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mMiRNAX IA-P1 RNA
RNA 5’NNCGCUUCAGAGAGAAAUC 3’ 5'CGCCUUGGCCGUACA..GUGAU 3'-AmMO
cDNA 3’NNGCGAAGTCTCTCTTTAG 57 3'ATGT..CACTA 5°
Pc DNA primer
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Fig. 4B
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5'|TGTG. . . TAAC| GUGCGCCCAGAUAGG- 45 nt |3' Freq.

3'|ACAC. . .ATTG CACGCGGGTCTATCCle@— *5°

DNA product cDNA Primer ¢ DNA
Band a 3'-ACGCGGGTCTATCC * 5" 1
3'CACGCGGGTCTATCC %5 9
Band b 3'aa CACGCGGGTCTATCC *5" 2
3'aaa CACGCGGGTCTATCC *5" 3
Band c 3'aaa ACAC...ATTG --==—====—=———= CC %5 1

-30 -1
Band d 3! TaG...ATTG aa CACGCGGGTCTATCC *5° 1
-35 -1

3'a AAC. . .ATTG CACGCGGGTCTATCC %*5°
Band e 3! ACAC. . .ATTG CACGCGGGTCTATCC———% 5 1
3'a ACAC. . .ATTG CACGCGGGTCTATCC———% 5' 1
3'c ACAC. . .ATTG CACGCGGGTCTATCC % 5' 1
3'aa ACAC. . .ATTG CACGCGGGTCTATCC %5 1
3'a ACAC...ATTG a CACGCGGGTCTATCC: * 5" 1
3'aaa ACAC...ATTG a CACGCGGGTCTATCC: * 5" 2
3'aa ACAC...ATTG aa CACGCGGGTCTATCC * 5" 2
3'aaaa ACAC...ATTG CACGCGGGTCTATCC: * 5" 1
3'aaa ACAC...ATTG CACGCGGGTCTATCC * 5" 2
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3'aga CACGCGGGTCTATCC *5' 1
3'aaaa CACtCGGGTCTATCC *5" 1
Band j 7 A
band | 3'a CAC...ATTG aa CACGCGGGTCTATCC *5° 1
-26 -1
3 TGC. . .ATTG CACGCGGGTCTATCC *5"' 2
-26 -2
3 TGC.. .ATT a CACGCGGGTCTATCC *5° 3
-26 -1
3 TGC...ATTG a CACGCGGGTCTATCC *5° 2
-26 -2
3 TGC.. .ATT ag CACGCGGGTCTATCC *5° 1
-3 -2
3 8GG...ATT ¢ CACGCGGGTCTATCC *5° 1
-36 -2
Band k 3'a TAA. . .ATT CACGCGGGTCTATCC *5° 1
-35 -2
3'ta AaC...ATT CACGCGGGTCTATCC *5° 1
-40 -2
3'ta ACAC. . . ATT CACGCGGGTCTATCC *5° 1
-40 -
Band | 3'gaa ACAC...ATT a CACGCGGGTCTATCC *5" 1
3'aa ACAC...ATTG aa CACGCGaGTCTATCC *5°" 1
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3'GTAT. . . TTTG GTAT...TTTG GTATAGTAAAEr——~*5v
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Band d
3raaccc GTAT...TTTIG ggccc GTAT...TTIG gggccc GTATAGTAAAS" 1
3rgecce GTAT...TTTG gggccc GTAT...TTIG gggaccc GTATAGTAAAS" 1
3'gacccec  GTAT...TTTG gtccce GTAT...TTTG ccececce GTATAGTAAAS" 1
3raccc GTAT...TTTG gaccc GTAT...TTTG ggggagccc GTATAGTAAAS® 1
3raccc GTAT...TITTIG gtcaccc GTAT...TTTG ggtcccc GTATAGTAAAS" 1
3raccc GTAT...TTITG gggaccc GTAT...TTIG gtcacccc GTATAGTAAAS' 1
3'aaaaccc GTAT...TTTIG ggacccc GTAT...TTTG gccece GTATAGTAAAS" 1
3'taaccc GTAT...TTTG ggtcce GTAT...TTTG ggggaccc GTATAGTAAAS' 1
3raaaaccc GTAT...TTTG gacccc GTAT...TTTG ggtcccc GTATAGTAAAS" 1

1 40 1 34
3'geee GTAT...TTTG gcce GTAT...GAC gcaaaccc GTATAGTAAAS' 1
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Fig. 7

MiRNAX IA-P1 RNA

3" 5'CGCCUUGGCCGUACA..GUGAU 3'AmMO
57 3’ ATGT..CACTA 5°
Pc DNA primer

5 ' NNCGCUUCAGAGAGAAAUC
3’ NNGCGAAGTCTCTCTTTAG

Reads
TCGCGAAGTCTCTCTTTAG 11794
TCGCGAAGTCTCTCTTTAG 10235
CCGCGAAGTCTCTCTTTAG 7929
TCGCGAAGTCTCTCTTTAG 6468
CCGCGAAGTCTCTCTTTAG 6134
TCGCGAAGTCTCTCTTTAG 6111
ACGCGAAGTCTCTCTTTAG 5795
TAGCGAAGTCTCTCTTTAG 5040
ATGCGAAGTCTCTCTTTAG 4884
TTGCGAAGTCTCTCTTTAG 4831
CCGCGAAGTCTCTCTTTAG 4682
CTGCGAAGTCTCTCTTTAG 3943
TTGCGAAGTCTCTCTTTAG 3928
ACGCGAAGTCTCTCTTTAG 3632
CAGCGAAGTCTCTCTTTAG 3546
aCCGCGAAGTCTCTCTTTAG 5213
aCCGCGAAGTCTCTCTTTAG 4788
aCCGCGAAGTCTCTCTTTAG 4590
aCAGCGAAGTCTCTCTTTAG 4272
aCAGCGAAGTCTCTCTTTAG 3457
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