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Figure 13 
 

 

 

 

 

Column/Operation 

Log10 Reduction of Model Virus
 

MuLV PRV Reo-3 MVM 

Inactivation with Triton 

X-100 

 

≥ 4.74 

 

≥ 5.16 
N/A N/A 

DEAE- Sepharose 
 

> 4.02 

 

> 3.01 

 

N/A
 

 

1.22
 

CHT 
 

2.59 
4.11 N/A

 
1.32

 

SP Sepharose ≥ 4.95 5.72 2.07 3.87 

Nano filtration ≥ 6.88 ≥ 7.76 ≥ 7.46 7.20 

Overall reduction ≥ 23.18 ≥ 25.76 ≥ 9.53 13.61 

Theoretical maximal viral 

load per dose 
< 6.9 N/A N/A N/A 

Safety margin ≥ 16.28 N/A N/A N/A 

 

 

Figure 14 
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O-link Glycan Profile of MOD-4023  

Structure Glycan 

Units 

% Peak Area 

MOD-4023 

sample#1 

MOD-4023 

sample#2 

Galb1,3-GalN 
 

1.76 5.4 6.4 

SAa2,3-Gal (peeling) 
 

2.25 11.2 14.2 

Unknown  2.97 5.6 6.1 

SAa2,3-Galb 1,2-GalN 
 

3.02 71.0 69.8 

SAa2,3-Galb 1,3-(SAa2,6)-GalN 

 

4.72 6.8 3.5 

 
 

 

 

 

 

Sialic Acid Type in MOD-4023 Samples 

Sialic Acid Type MOD-4023 sample#1 MOD-4023 sample#2 

 % abundance (average)  % abundance (average)  

Neu5Gc
1

 n.d  0.45  

Neu5Ac
2

 98.65 95.95  

Unknown n.d.  0.45  

Neu5,9Ac2
3

 1.35 3.1 
1
Neu5Gc-NGNA 

2
Neu5Ac- NANA 

3
Neu5,9Ac2 -di acetylated NANA 

n.d –not detected  

 

 

 

 

 

 

 

 

 

Figure 15B 

Figure 15A 
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