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Figure 1
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Figure 2
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Figure 3
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Figure 4 : Anti-CD154 CD40L Binding assessment by SPR
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Figure 5
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Figure 6 : Anti-CD154 FcyRIA (CD64) binding assessment by SPR
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Figure 7 : Anti-CD154 Low-Affinity FcyR binding assessment by SPR
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Figure 8
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Figure 10
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Figure 11 : SPR comparability score
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Figure 12 : Anti-CD154 FcyRIA (CD64) binding assessment by SPR
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Figure 12 : Anti-CD154 FcyRIA (CD64) binding assessment by SPR
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Figure 13(a) : Anti-CD154 Low Affinity FCcyR binding assessment by SPR
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Figure 13(b)
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Figure 14
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