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Figure 1:

A) schematic representation of construct vector MV1057
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Figure 2: amino acid sequence of wildtype IgG1 Fc, as present in construct vector MV1057 (EU

numbering scheme applied)
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Figure 3: nucleotide and amino acid sequences of VH regions used

ME1025_VH
gaggtgcagctggtggagtctgggggaggcttggtacagectggggggtecctgagactectectgtgeag
cctctggattcacctttagecagctatgeccatgagetgggteccgecaggeteccagggaaggggctggagtyg
ggtctcagctattagtggtagtggtggtagcacatactacgcagactccecgtgaagggecggttcaccate
tccagagacaattccaagaacacgctgtatctgcaaatgaacagcecctgagageccgaggacacggecgtgt
attactgtgcaagggccgattggtgggcgacttttgactactggggccaaggtaccctggtcace

ME1025_VH
EVOLVESGGGLVOPGCSLRLSCAASGETFSSYAMSWVROAPGKCLEWVSALISCSGGSTYYADSVKGRETI
SRDNSKNTLYLOMNSLRAEDTAVYYCARADWWATFDYWGQGTLVT

MF1122_VH
gaggtgcagctggtggagtctgggggaggecgtggtccagectgggaggteccctgagactectectgtgeag
cctectggattcaccttcagtagectatggcatgcactgggtceccgecaggctecaggcaaggggcectggagtyg
ggtggcagttatatcatatgatggaagtaataaatactatgcagactccgtgaagggecgattcaccecate
tccagagacaattccaagaacacgctgtatctgcaaatgaacagectgagagectgaggacacggecgtgt
attactgtgcaagagccctcttcacgaccatcgecatggactattggggceccaaggtaccctggtecace

MF1122_VH
EVQLVESGGGVVQPGRSLRLSCAASGFTF SSYGMHWVROAPGKGLEWVAVISYDGSNKYYADSVKGRETI
SRDNSKNTLYLOMNSLRAEDTAVYYCARALFTTIAMDYWGQGTLVT

MF1337 VH

gaggtgcagctggtggagactggggctgaggtgaagaagceccgggggectcagtgaaggtctcectgcaaggettet
gactacatcttcaccaaatatgacatcaactgggtgcgccaggceccecctggacaagggettgaatggatgggatgg
atgagcgctaacactggaaacacgggctatgcacagaagttccagggcagagtcaccatgaccagggacacgtec
ataaacacagcctacatggagctgagcagcctgacatctggtgacacggecgtttatttctgtgecgaggagtagt
cttttcaagacagagacggcgecctactatcacttcgetcectggacgtctggggecaagggaccacggtcace

ME1337

VHEVOLVETGAEVKKPGASVKVSCKASDY IETKYDINWVROQAPGOGLEWMGWMSANTGNTGYAQKEFQGRVIMIRD

TSINTAYMELSSLTSGDTAVYFCARSSLEFKTETAPYYHFALDVWGQGTTIVT
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Figure 5

Construct 4:
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Figure 6:
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Figure 7:
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Figure 8:
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A) Native MS spectrum of transfection sample ZO (T366K/L351'D)
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B} Convoluted MS spectrum of transfection sample ZO (T366K/L351’'D). The second/main peak
represents the bispecific molecule.
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Figure 9:
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Figure 10

A K409D:K392D/D399'K:E356’K
B D399K:E356K/D399'K:E356'K

c K409D:K392D/K409°D:K392'D
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Figure 11:
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Fig 12:
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Figure 13:
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Figure 14:
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Figure 15:
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Figure 16:
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Figure 17:
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Figure 18:
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Figure 22:
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Figure 24:
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Figure 26:
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Figure 27A:
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Figure 28:
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Figure 29:
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