1/22

IMAGES
Fig. 1

>TPP-981 VH (PRT)
QVQLKQSGPGLVQPSQSLSITCTVSGFSLTNYGVHWVRQSPGKGLEWLGVIWSGGNTDYNTPFTSRLS INKDNSKSQVFEF
[ === | -————HCDR2-—-—-- |

KMNSLQSNDTAIYYCARALTYYDYEFAYWGQGTLVTVSA
| ~—HCDR3-- |

>TPP-981 VL (PRT)
DILLTQSPVILSVSPGERVSEFSCRASQSIGTNIHWYQQORTNGSPRLLIKYASESISGIPSRFSGSGSGTDEFTLSINSVES
| --~LCDR1-~| | ===~ |

EDIADYYCQONNNWPTTFGAGTKLELK
| -LCDR3-|

>TPP-981 Heavy Chain (PRT)
QVQLKQSGPGLVQPSQSLSITCTVSGFSLTNYGVHWVRQSPGKGLEWLGVIWSGGNTDYNTPFTSRLSINKDNSKSQVFEF

| -~—HCDR3-- |

NSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPELLGGP

SVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKE

YKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEFYPSDIAVEWESNGQPENNYKTTPPVL

DSDGSFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPGK

>TPP-981 Light Chain (PRT)
DILLTQSPVILSVSPGERVSFSCRASQSIGTNIHWYQORTNGSPRLLIKYASESISGIPSRFSGSGSGTDFTLSINSVES

| -LCDR3-|



2/22

ESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSENRGEC

>TPP-1015 VH (PRT)
EVQLVESGGGLVQPGGSLRLSCAASGENIKDTY THWVRQAPGKGLEWVARIYPTNGYTRYADSVKGRFTISADTSKNTAY
|- | -———- HCDR2----- |
HCDR1
LQMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGTLVTVSS
| -—HCDR3-- |

>TPP-1015 VL (PRT)
DIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQKPGKAPKLLIYSASFLYSGVPSRFSGSRSGTDFTLTISSLQP
| ~—LCDR1--| | ————— |

EDFATYYCQQHYTTPPTFGQGTKVEIK
| -LCDR3-|

>TPP-1015 Heavy Chain (PRT)
EVQLVESGGGLVQPGGSLRLSCAASGFNIKDTYIHWVRQAPGKGLEWVARIYPTNGYTRYADSVKGRFTISADTSKNTAY

=== | ===~ HCDR2----~ |
HCDR1

LOMNSLRAEDTAVYYCSRWGGDGFYAMDYWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVS

| -~HCDR3-- |

WNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGK

EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV

LDSDGSFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPGK

>TPP-1015 Light Chain (PRT)
DIQMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQOKPGKAPKLLIYSASFLYSGVPSRFSGSRSGTDETLTISSLOP

| -LCDR3-|



3/22

ESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSEFNRGEC

>TPP-6013 VH (PRT)
QVOLOESGPGLVKPSQSLSLTCSVTDYSITSGYYWNWIRQFPGNKLEWMGYISYDGSNNYNPSLKNRISITRDTSKNQFFE
|====| | -=—-HCDR2----~- |

>TPP-6013 VL (PRT)
DIMMSQSPSSLAVSVGEKFTMTCKSSQSLEFFGSTOKNYLAWYQQKPGQOSPKLLIYWASTRESGVPDRFTGSGSGTDFTLA

ISSVMPEDLAVYYCQQYYNYPWTEFGGGTKLEIK
| -LCDR3-|

>TPP-6013 Heavy Chain (PRT)
QVQLOESGPGLVKPSQSLSLTCSVTDYSITSGYYWNWIRQFPGNKLEWMGYISYDGSNNYNPSLKNRISITRDTSKNQFF

GALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSV

FLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYK

CKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGOQPENNYKTTPPVLDS
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LDSDGSFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPG

>TPP-7006 Light Chain (PRT)
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WNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGG

PSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGK

EYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPV

LDSDGSFFLYSKLTVDKSRWQQOGNVESCSVMHEALHNHYTQKSLSLSPG

>TPP-9476 Light Chain (PRT)
DIVMTQSPDSLAVSLGERATINCESSQSVLNSGNQKNYLTWYQQKPGQPPKLLIYWASTRESGVPDRFSGSGSGTDFTLT
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>TPP-9574 VL (PRT)
DIVMTQSPLSLPVTPGEPASISCRSQKSRLSRMGITPLNWYLQKPGQSPQLLIYRMSNLASGVPDRFSGSGSGTDFTLKI
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>TPP-9574 Heavy Chain (PRT)
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SGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFELEP

PKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVS

NKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGOQPENNYKTTPPVLDSDGSF

FLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPG

>TPP-9574 Light Chain (PRT)
DIVMTQSPLSLPVTPGEPASISCRSQKSRLSRMGITPLNWYLQKPGQSPQLLIYRMSNLASGVPDRFSGSGSGTDFTLKI
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>TPP-9580 VH (PRT)
EVQLVESGGGLIQPGGSLRLSCAASGFTFSTSGMHWVRQAPGKGLEWVSYISSSSGEFVYADAVKGRFTISRDNSKNTLYL
[==—1 | -———-HCDR2----- |
HCDR1

QOMNSLRAEDTAVYYCARSEAAFWGQGTLVTVSS

>TPP-9580 VL (PRT)
DIVMTQSPLSLPVTPGEPASISCRSQKSRLSRMGITPLNWYLQKPGQSPQLLIYRMSNLASGVPDRFSGSGSGTDFTLKI
| ~————LCDR1-—--- | | ————— [

SRVEAEDVGVYYCAQFLEYPPTFGQGTKLEIK
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>TPP-9580 Heavy Chain (PRT)
EVQLVESGGGLIQPGGSLRLSCAASGFTFSTSGMHWVRQAPGKGLEWVSYISSSSGEVYADAVKGRFTISRDNSKNTLYL
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QOMNSLRAEDTAVYYCARSEAAFWGQGTLVTVSSASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALT
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SGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFELEP

PKPKDTLMISRTPEVTCVVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVS

NKALPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGEFYPSDIAVEWESNGOQPENNYKTTPPVLDSDGSF

FLYSKLTVDKSRWQQGNVESCSVMHEALHNHYTQKSLSLSPG

>TPP-9580 Light Chain (PRT)
DIVMTQSPLSLPVTPGEPASISCRSQKSRLSRMGITPLNWYLQKPGQSPQLLIYRMSNLASGVPDRFSGSGSGTDFTLKI

| -LCDR3-|

SGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLSSPVTKSFNRGEC
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Fig. 2

<SEQ ID NO:1>
QOVOQLKQOSGPGLVQPSQSLSITCTVSGESLTNYGVHWVROSPGKGLEWLGVIWSGGNTDYNTPETSR
LSINKDNSKSQVEFFKMNSLOQSNDTAIYYCARALTYYDYEFAYWGQGTLVTVSA

<SEQ ID NO:2>
NYGVH

<SEQ ID NO:3>
VIWSGGNTDYNTPETS

<SEQ ID NO:4>
ALTYYDYEFAY

<SEQ ID NO:5>
DILLTQSPVILSVSPGERVSEFSCRASQSIGTNIHWYQQORTNGSPRLLIKYASESISGIPSRESGSG
SGTDFTLSINSVESEDIADYYCQONNNWPTTFGAGTKLELK

<SEQ ID NO:6>
RASQSIGTNIH

<SEQ ID NO:7>
YASESIS

<SEQ ID NO:8>
QONNNWPTT

<SEQ ID NO:9>
QOVOLKOSGPGLVQPSQSLSITCTVSGESLTNYGVHWVROSPGKGLEWLGVIWSGGNTDYNTPETSR
LSINKDNSKSQVEFFKMNSLQSNDTAIYYCARALTYYDYEFAYWGQGTLVTVSAASTKGPSVEPLAP
SSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTEFPAVLOSSGLYSLSSVVTVPSSSLGTQ
TYICNVNHKPSNTKVDKRVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCV
VVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKAL
PAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEFYPSDIAVEWESNGQPENNYKTT
PPVLDSDGSFFLYSKLTVDKSRWOQOGNVESCSVMHEALHNHYTQKSLSLSPGK
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<SEQ ID NO:10>
DILLTQSPVILSVSPGERVSEFSCRASQSIGTNIHWYQORTNGSPRLLIKYASESISGIPSRESGSG
SGTDFTLSINSVESEDIADYYCQONNNWPTTEFGAGTKLELKRTVAAPSVEIFPPSDEQLKSGTASV
VCLLNNEFYPREAKVOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTH
QGLSSPVTKSEFNRGEC

<SEQ ID NO:11>
EVOLVESGGGLVQPGGSLRLSCAASGENIKDTYTHWVRQAPGKGLEWVARIYPTNGYTRYADSVKG
REFTISADTSKNTAYLOMNSLRAEDTAVYYCSRWGGDGEFYAMDYWGQGTLVTVSS

<SEQ ID NO:12>
DTYIH

<SEQ ID NO:13>
RIYPTNGYTRYADSVKG

<SEQ ID NO:14>
WGGDGFYAMDY

<SEQ ID NO:15>
DIOMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQKPGKAPKLLIYSASFLYSGVPSRESGSR
SGTDFTLTISSLQPEDFATYYCQQHYTTPPTFGQGTKVEIK

<SEQ ID NO:16>
RASQDVNTAVA

<SEQ ID NO:17>
SASFLYS

<SEQ ID NO:18>
QOQHYTTPPT

<SEQ ID NO:19>
EVOLVESGGGLVQPGGSLRLSCAASGENIKDTYTHWVRQAPGKGLEWVARIYPTNGYTRYADSVKG
REFTISADTSKNTAYLOMNSLRAEDTAVYYCSRWGGDGEFYAMDYWGQGTLVIVSSASTKGPSVEPLA
PSSKSTSGGTAALGCLVKDYFPEPVIVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGT
QTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLEFPPKPKDTLMISRTPEVTC
VVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKA
LPAPIEKTISKAKGQPREPQVYTLPPSREEMTKNQVSLTCLVKGEYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSEFFLYSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPGK

<SEQ ID NO:20>
DIOMTQSPSSLSASVGDRVTITCRASQDVNTAVAWYQQOKPGKAPKLLIYSASFLYSGVPSRESGSR
SGTDFTLTISSLOQPEDFATYYCQOQHYTTPPTFGQGTKVEIKRTVAAPSVEIFPPSDEQLKSGTASV
VCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTH
OGLSSPVTKSEFNRGEC

<SEQ ID NO:21>
QVOLQESGPGLVKPSQSLSLTCSVTIDYSITSGYYWNWIRQFPGNKLEWMGYISYDGSNNYNPSLKN
RISITRDTSKNQFFLKLSSVITEDTATYYCSRGEGEYFDSWGQGTTLTVSS

<SEQ ID NO:22>
SGYYWN
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<SEQ ID NO:23>
YISYDGSNNYNPSLKN

<SEQ ID NO:24>
GEGFYFEDS

<SEQ ID NO:25>
DIMMSQSPSSLAVSVGEKEFTMTCKSSQSLEFEFGSTOQKNYLAWYQQKPGQSPKLLIYWASTRESGVPED
RFTGSGSGTDFTLAISSVMPEDLAVYYCQQOYYNYPWTEFGGGTKLEIK

<SEQ ID NO:26>
KSSQSLEFFGSTQKNYLA

<SEQ ID NO:27>
WASTRES

<SEQ ID NO:28>
QOYYNYPWT

<SEQ ID NO:29>
QVOLQESGPGLVKPSQSLSLTCSVTIDYSITSGYYWNWIRQFPGNKLEWMGYISYDGSNNYNPSLKN
RISITRDTSKNQFFLKLSSVITEDTATYYCSRGEGEFYFDSWGQGTTLTVSSASTKGPSVEFPLAPSS
KSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVIVPSSSLGTQTY
ICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVV
DVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGEYPSDIAVEWESNGQPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPG

<SEQ ID NO:30>
DIMMSQSPSSLAVSVGEKEFTMTCKSSQSLFEFGSTOKNYLAWYQQOKPGQSPKLLIYWASTRESGVPED
RFTGSGSGTDFTLAISSVMPEDLAVYYCQQYYNYPWTFGGGTKLEIKRTVAAPSVFIFPPSDEQLK
SGTASVVCLLNNFYPREAKVQOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVY
ACEVTHQGLSSPVTKSEFNRGEC

<SEQ ID NO:31>
QVOLOOSGPELVKPGASVKMSCKASGYTFTDFITAWVKORTGOQGLEWIGEIYPGTGRTYYSEKEFRG
KATLTADKSSNTAYMQLSSLTSVDSAVYFCARRTIYYDYDGDYWGQGTTLTVSS

<SEQ ID NO:32>
DFIIA

<SEQ ID NO:33>
EIYPGTGRTYYSEKEFRG

<SEQ ID NO:34>
RTIYYDYDGDY

<SEQ ID NO:35>
DIVMTQAAFSNPVTLGTSASISCRSSKSLLHSNGITYLYWYLOKPGQSPQLLIYOMSNLASGVPDR
FSSSGSGTDEFTLRISRVEAEDVGVYYCAHNLELPWTEGGGTKLELK
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<SEQ ID NO:36>
RSSKSLLHSNGITYLY

<SEQ ID NO:37>
OMSNLAS

<SEQ ID NO:38>
AHNLELPWT

<SEQ ID NO:39>
OVOLOOSGPELVKPGASVKMSCKASGYTFTDFITAWVKORTGOGLEWIGEIYPGTGRTYYSEKEFRG
KATLTADKSSNTAYMQLSSLTSVDSAVYFCARRTIYYDYDGDYWGQGTTLTVSSASTKGPSVEPLA
PSSKSTSGGTAALGCLVKDYFPEPVIVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVITVPSSSLGT
QTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLEFPPKPKDTLMISRTPEVTC
VVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKA
LPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGEYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSEFFLYSKLTVDKSRWOOGNVESCSVMHEALHNHYTQKSLSLSPG

<SEQ ID NO:40>
DIVMTQAAFSNPVTLGTSASISCRSSKSLLHSNGITYLYWYLOKPGOSPOQLLIYQOMSNLASGVPDR
FSSSGSGTDFTLRISRVEAEDVGVYYCAHNLELPWTFGGGTKLELKRTVAAPSVEFIFPPSDEQLKS
GTASVVCLLNNEFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYA
CEVTHQGLSSPVTKSEFNRGEC

<SEQ ID NO:41>
QVOLVQOSGAEVKKPGASVKVSCKASGYTFTDFITAWVKQAPGOQGLEWIGEIYPGTGRTYYSEKEFRG
KATLTADTSTSTAYMELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVTVSS

<SEQ ID NO:42>
DFIIA

<SEQ ID NO:43>
EIYPGTGRTYYSEKEFRG

<SEQ ID NO:44>
RTIYYDYDGDY

<SEQ ID NO:45>
DIVMTQSPLSLPVTPGEPASISCRSSKSLLHSNGITYLYWYLOKPGQSPQLLIYOMSNLASGVPDR
FSGSGSGTDEFTLKISRVEAEDVGVYYCAHNLELPWTEGQGTKVEIK

<SEQ ID NO:46>
RSSKSLLHSNGITYLY

<SEQ ID NO:47>
OMSNLAS

<SEQ ID NO:48>
AHNLELPWT

<SEQ ID NO:49>
QVOLVQOSGAEVKKPGASVKVSCKASGYTFTDFITAWVKQAPGQGLEWIGEIYPGTGRTYYSEKEFRG
KATLTADTSTSTAYMELSSLRSEDTAVYFCARRTIYYDYDGDYWGQGTLVIVSSASTKGPSVEPLA
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PSSKSTSGGTAALGCLVKDYFPEPVIVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGT
QTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLEFPPKPKDTLMISRTPEVTC
VVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKA
LPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGEYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSFFLYSKLTVDKSRWOQOGNVESCSVMHEALHNHYTQKSLSLSPG

<SEQ ID NO:50>
DIVMTQSPLSLPVTPGEPASISCRSSKSLLHSNGITYLYWYLOKPGQSPOQLLIYOMSNLASGVPDR
FSGSGSGTDFTLKISRVEAEDVGVYYCAHNLELPWTEFGQGTKVEIKRTVAAPSVFIFPPSDEQLKS
GTASVVCLLNNEFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYA
CEVTHQGLSSPVTKSENRGEC

<SEQ ID NO:51>
EVQLLESGGGLVQPGGSLRLSCAASGEFTEFSSYAMSWVRQAPGKGLEWVSSISGSGGSTLYADSVKG
RETISRDNSKNTLYLOMNSLRAEDTAVYYCAKLTGTSEFDYWGQGTLVTVSS

<SEQ ID NO:52>
SYAMS

<SEQ ID NO:53>
SISGSGGSTLYADSVKG

<SEQ ID NO:54>
LTGTSEDY

<SEQ ID NO:55>
QOSVLTQPPSASGTPGQRVTISCSGSSSNIGSNPVNWYQOLPGTAPKLLIYSNNQRPSGVPDRESGS
KSGTSASLAITGLQSEDEADYYCQSFDSSLKKVEGGGTKLTVL

<SEQ ID NO:56>
SGSSSNIGSNPVN

<SEQ ID NO:57>
SNNQRPS

<SEQ ID NO:58>
QSEDSSLKKV

<SEQ ID NO:59>
EVQLLESGGGLVQPGGSLRLSCAASGEFTEFSSYAMSWVRQAPGKGLEWVSSISGSGGSTLYADSVKG
RETISRDNSKNTLYLOMNSLRAEDTAVYYCAKLTGTSEFDYWGQGTLVIVSSASTKGPSVEPLAPSS
KSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVIVPSSSLGTQTY
ICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLEFPPKPKDTLMISRTPEVTCVVV
DVSHEDPEVKEFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPA
PIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGEFYPSDIAVEWESNGOPENNYKTTPP
VLDSDGSFFLYSKLTVDKSRWQOGNVEFSCSVMHEALHNHYTQKSLSLSPG

<SEQ ID NO:60>
QSVLTQPPSASGTPGQRVTISCSGSSSNIGSNPVNWYQQLPGTAPKLLIYSNNQRPSGVPDRESGS
KSGTSASLAITGLQSEDEADYYCQSFDSSLKKVEGGGTKLTVLGQPKAAPSVTLEFPPSSEELQANK
ATLVCLISDFYPGAVTVAWKADSSPVKAGVETTTPSKQSNNKYAASSYLSLTPEQWKSHRSYSCQV
THEGSTVEKTVAPTECS
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<SEQ ID NO:61>
QOVOLVQSGAEVKKPGSSVKVSCKASGGTEFSDYYMKWVRQAPGQGLEWMGDIIPSNGATEFYNQKEKG
QVTITADESTSTAYMELSSLRSEDTAVYYCARSHLLRASWFAYWGQGTLVTVSS

<SEQ ID NO:62>
DYYMK

<SEQ ID NO:63>
DIIPSNGATFYNQKFKG

<SEQ ID NO:64>
SHLLRASWEAY

<SEQ ID NO:65>
DIVMTQSPDSLAVSLGERATINCESSQSVLNSGNQKNYLTWYQQOKPGOQPPKLLIYWASTRESGVPD
REFSGSGSGTDFTLTISSLOAEDVAVYYCONDYSYPYTEFGQGTKLEIK

<SEQ ID NO:66>
ESSQSVLNSGNQKNYLT

<SEQ ID NO:67>
WASTRES

<SEQ ID NO:68>
ONDYSYPYT

<SEQ ID NO:69>
QVOLVQOSGAEVKKPGSSVKVSCKASGGTEFSDYYMKWVRQAPGQGLEWMGDIIPSNGATEFYNQKEKG
QVTITADESTSTAYMELSSLRSEDTAVYYCARSHLLRASWFAYWGQGTLVIVSSASTKGPSVEPLA
PSSKSTSGGTAALGCLVKDYFPEPVIVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGT
QTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTC
VVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKA
LPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGEFYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSFFLYSKLTVDKSRWOOGNVESCSVMHEALHNHYTQKSLSLSPG

<SEQ ID NO:70>
DIVMTQSPDSLAVSLGERATINCESSQSVLNSGNQKNYLTWYQQKPGOQPPKLLIYWASTRESGVPED
RESGSGSGTDFTLTISSLOAEDVAVYYCONDYSYPYTFGQGTKLEIKRTVAAPSVEFIFPPSDEQLK
SGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVY
ACEVTHQGLSSPVTKSENRGEC

<SEQ ID NO:71>
EVOLLESGGGLVQPGGSLRLSCAVSDYSITSGYYWNWIRQAPGKKLEWMGYISYDGSNNYNPSLKN
GRITISRDTSKNTEFYLOMNSLRAEDTAVYYCARGEGEYEFDSWGQGTLVTVSS

<SEQ ID NO:72>
SGYYWN

<SEQ ID NO:73>
YISYDGSNNYNPSLKNG

<SEQ ID NO:74>
GEGFYEDS
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<SEQ ID NO:75>
EIVLTQSPGTLSLSPGERATLSCKSSQSLEFGSTORKNYLAWYQQKPGQAPRLLIYWASTRESGIPD
REFSGSGSGTDFTLTISRLEPEDFAVYYCQQOYYNYPWTEFGQGTKLEIK

<SEQ ID NO:76>
KSSQSLFFGSTQKNYLA

<SEQ ID NO:77>
WASTRES

<SEQ ID NO:78>
QQYYNYPWT

<SEQ ID NO:79>
EVOLLESGGGLVQPGGSLRLSCAVSDYSITSGYYWNWIRQAPGKKLEWMGYISYDGSNNYNPSLKN
GRITISRDTSKNTEFYLOMNSLRAEDTAVYYCARGEGEYEFDSWGQGTLVTVSSASTKGPSVEPLAPS
SKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVIVPSSSLGTQT
YICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVV
VDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALP
APIEKTISKAKGOQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTP
PVLDSDGSFFLYSKLTVDKSRWOQOGNVESCSVMHEALHNHYTQKSLSLSPG

<SEQ ID NO:80>
EIVLTQSPGTLSLSPGERATLSCKSSQSLEFGSTOKNYLAWYQQKPGQAPRLLIYWASTRESGIPD
REFSGSGSGTDFTLTISRLEPEDFAVYYCQQYYNYPWTFGQGTKLEIKRTVAAPSVEIFPPSDEQLK
SGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVY
ACEVTHQGLSSPVTKSENRGEC

<SEQ ID NO:81>
QOVOLVQOSGAEVKKPGSSVKVSCKASGGTEFSDYYMKWVROAPGOGLEWMGDIIPSNGATEFYNQKFEKG
RVTITADESTSTAYMELSSLRSEDTAVYYCARSHLLRASWFAYWGQGTLVTVSS

<SEQ ID NO:82>
DYYMK

<SEQ ID NO:83>
DIIPSNGATEFYNQKFKG

<SEQ ID NO:84>
SHLLRASWEAY

<SEQ ID NO:85>
DIVMTQSPDSLAVSLGERATINCESSQSVLNSGNOQKNYLTWYQOKPGOQPPKLLIYWASTRESGVPD
RFSGSGSGTDFTLTISSLOAEDVAVYYCONDYSYPYTFGQOGTKLEIK

<SEQ ID NO:86>
ESSQSVLNSGNQKNYLT

<SEQ ID NO:87>
WASTRES
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<SEQ ID NO:88>
ONDYSYPYT

<SEQ ID NO:89>
QVOLVQOSGAEVKKPGSSVKVSCKASGGTEFSDYYMKWVRQAPGQGLEWMGDIIPSNGATEFYNQKFEFKG
RVTITADESTSTAYMELSSLRSEDTAVYYCARSHLLRASWFAYWGQGTLVIVSSASTKGPSVEPLA
PSSKSTSGGTAALGCLVKDYFPEPVIVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGT
QTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTC
VVVDVSHEDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKA
LPAPIEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGEFYPSDIAVEWESNGQPENNYKT
TPPVLDSDGSEFFLYSKLTVDKSRWOQOGNVESCSVMHEALHNHYTOKSLSLSPG

<SEQ ID NO:90>
DIVMTQSPDSLAVSLGERATINCESSQSVLNSGNQKNYLTWYQQOKPGOQPPKLLIYWASTRESGVPD
REFSGSGSGTDFTLTISSLOAEDVAVYYCONDYSYPYTFGQGTKLEIKRTVAAPSVEIFPPSDEQLK
SGTASVVCLLNNFYPREAKVOWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVY
ACEVTHQGLSSPVTKSENRGEC

<SEQ ID NO:91>
EVOLVESGGGLIQPGGSLRLSCAASGEFTEFSTSGMHWEFROQAPGKGLEWVAYISSSSGEVYADAVKGR
FTISRDNSKNTLYLOMNSLRAEDTAVYYCARSEAAFWGQGTLVTVSS

<SEQ ID NO:92>
TSGMH

<SEQ ID NO:93>
YISSSSGEVYADAVKG

<SEQ ID NO:94>
SEAAF

<SEQ ID NO:95>
DIVMTQSPLSLPVTPGEPASISCRSQKSRLSRMGITPLNWYLOKPGOSPOLLIYRMSNLASGVPDR
FSGSGSGTDFTLKISRVEAEDVGVYYCAQFLEYPPTEFGQGTKLEIK

<SEQ ID NO:96>
RSQKSRLSRMGITPLN

<SEQ ID NO:97>
RMSNLAS

<SEQ ID NO:98>
AQFLEYPPT

<SEQ ID NO:99>
EVOLVESGGGLIQPGGSLRLSCAASGEFTEFSTSGMHWEFROAPGKGLEWVAYISSSSGEVYADAVKGR
FTISRDNSKNTLYLOMNSLRAEDTAVYYCARSEAAFWGQGTLVTVSSASTKGPSVFPLAPSSKSTS
GGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVTVPSSSLGTQTYICNV
NHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLEFPPKPKDTLMISRTPEVTCVVVDVSH
EDPEVKFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTIEK
TISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGEYPSDIAVEWESNGOPENNYKTTPPVLDS
DGSEFFLYSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPG
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<SEQ ID NO:100>
DIVMTQSPLSLPVTPGEPASISCRSQKSRLSRMGITPLNWYLOKPGQSPOQLLIYRMSNLASGVPDR
FSGSGSGTDFTLKISRVEAEDVGVYYCAQFLEYPPTEFGQGTKLEIKRTVAAPSVEFIFPPSDEQLKS
GTASVVCLLNNEYPREAKVOQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYA
CEVTHQGLSSPVTKSEFNRGEC

<SEQ ID NO:101>
EVOLVESGGGLIQPGGSLRLSCAASGEFTEFSTSGMHWVRQAPGKGLEWVSYISSSSGEVYADAVKGR
FTISRDNSKNTLYLOMNSLRAEDTAVYYCARSEAAFWGQGTLVTVSS

<SEQ ID NO:102>
TSGMH

<SEQ ID NO:103>
YISSSSGEVYADAVKG

<SEQ ID NO:104>
SEAAF

<SEQ ID NO:105>
DIVMTQSPLSLPVTPGEPASISCRSQKSRLSRMGITPLNWYLOKPGOSPOQLLIYRMSNLASGVPDR
FSGSGSGTDFTLKISRVEAEDVGVYYCAQFLEYPPTEFGQGTKLEIK

<SEQ ID NO:106>
RSQKSRLSRMGITPLN

<SEQ ID NO:107>
RMSNLAS

<SEQ ID NO:108>
AQFLEYPPT

<SEQ ID NO:109>
EVOLVESGGGLIQPGGSLRLSCAASGEFTEFSTSGMHWVROQAPGKGLEWVSYISSSSGEVYADAVKGR
FTISRDNSKNTLYLQOMNSLRAEDTAVYYCARSEAAFWGQGTLVTVSSASTKGPSVFPLAPSSKSTS
GGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLOSSGLYSLSSVVIVPSSSLGTQTYICNV
NHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLGGPSVFLEFPPKPKDTLMISRTPEVTCVVVDVSH
EDPEVKENWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAPTEK
TISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGEYPSDIAVEWESNGOPENNYKTTPPVLDS
DGSEFFLYSKLTVDKSRWQOGNVESCSVMHEALHNHYTQKSLSLSPG

<SEQ ID NO:110>
DIVMTQSPLSLPVTPGEPASISCRSQKSRLSRMGITPLNWYLOKPGOSPOLLIYRMSNLASGVPDR
FSGSGSGTDFTLKISRVEAEDVGVYYCAQFLEYPPTFGQGTKLEIKRTVAAPSVEFIFPPSDEQLKS
GTASVVCLLNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYA
CEVTHQGLSSPVTKSEFNRGEC

<SEQ ID NO:111>

MVLLWLTLLLTALPCLLQTKEDPNPPITNLRMKAKAQQLTWDLNRNVTDIECVKDADY SMPAVNNS
YCQFGAISLCEVINYTVRVANPPESTWILEPENSGKPWAGAENLTCWIHDVDFLSCSWAVGPGAPA
DVQYDLYLNVANRRQOYECLHYKTDAQGTRIGCREFDDISRLSSGSQSSHILVRGRSAAFGIPCTDK
FVVEFSQIETILTPPNMTAKCNKTHSFMHWKMRSHENRKFRYELQTIQKRMOPVITEQVRDRTSFQOLLN
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PGTYTVQIRARERVYEFLSAWSTPQREFECDQEEGANTRAWRTSLLIALGTLLALVCVEVICRRYLV
MORLEFPRIPHMKDPIGDSFONDKLVVWEAGKAGLEECLVTEVQVVQKT

<SEQ ID NO:112>
MNYPLTLEMDLENLEDLFWELDRLDNYNDTSLVENHLCPATEGPLMASFKAVEVPVAYSLIFLLGV
IGNVLVLVILERHRQTRSSTETFLFHLAVADLLLVFILPFAVAEGSVGWVLGTFLCKTVIALHKVN
FYCSSLLLACIAVDRYLAIVHAVHAYRHRRLLSTIHITCGTIWLVGFLLALPEILFAKVSQGHHNNS
LPRCTFSQENQAETHAWFTSREFLYHVAGFLLPMLVMGWCYVGVVHRLROAQRRPOQROKAVRVAILV
TSIFFLCWSPYHIVIFLDTLARLKAVDNTCKLNGSLPVAITMCEFLGLAHCCLNPMLYTFAGVKER
SDLSRLLTKLGCTGPASLCQLFPSWRRSSLSESENATSLTTFE

<SEQ ID NO:113>
MLRRRGSPGMGVHVGAALGALWEFCLTGALEVQVPEDPVVALVGTDATLCCSEFSPEPGFSLAQLNLT
WOLTDTKQLVHSFAEGODQGSAYANRTALFPDLLAQGNASLRLOQRVRVADEGSFTCEFVSIRDEGSA
AVSLOVAAPYSKPSMTLEPNKDLRPGDTVTITCSSYQGYPEAEVEFWODGOGVPLTGNVITTSQOMANE
QOGLFDVHSILRVVLGANGTYSCLVRNPVLOODAHSSVTITPOQRSPTGAVEVQVPEDPVVALVGTDA
TLRCSEFSPEPGFSLAQLNLIWQLTDTKOQLVHSFTEGRDQGSAYANRTALFPDLLAQGNASLRLORV
RVADEGSFTCEVSIRDFGSAAVSLQVAAPYSKPSMTLEPNKDLRPGDTVTITCSSYRGYPEAEVEW
ODGQGVPLTGNVTTSQOMANEQGLEDVHSVLRVVLGANGTYSCLVRNPVLQODAHGSVTITGQPMTFE
PPEALWVTVGLSVCLIALLVALAFVCWRKIKQSCEEENAGAEDODGEGEGSKTALQPLKHSDSKED
DGQEIA

<SEQ ID NO:114>
MARGSLRRLLRLLVLGLWLALLRSVAGEQAPGTAPCSRGSSWSADLDKCMDCASCRARPHSDFCLG
CAAAPPAPFRLLWPILGGALSLTEVLGLLSGFLVWRRCRRREKFTTPIEETGGEGCPAVALIQ

<SEQ ID NO:115>
MELAALCRWGLLLALLPPGAASTQVCTGTDMKLRLPASPETHLDMLRHLYQGCQVVQGNLELTYLP
TNASLSEFLODIQEVQGYVLIAHNQVRQVPLORLRIVRGTQLFEDNYALAVLDNGDPLNNTTPVTGA
SPGGLRELQLRSLTEILKGGVLIQRNPQLCYQDTILWKDIFHKNNQLALTLIDTNRSRACHPCSPM
CKGSRCWGESSEDCQSLTRTVCAGGCARCKGPLPTDCCHEQCAAGCTGPKHSDCLACLHEFNHSGIC
ELHCPALVTYNTDTFESMPNPEGRYTEFGASCVTACPYNYLSTDVGSCTLVCPLHNQEVTAEDGTQR
CEKCSKPCARVCYGLGMEHLREVRAVTSANIQEFAGCKKIFGSLAFLPESFDGDPASNTAPLOPEQ
LOVFETLEEITGYLYISAWPDSLPDLSVFONLOVIRGRILHNGAYSLTLOQGLGISWLGLRSLRELG
SGLALTIHHNTHLCEVHTVPWDQLEFRNPHOALLHTANRPEDECVGEGLACHQLCARGHCWGPGPTQC
VNCSQFLRGQECVEECRVLOGLPREYVNARHCLPCHPECQPONGSVTCFGPEADQCVACAHYKDPP
FCVARCPSGVKPDLSYMPIWKEPDEEGACQPCPINCTHSCVDLDDKGCPAEQRASPLTSIISAVVG
ILLVVVLGVVEFGILIKRROQOKIRKYTMRRLLOETELVEPLTPSGAMPNQAQMRILKETELRKVKVL
GSGAFGTVYKGIWIPDGENVKIPVAIKVLRENTSPKANKEILDEAYVMAGVGSPYVSRLLGICLTS
TVQLVTQLMPYGCLLDHVRENRGRLGSQDLLNWCMQIAKGMSYLEDVRLVHRDLAARNVLVKSPNH
VKITDFGLARLLDIDETEYHADGGKVPIKWMALESILRRRFTHQSDVWSYGVIVWELMTFGAKPYD
GIPAREIPDLLEKGERLPQPPICTIDVYMIMVKCWMIDSECRPRFRELVSEFSRMARDPQREVVIQ
NEDLGPASPLDSTFYRSLLEDDDMGDLVDAEEYLVPQOGFFCPDPAPGAGGMVHHRHRSSSTRSGG
GDLTLGLEPSEEEAPRSPLAPSEGAGSDVEFDGDLGMGAAKGLQSLPTHDPSPLORYSEDPTVPLPS
ETDGYVAPLTCSPQPEYVNQPDVRPQPPSPREGPLPAARPAGATLERPKTLSPGKNGVVKDVFAFG
GAVENPEYLTPQGGAAPQPHPPPAFSPAFDNLYYWDODPPERGAPPSTFKGTPTAENPEYLGLDVP
Y

<SEQ ID NO:116>

MRPSGTAGAALLALLAALCPASRALEEKKVCQGTSNKLTQLGTFEDHFLSLORMEFNNCEVVLGNLE
ITYVORNYDLSFLKTIQEVAGYVLIALNTVERIPLENLOQITRGNMYYENSYALAVLSNYDANKTGL
KELPMRNLQEILHGAVRESNNPALCNVESIQWRDIVSSDFLSNMSMDEFQONHLGSCQKCDPSCPNGS
CWGAGEENCQKLTKITICAQQCSGRCRGKSPSDCCHNQCAAGCTGPRESDCLVCRKFRDEATCKDTC
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PPLMLYNPTTYQOMDVNPEGKYSEFGATCVKKCPRNYVVTDHGSCVRACGADSYEMEEDGVRKCKKCE
GPCRKVCNGIGIGEFKDSLSINATNIKHFKNCTSISGDLHILPVAFRGDSEFTHTPPLDPQELDILK
TVKEITGFLLIQAWPENRTDLHAFENLEI IRGRTKQHGQFSLAVVSLNITSLGLRSLKEISDGDVI
ISGNKNLCYANTINWKKLEGTSGOKTKIISNRGENSCKATGQVCHALCSPEGCWGPEPRDCVSCRN
VSRGRECVDKCNLLEGEPREFVENSECIQCHPECLPQAMNITCTGRGPDNCIQCAHYIDGPHCVKT
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