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1: Wild type recognition sequence
2: Mutation type recognition sequence
3. Introduction cassette
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1: Morphological abnormality induction gene
2: Recombinase gene

3: Vector

4: Removal

5: Site-specific recombination with host DNA
6: Recognition sequence

7: Introduction cassette
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Fig. 3

1: Morphological abnormality induction gene
2: Recombinase gene 1

3. Recombinase gene 2

4: Vector

5. Removal

6: Site-specific recombination with host DNA
7: Recognition sequence recognizable by
recombinase encoded by recombinase gene 1
8. Recognition sequence recognizable by
recombinase encoded by recombinase gene 2
9: Introduction cassette
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. Introduction cassette

: Recombinase gene

: Desired gene

: Vector

: Recombinase

: Removal

: Site-specific recombination
: Host DNA

: Recognition sequence
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: Introduction cassette

: Recombinase gene

: Desired gene

: Vector

: Recombinase

: Site-specific recombination
: Host DNA

: Recognition sequence
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1: Infroduction cassette

2: Recombinase gene

3: Desired gene

4: Vector

5: Recombinase

6: Site-specific recombination

7. Host DNA

8: Wild type recognition sequence

g: Mutation type recognition sequence
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1. Recombinase gene

2: Vector

3: Non-specific recombination
4: Host DNA

5: Recombinase

6: Site-specific recombination
7: Recognition sequence

8: Introduction cassetite
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: Recombinase gene

- Vector

: Non-specific recombination
: Host DNA

: Recombinase

: Site-specific recombination
: Recognition sequence

: Introduction cassette
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: Lethal induction gene

: Recombinase gene

> Vector

. Non-specific recombination
: Host DNA

. Lethal

: Recognition sequence

: Introduction cassette
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- Morphological abnormality induction gene
: Recombinase gene

. Vector

: Non-specific recombination

: Host DNA

: No normal redifferentiation

: Recognition sequence

. Introduction cassette
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: Morphological abnormality induction gene
: Recombinase gene

: Vector

: Non-specific recombination

: Host DNA

: Recombinase

: Site-specific recombination

: Recognition sequence

. Introduction cassette
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1. Morphological abnormality induction gene
2: Recombinase gene
3: Desired gene

4: Vector

5: Recombinase

6: Removal

7: Site-specific recombination

8: Host DNA

9: Recognition sequence
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: Morphological abnormality induction gene
: Recombinase gene

: Vector

. Recombinase

: Desired gene

: Promoter

: Site-specific recombination

: Selective marker sfructural gene
: Host DNA

10: Expression

11: Recognition sequence

12: Terminator
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1: Morphological abnormality induction gene

2: Recombinase gene

3: Desired gene

4; Selective marker gene 1

5: Vector

6: Recombinase

7: Removal

8: Site-specific recombination
9: Selective marker gene 2
10: Host DNA
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1. Removal

2: Site-specific recombination
3: Host DNA

4: Recombinant
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1: Removal

2: Site-specific recombination
3: Host DNA
4: Recombinant
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P2. EcoR 1

6.9

P7. HindIL
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1: Vector for introducing desired gene
2. Desired

3: Vector

4: Recombinase

5: Site-specific recombination

6: Host DNA

7. Recognition sequence
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SEQUENCE LISTING
<110> Nippen Paper Industries Co., Ltd.
120> Novel Vector
<130> P04889400

<160> JP 2003-193227
{151> 2003-06-03

{150> JP 2003-436431
<{161> 2003-12-09

160> 12

2100 1

211> 28

{212> DNA

{213> Artificial Sequence

Q220>
223> primer for PCR

<400> 1
gctectagage atgtggagge taacagtg

210> 2

211> 28

<212> DNA

<213> Artificial Sequence

(220>
<223> primer for PCR

<400> 2

gegagetete agtgetetac gtaggecg

<210> 3

211> 20

<212> DNA

{213> Artificial Sequence

220>
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28

28




223> primer for PCR

<400> 3
tgaacgaaat agacagatcg

<210> 4

21L> 24

{212> DNA

<213> Artificial Sequence

220>
(223> primer for PCR

<400> 4
attcgcaggg gataacgcag gaaa

210> 5

211> 20

<212> DNA

213> Artificial Sequence

<2200
223> primer for PCR

<400> 5
cgtetgtecga gaagtttctig

210> 6

<211> 20

<212> DNA

213> Artificial Sequence

220>
<223> primer for PCR

<400> 6
ctatcggega gtactictac

210> 7

<211> 20

<212> DNA

{213> Artificial Sequence

20

24

20

20
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{2205
<223> primer for PCR

<400> 7
acaatcccac tatccttege

{210> 8

<211> 20

<{212> DNA

£213> Artificial Sequence

{2207
<223> primer for PCR

<400> 8
tgecatcggeg aactgategt

{210> 9

211> 19

212> DNA

<213> Artifiecial Sequence

{2207
223> primer for PCR

<400> 9
cagcagggga aggggatag

210> 10

<211> 18

<212> DNA

{213> Artificial Sequence

{220>
223> primer for PCR

400> 10

gatgcaatag gtcagete

<210> 1t
<211 25

20

20

19

18
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<212> DNA
<213> Artifieial Sequence

{220>
223> primer for PCR

<400> 11
cgttcggtig geagaageta tgaaa

210> 12

211> 20

<212> DNA

213> Artificial Sequence

220>
223> primer for PCR

<400> 12
cagaaacttc tcgacagacg
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