA gene V3 region

<400> 216
tgggggatat tggacaatgg gggaaaccct tatccagcga cgccgcgtga gggaagaagg
60

ttttcggatt gtaaacctct gtcagcgggg acgataatga cggtacccgc ggaggaagcc
120



acggctaact acgtgcc

137

<210>
<211>
<212>
<213>

<400>

217
138
DNA
Fastidiosipila 16S rRNA gene V3 region

217

tggggaatat tgggcaatgg gcgaaagcct gacccagcga cgccgcgtga aggaagacgg

60

tcttcggatt gtaaacttta gtactcaggg acgaagaaat gacggtacct gaggttaagc

120

cacggctaac tacgtgcc

138

<210>
<211>
<212>
<213>

<400>

218
138
DNA
Ruminococcus 16S rRNA gene V3 region

218

tgggggatat tgcgcaatgg gggaaaccct gacgcagcaa cgccgcgtga aggaagaagg

60

ttttcggatt gtaaacttct tttattaagg acgaaagatg acggtactta atgaataagc

120

tccggctaac tacgtgcc

138

<210>
<211>
<212>
<213>

<400>

219
139
DNA
Oscillibacter 16S rRNA gene V3 region

219

tggggaatat tgggcaatgg acgcaagtct gacccagcaa cgccgcgtga aggaagaagg

60

ctttcgggtt gtaaacttct tttgtcaggg aagagaagaa gacggtacct gacgaacaag

120

ccacggctaa ctacgtgcc

139

<210>
<211>
<212>
<213>

<400>

220
139
DNA
Oscillibacter 16S rRNA gene V3 region

220



tggggaatat
60

ctttcgggtt
120

ccacggctaa
139

<210> 221
<211> 138
<212> DNA

tgggcaatgg gcgcaagcct gacccagcaa cgccgcgtga aggaagaagg

gtaaacttct tttgacaggg aagagcagaa gacggtacct gtcgaataag

ctacgtgcc

<213> Ruminococcus 16S rRNA gene V3 region

<400> 221
tgggggatat
60
ttttcggatt
120
tccggctaac
138
<210> 222
<211> 139

<212> DNA

tgcgcaatgg gggcaaccct gacgcagcaa cgccgcgtga aggatgaagg

gtaaacttct tttattaagg acgaattttg acggtactta atgaataagc

tacgtgcc

<213> Oscillibacter 16S rRNA gene V3 region

<400> 222
tggggaatat
60

ctttcgggtt
120

ctccggctaa
139

<210> 223
<211> 140
<212> DNA

tgggcaatgg gcgcaagcct gacccagcaa cgccgcgtga aggaagaagg

gtaaacttct tttaagaggg aagagcagaa gacggtacct cttgaataag

ctacgtgcc

<213> unknown bacterium 16S rRNA gene V3 region

<400> 223
tggggaatat
60

ctttcgggtt
120

gcaacggcta
140

tgggcaatgg gggaaaccct gacccagcaa cgccgcgtga gggaagaagg

gtaaacctct tttaccaggg acgaaggacg tgacggtacc tggagaaaaa

actacgtgcc



<210>
<211>
<212>
<213>

<400>

224
140
DNA
Ruminococcaceae 16S rRNA gene V3 region

224

tggggaatat tgggcaatgg gggaaaccct gacccagcaa cgccgcgtga aggaagaagg

60

ccttcgggtt gtaaacttct tttaccaggg acgaaggacg tgacggtacc tggagaaaaa

120

gcaacggcta actacgtgcc

140

<210>
<211>
<212>
<213>

<400>

225
140
DNA
Oscillibacter 16S rRNA gene V3 region

225

tggggaatat tgggcaatgg gcgaaagcct gacccagcaa cgccgcgtga aggaagaagg

60

ccttcgggtt gtaaacttct tttaagaggg acgaagaaag tgacggtacc tcttgaataa

120

gccacggcta actacgtgcecc

140

<210>
<211>
<212>
<213>

<400>

226
140
DNA
Fastidiosipila 16S rRNA gene V3 region

226

tggggaatat tgggcaatgg gcgcaagcct gacccagcaa cgccgcgtga aggaagaagg

60

ctttcgggtt gtaaacttct tttgagaggg acgaaacaaa tgacggtacc tcttgaataa

120

gccacggcta actacgtgcc

140

<210>
<211>
<212>
<213>

<400>

227
140
DNA
Oscillibacter 16S rRNA gene V3 region

227

tggggaatat tgggcaatgg gcggaagcct gacccagcaa cgccgcgtga aggaagaagg

60



ctttcgggtt gtaaacttct tttcttgggg acgaagaaag tgacggtacc caaggaataa

120

gccacggcta actacgtgcc

140

<210>
<211>
<212>
<213>

<400>

228
140
DNA
Oscillibacter 16S rRNA gene V3 region

228

tggggaatat tgggcaatgg gcgcaagcct gacccagcaa cgccgcgtga aggaagaagg

60

ctttcgggtt gtaaacttct tttgaggggg acgaaggatg tgacggtacc ccttgaataa

120

gccacggcta actacgtgcc

140

<210>
<211>
<212>
<213>

<400>

229
140
DNA
Oscillibacter 16S rRNA gene V3 region

229

tggggaatat tgggcaatgg gcgcaagcct gacccagcaa cgccgcgtga aggaagaagg

60

ctttcgggtt gtaaacttct tttcttgggg acgaagaaag tgacggtacc cgaggaataa

120

gccacggcta actacgtgcc

140

<210>
<211>
<212>
<213>

<400>

230
137
DNA
Marvinbryantia 16S rRNA gene V3 region

230

tggggaatat tgcacaatgg gggaaaccct gatgcagcga cgccgcgtgg gtgaagaagt

60

atttcggtat gtaaagccct atcagcaggg aagatcatga cggtacctga ctaagaagcc

120

ccggctaact acgtgcc

137

<210>
<211>
<212>

231
140
DNA



<213> Oscillibacter 16S rRNA gene V3 region

<400> 231

tggggaatat tgggcaatgg gcgcaagcct gacccagcaa cgccgcgtga aggaagaagg
60

ctttcgggtt gtaaacttct tttctgaggg acgaagcaag tgacggtacc ttaggaataa
120

gccacggcta actacgtgcecc

140

<210> 232
<211> 139
<212> DNA

<213> Ruminococcaceae 16S rRNA gene V3 region

<400> 232

tggggaatat tgggcaatgg gcgcaagcct gacccagcaa cgccgcgtga aggaagaagg
60

ctttcgggtt gtaaacttct tttgacaggg aagaggagaa gacggtacct gtcgaataag
120

ctccggctaa ctacgtgcecc

139
<210> 233
<211> 139

<212> DNA
<213> Ruminococcaceae 16S rRNA gene V3 region

<400> 233

tggggaatat tgggcaatgg gcgcaagcct gacccagcaa cgccgcgtga aggaagaagg
60

ccctcgggtt gtaaacttct tttatcaggg acgaagaagt gacggtacct gatgaataag
120

ccacggctaa ctacgtgcc

139

<210> 234
<211> 138
<212> DNA

<213> Clostridiales 16S rRNA gene V3 region

<400> 234
tggggaatat tgcgcaatgg gggaaaccct gacgcagcaa cgccgcgtga ttgaagaagg
60

ccttcgggtt gtaaagatct ttaatcgggg acgaattttg acggtacccg aagaataagc
120



tccggctaac tacgtgcec

138

<210>
<211>
<212>
<213>

<400>

235
138
DNA
Clostridiales 16S rRNA gene V3 region

235

tggggaatat tgcgcaatgg gggaaaccct gacgcagcaa cgccgcgtga ttgaagaagg

60

ccctcgggtt gtaaagatct ttaatcgggg acgaagaatg acggtacccg aagaataagc

120

tccggctaac tacgtgcec

138

<210>
<211>
<212>
<213>

<400>

236
138
DNA
Clostridiales 16S rRNA gene V3 region

236

tggggaatat tgcgcaatgg gggaaaccct gacgcagcaa cgccgcgtga gtgaagaagg

60

ccttcgggtt gtaaagctct ttaatcaggg acgaagaacg acggtacctg aagaataagc

120

tccggctaac tacgtgcc

138

<210>
<211>
<212>
<213>

<400>

237
140
DNA
Firmicutes 16S rRNA gene V3 region

237

tggggaatat tgggcaatgg gcgaaagcct gacccagcaa cgccgcgtga aggaagaagg

60

tcttcggatt gtaaacttct tttatcaggg acgaaggaag tgacggtacc tgatgaataa

120

gccacggcta actacgtgcc

140

<210>
<211>
<212>
<213>

<400>

238
137
DNA
unknown bacterium 16S rRNA gene V3 region

238



tcgggaatat tgcgcaatgg aggcaactct gacgcagtga cgccgcgtat aggaagaagg
60

ttttcggatt gtaaactatt gtccacaggg aagaaaagga ctgtacctgt gaagaaagct
120

ccggctaact acgtgcc

137

<210> 239
<211> 138
<212> DNA

<213> Firmicutes 16S rRNA gene V3 region

<400> 239

tcgggaatat tgcgcaatgg aggaaactct gacgcagtga cgccgcgtat aggaagaagg
60

ttttcggatt gtaaactatt gtccacaggg aagataaaag actgtacctg tgaagaaagc
120

tccggctaac tacgtgcec

138
<210> 240
<211> 138

<212> DNA
<213> unknown bacterium 16S rRNA gene V3 region

<400> 240
tcgggaatat tgcgcaatgg aggaaactct gacgcagtga cgccgcgtat aggaagaagg
60

ttttcggatt gtaaactatt gtcgataggg aagaaaaaag actgtaccta tcaagaaagc
120

tccggctaac tacgtgcc

138

<210> 241
<211> 138
<212> DNA

<213> Clostridia 16S rRNA gene V3 region

<400> 241
tcgggaatat tgcgcaatgg agggaactct gacgcagtga cgccgcgtat aggaagaagg
60

ttttcggatt gtaaactatt ttagtcaggg aagaaagcag acggtacctg aagaataagc
120

tccggctaac tacgtgcc
138



<210>
<211>
<212>
<213>

<400>

242
138
DNA
unknown bacterium 16S rRNA gene V3 region

242

tcgggaatat tgcacaatgg aggaaactct gatgcagtga cgccgcgtgc aggaagaagg

60

ttttcggatt gtaaactgct ttagacaggg aagaaaaaag acagtacctg tagaataagc

120

tccggctaac tacgtgcc

138

<210>
<211>
<212>
<213>

<400>

243
138
DNA
unknown bacterium 16S rRNA gene V3 region

243

tcgggaatat tgcgcaatgg aggaaactct gacgcagtga cgccgcgtat aggaagaagt

60

ttttcggaat gtaaactatt gtcgttaggg aagagaaagg acagtaccta aggaggaagc

120

tccggctaac tacgtgcec

138

<210>
<211>
<212>
<213>

<400>

244
138
DNA
Clostridia 16S rRNA gene V3 region

244

tcgggaatat tgcgcaatgg agggaactct gacgcagtga cgccgcgtat aggaagaagg

60

ttttcggatt gtaaactatt gtcgttaggg aagaaaaaag acagtaccta aggaggaagc

120

cccggctaac tatgtgcc

138

<210>
<211>
<212>
<213>

<400>

245
138
DNA
unknown bacterium 16S rRNA gene V3 region

245

tcgggaatat tgcgcaatgg aggaaactct gacgcagtga cgccgcgtat aggaagaagg

60



tcttcggatt gtaaactatt gtcgttaggg aagagaaagg acagtaccta aggaggaagc

120

tccggctaac tacgtgcc

138

<210>
<211>
<212>
<213>

<400>

246
140
DNA
unknown bacterium 16S rRNA gene V3 region

246

tcgggaatat tgcgcaatgg aggaaactct gacgcagtga cgccgcgtgc aggaagaagg

60

ttttcggatt gtaaactgct ttagacaggg aagaaacaaa tgacagtacc tgtagaataa

120

gctccggcta actacgtgcec

140

<210>
<211>
<212>
<213>

<400>

247
137
DNA
unknown bacterium 16S rRNA gene V3 region

247

tcgggaatat tgcgcaatgg aggaaactct gacgcagtga cgccgcgtat aggaagaagg

60

ttttcggatt gtaaactatt gtcgtgaggg aagaaattga cagtacctca ggaggaagct

120

ccggctaact atgtgcc

137

<210>
<211>
<212>
<213>

<400>

248
138
DNA
unknown bacterium 16S rRNA gene V3 region

248

tcgggaatat tgcgcaatgg aggaaactct gacgcagtga cgccgcgtat aggaagaagg

60

ttttcggatt gtaaactatt gtcgttaggg aagagaaagg acagtaccta aggaggaagc

120

tccggctaac tacgtgcc

138

<210>
<211>
<212>

249
140
DNA



<213> unknown bacterium 16S rRNA gene V3 region

<400> 249

tcgggaatat tgcgcaatgg aggaaactct gacgcagtga cgccgcgtgc aggaagaagg
60

ttttcggatt gtaaactgct ttagacaggg aagaaagaaa tgacggtacc tgtagaataa
120

gctccggcta actacgtgcec

140

<210> 250
<211> 138
<212> DNA

<213> unknown bacterium 16S rRNA gene V3 region

<400> 250

tcgggaatat tgcgcaatgg aggaaactct gacgcagtga cgccgcgtat aggaagaagg
60

ttttcggatt gtaaactatt gtcgttaggg aagataaaag actgtaccta aggaggaagc
120

cccggctaac tatgtgcce

138
<210> 251
<211> 138

<212> DNA
<213> unknown bacterium 16S rRNA gene V3 region

<400> 251
tcgggaatat tgcgcaatgg aggaaactct gacgcagtga cgccgcgtat aggaagaagt
60

ttttcggaat gtaaactatt gtcattaggg aagagaaagg acggtaccta aggaggaagc
120

cccggctaac tatgtgcece

138

<210> 252
<211> 138
<212> DNA

<213> unknown bacterium 16S rRNA gene V3 region

<400> 252
tcgggaatat tgcgcaatgg aggaaactct gacgcagtga cgccgcgtat aggaagaagg
60

ttttcggatt gtaaactatt gtcgttaggg aagaaaaaag acagtaccta aggaggaagc
120



cccggctaac tatgtgcece

138

<210>
<211>
<212>
<213>

<400>

253
139
DNA
unknown bacterium 16S rRNA gene V3 region

253

ttgggaatat tggacaatgg aggaaactct gatccagtga cgccgcgtga aggaagaagg

60

tcttcggatt gtaaacttat tttgtcaggg aagaataaat gactgtacct gaagaaaaag

120

caccggctaa ctacgtgcc

139

<210>
<211>
<212>
<213>

<400>

254
140
DNA
Clostridiales 16S rRNA gene V3 region

254

tggggaatat tgcgcaatgg gggaaaccct gacgcagcaa cgccgcgtgc aggaagaagg

60

tcttcggatt gtaaactgtt gtcgcagggg aagaagacag tgacggtacc ctgtgagaaa

120

gtcacggcta actacgtgcc

140

<210>
<211>
<212>
<213>

<400>

255
139
DNA
unknown bacterium 16S rRNA gene V3 region

255

tggggaatat tgggcaatgg gcgaaagcct gacccagcaa cgccgcgtgg aggaagaagg

60

ttttcggatc gtaaactcct gtcctaagag acgaggaaga gacggtatct taggaggaag

120

ccccggctaa ctacgtgcec

139

<210>
<211>
<212>
<213>

<400>

256
140
DNA
unknown bacterium 16S rRNA gene V3 region

256



tggggaatat
60

ttttcggatt
120

gccccggcta
140

<210> 257
<211> 140
<212> DNA

tgggcaatgg gcgaaagcct gacccagcaa cgccgcgtga gggaagaagg

gtaaacctct gtcctaagtg acgaaggaag tgacggtagc ttaggaggaa

actacgtgcc

<213> unknown bacterium 16S rRNA gene V3 region

<400> 257
tggggaatat
60
ttttcggatt
120
gccccggcta
140
<210> 258
<211> 137

<212> DNA

tgggcaatgg gcgaaagcct tacccagcaa cgccgcgtga gggaagaagg

gtaaacctct gtcctggggg acgaaggaag tgacggtacc ccgggaggaa

actacgtgcc

<213> Clostridiales 16S rRNA gene V3 region

<400> 258
tggggaatat
60
ttttcggatc
120
ccggctaact
137

<210> 259
<211> 140
<212> DNA

tgggcaatgg gggaaaccct gacccagcaa cgccgcgtga aggaagaagg

gtaaacttct atccttggtg aaaatgatga tggtagccaa gaaggaagcc

acgtgcc

<213> unknown bacterium 16S rRNA gene V3 region

<400> 259
tggggaatat
60

gtttcggctc
120

gccccggcta
140

tgggcaatgg gcgaaagcct gacccagcaa cgccgcgtga gggaagaagg

gtaaacctct gtcctatggg acgaaggaag tgacggtacc ataggaggaa

actacgtgcc



<210>
<211>
<212>
<213>

<400>

260
137
DNA
Clostridiales 16S rRNA gene V3 region

260

tggggaatat tgcacaatgg gcgaaagcct gatgcagcaa cgccgcgtga gcgaagaagg

60

tcttcggatc gtaaagctct gtccttgggg aagataatga cggtacccaa ggaggaagcc

120

ccggctaact acgtgcc

137

<210>
<211>
<212>
<213>

<400>

261
140
DNA
unknown bacterium 16S rRNA gene V3 region

261

tggggaatat tgggcaatgg aggcaactct gacccagcaa cgccgcgtga atgaagaagg

60

tcctaggatt gtaaagttct tttatgatag acgaataaaa tgacggtata tcatgaataa

120

gccacggcta actacgtgcc

140

<210>
<211>
<212>
<213>

<400>

262
140
DNA
unknown bacterium 16S rRNA gene V3 region

262

tggggaatat tgggcaatgg aggcaactct gacccagcaa cgccgcgtga atgaagaagg

60

ccttcgggtt gtaaagttct ttaatggggg acgaagaaag tgacggtacc ccaagaataa

120

gccacggcta actacgtgcc

140

<210>
<211>
<212>
<213>

<400>

263
137
DNA
Lachnospiraceae 16S rRNA gene V3 region

263

tgggggatat tgcacaatgg gggaaaccct gatgcagcga cgccgcgtga gtgaagaagt

60



atttcggtat gtaaagctct atcagcaggg aagaaaatga cggtacctga ctaagaagcc

120

ccggctaact acgtgcc

137

<210>
<211>
<212>
<213>

<400>

264
163
DNA
Firmicutes 16S rRNA gene V3 region

264

ttaggaatat tcgtcaatgg gggaaaccct gaacgagcaa tgccgcgtga gtgatgacgg

60

tctttatgat tgtaaaactc tgttgtaagg aaagaaccct tatcatagga aatgatgata

120

agttgacggt accttaccag aaagccccgg ctaactacgt gcc

163

<210>
<211>
<212>
<213>

<400>

265
146
DNA
Anaeroplasma 16S rRNA gene V3 region

265

tagggaattt tcggcaatgg ggggaaccct gaccgagcaa cgccgcgtga acgaagaagt

60

tattcgtaat gtaaagttct tttatcaggg aagaaaagaa gggaattgac ggtacctgat

120

gaataagctc cggctaacta cgtgcc

146

<210>
<211>
<212>
<213>

<400>

266
162
DNA
Clostridiales 16S rRNA gene V3 region

266

tggggaatct tccgcaatgg gcgaaagcct gacggagcga cgccgcgtga gtgaagaagg

60

tcttcggacc gtaaagctct tttgttgcag gcgaaaggac ttaagaggaa atgcttaagt

120

taagacggta tggaacgaat aagccacggc taactacgtg cc

162

<210>
<211>
<212>

267
137
DNA



<213> TM7_
<400> 267
tagggaatct
60
ccttcgggtt
120
tcggctaact
137

<210> 268
<211> 140
<212> DNA

genera_incertae_sedis 16S rRNA gene V3 region

ttcacaatgg gcgaaagcct gatggagcaa cgccgcgtgc aggatgaagg

gtaaactgct tttataagcg agaaatatga tggtaactta tgaataagga

acgtgcc

<213> unknown bacterium 16S rRNA gene V3 region

<400> 268
tggggaattt
60

ttctcggatt
120

gccacggcta
140

tggacaatgg acggaagtct gatccagcaa cgcagcgtga aggacgaagg

gtaaacttct tttgcagggg aagaaaaaaa tgacggtacc ctgtgaataa

actacgtgcc



