SEQUENCE LISTING

<110> Fundacié Institut d'Investigacié en Ciéncies de la Salut
Germans Trias { Pujol
Universitat Autdnoma de Barcelona

<120> Genetic marker for the diagnosis of dementia with Lewy bodies
<130> P1389EPOO

<160> 28

<{70> Patentln version 3.5

<210> 1

<211> 5040

<212> DNA

<213> Homo sapiens

<220>

<221> variation

<222> (3687)..(3687)

<223> single nucleotide polymorphism at position 3687 of NCBI Accession
Number NG_009031 (A3687G)

<220>

<221> variation

<222> (4206}..(4206)

<223> single nucleotide polymorphism at position 4206 of NCBI Accession
Number NG_009031 (A4206G)

<220

<221> variation

<222> (4443)..(4443)

<223> single nucleotide polymorphism at position 4443 of NCBI Accession
Number NG_00903] (C4443T)

<220>

<221> variation

<222> {4780).{4786)

<223> polythymine region from position 4780 to 4786 of NCBI Accession
Number NG_009031

<400> 1
fccattttta tgttactatt tccaggaaaa afttaaaata gecttoatat acaataaaag 60

caagitagat anattatatt gtacttatac anataattaa tacatagpea tataaatgaa 120



gitanaaaaa tattcgatag cattatittg gaaaaactta zagataggtta tatgaaagta 180
ggctaccaaa gactatgtat gatgtattic caaattaget tgaagcanaa ggtacagtty 240
tgcatgagaa taagcaatta aaaaaaagaa agsagcatata tatatatatg gtagcacaaa 300
aatgtoctta gtatccaage icoaggactt tgeectettag tgtgtagitt gtgaactcee 360
letateaget tcacagagpa cagtagtata acgetgicet caagtetact gaaaccaaag 420
cecagggaty tggectagaa atciggatgt ttaaatagea ctttgatgaa tigataatg 480
tgttactitg caatttttet gagagtgaga ctecaaagat agtcaaggot ttgggaagag 540
taaatttaag ccaattcagt anattaggtg ataaacaaag aagettgetg titttctete 600
ttettitaty ttitaaaaca atgagtttct cottttttge tcaagecoty aacaatttag 660
ttcagaattt gttticttac ttigattotg ctggetttge caattccatg aaaatccact 720
tggeaccaca tttcottaga ageteftget ttticttgat thotttotg ttettagagt 780
ctaatatict agtgtctcac caaattgtig ttgtotettt coaaaactee titaaccaaa 840
ctatctgtat cttcatgtaa aaggeaccac agacciceea teactcacte teocttaace 900
ccaasatate tatgigttat coccttacaga tgtocacttce tgcaaggect tecatattag 960
tigetacaac atcactaaap aattttatta cotgtggcte tggacctact tetaatatet 1020
ctggagatat ccaccticaa acaccigeea catecageta tgagggteta gtacctggge 1080
tocagagaca tgticagptt agtictgalt ataagaacat tictctitit tgecagaatt 1140
gtiggaaagt tatctetatt caacagictg tgtaggattt cagaagattg aatatacata 1200
taaatatata tacatacaca catgiatata tacacacaca catatatgta tatgtacttt 1260
giccatgiog tattiggtla ticcaatict gggaaaataa attaagaaaa taattaaaag 1320
atgeactcaa atategatat acasaatgec tatigiaata atacataaaa aaagtcagaa 1380
getaaccteg giatetgtat gatitggage aagttacita aactetttgt ggctatattt 1440
tctcaaatgt aaaataaggt taataatagt gettatitta aaggtagtea tgagttttaa 1500
atgaaticat gtattcaaag tgpatagaat agtgetttca aataatattt attacctaaa 1560

attattatia tcatcatata agtaacaaga patacaaiga accataatat goeeatatga 1620



taatatatca cacagtaatc aaaatatitt aataggaaat 3taatam:atzzl agataaaaag 1680
caagaagaat gatgataage catttgacta ccactatatt tatctatgta actataacca 1740
catacacata tittaaaaaa tipatiggaa tatacaaaat ggtctttica tictetgtga 1800
tatgtaaaat gtagaaatat acttttctgg getggatgea gtagetcaca cotataatce 1860
cageactlig ggaggeogag gtiggtggag cacctgaggt caggaatteg agaccageet 1920
ggccaacata gtgaaatect gigtctacta aaaatacaaa aattagecag atttggtegt 1980
gggtgectgt aatcecaget actcaggagg ctgaggeagg aaaattgett gaacceagga 2040
gpeagaggett geagteagee gagateetge cactgeacte cagectggge gacagagtga 2100
gactccatct caggaaaaaa aasaaaaaat ctatctatet atctatetat ctatetatet 2160
atctaictat ctatetatet atacitatat atactittet ttgttatcea tatteattte 2220
agagaatgca gigetattet aaaaaaaatg aatanaatta atataagttt agageacttt 2280
titggcatca gtatgectaa ggaaaactaa tytataatac aggattaatg tttttcacac 2340
catctcaaat cttactgaat getgetatcet agaaaacagt ggtaactgag ttacaatggg 2400
acctiaaaag caaaaaacca ctgigactgg ctaacfgaaa gtgatcatag agecaaaace 2460
ataatgatly tcotgeccaa gettcageat atatggttge aaaatgtgep cagtgttaat 2520
gecgtgtcaa gtgtetigte gtatticate agtgtegett acaaggeata cteaacattt 2580
aacagcagga tealtaacca tecatgetgt gatgtaatge aatagtgctt cectactaac 2640
cctgaaacaa gelcactglg tgtgacctac atectteoge tggatgagty tgagaaaatg 2700
atgacaccac agaagcaaag cagetgelgt aagtigagee acaaggaaga aactcicaag 2760
acaggaagaa tasatgetit agaggtgcac taaaataatg aatgaactaa tgtggcatag 2820
ctgtgaaatc atgegaggaa aagaactaca gggacagiaa cagaaggigg ttctttgaag 2880
taaagacatt gagaagaaga aaaattgeea actigigtaa tecagttgatg ttgetagtta 2940
gecagtttaa acatgegtta aagataaaga tctgéttgaa accaattatt ttattgtetg 3000
gofteotgtt tanagatgaa aatgaaatat gtgtatatat gtgacatatt ttacctagea 3060

gigagtagat geaggaagcea tginaaaige ttgetgaat tcactaacgt cacaaaatat 3120



tecitaataa tigeocgogtt tgataggetg accttatget 4agcacaggaa acaatgcagt 3180
ggacttgget tggagagaag aattttgaca ttiggatitt taaaaatcat gtatatigaa 3240
cecatgaact ctcatgtgga acatcagatt tactatatit taaacagaaa tgecatcact 3300
ataaaaacca ftgcaaattt gtcaatatac ttecatitaa aaagoctttt cetgettita 3360
ttgattiatt gattaatitt tititgagac aggateteac tetgicacee acgatgaagt 3420
geagtggeac aategtgget tgeagecteg acetectagg ctcaggtgat actettacet 3480
cagetacctc ccaagtaact gggaatgtag gettgeacea ceatgtetga cecattttet - 3540
tgcagaaatt gaglittgct atgtigtcea gacttgtott gaactcceag actgaageaa 3600
tecgeecact taggectect anaatgiteg gattacagic atgaaccact gtgctecace 3660
teetttttct cettttcaga tagattatgt attetgtace tittgtgtaa ctaactigtt 3720
attacataaa ctatattcta aatacattat aaattaitgt patcatgata tttatcattg 3780
aattaacact gectaagtag caaliticac agaaaagata atfttaaaag accaaaatgg 3840
ttattctctt ggaageagtt gacatanaat aacagaataa tacagattaa aattetgttt 3900
tccaacagct actagtggta agaaatatag taagotictg atttgtagaa accttagett 3960
tcteatctga tgaggtgptt aataatatta acteteatat ttgetgaaat aatataaaat 4020
atttaatata aattgicaat tataatgact ggeataaget agaattacaa caaatgetaa 4080
tratatttgc ttgtitgaaa atttaacaci claftaaaag goaaaaaagt gotcaccige 4140
aaatatiaat acatgecttc tgtttagtce atagaaagee cacaagtaag agattcaaaa 4200
gtgaaagcta tcacttacag aagattaaga atatattgea ttgagaagat agggattaag 4260
gagtttatca aaggtitttt aaaaaattat titcctgaac atcatttcaa gaaagataag 4320
cgccaaagac ataaatatat tctecagage atgtgeactg caagttgaca aatgigteic 4380
ttttatagag ttiggtgaag gtattcatt ttattittee tgtottgace agaaaattgt 4440
ggcttcteat catgtatgac tgeetgeagg giettetgaa taggaaatta ccaatgetga 4500

aattigtatg acttaaataa gtgttgaagt gtggoegtig aaaggagata catatcagag 4560

acatccattc agitaataga aciaagfiiti igattigeat agettatate tagageattg 4620



tgtitettat titotatatt actatettet ctaactatat Saattagcaca gattgaaget 4680
ataatggatt tcaataatag cactactita gaalgatgta tacgtctita aatcttaaga 4740
caagcatagg aaatatgtat attcttaaaa asaggaaaat tittttaaag tttagagtta 4800
aangaaacat geatittetg ttacatttca gattattita gitaaagaat ctictatget 4860
titttictic attctiagaa pactacctge aatigtanag catgaatect gtaatactic 4920
tgtanatgaa tcactattge atttatacca ttagectetg aacagaitic aagitgetge 4980

tgccaactet cgegagettt gteagtaaca gitpattgtt acatteagta acactgaatg 5040

<210=> 2

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer for BChE promoter sequencing: BChEprom1UA

<400> 2
tgataggety accgtatget 20

<210=> 3

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer for BChE promoter sequencing: BChEprom1L

<400> 3
accicalcag atgagaaage 20

<2i0> 4

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer for BChE promoter sequencing: BChEprom2UA

<400> 4
tofcttggaa geagttgaca ¢ 21



<210>.5

<21i> 22

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer for BChE promoter sequencing: BChEpromS6

<400> 5
ccatiatagc ficaatetgt ge 22

<210> 6

<211> 24

212> DNA

<213> Artificial Sequence

<220~
<223> Primer for BChE promoter sequencing: BChEprom2UB

<400> 6
agatacatat cagagacatc catt 24

<210> 7

<211> 20

<212> DNA

<213> Antificial Sequence

<220>
<223> Primer for BChE promoter sequencing: BChEprom?2L

<460> 7
gaagagatea cteteateec 20

<210> 8

211> 23

<212> DNA

<213> Antificial Sequence

<220>
<223> Primer for genotyping A-1314G: BChE -1314U

<400> §
teitgaactc ccagactgaa gea 23

<210> 9



<211> 23
<212> DNA
<213> Artificial Sequence

<220> .
<223> Primer for genotyping A-1314G: BChE -1314G

<400> 9
tacacazaag gtacagaata cac 23

<210> 10

<211> 43

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer for genotyping A-1314G: BChE -1314A

<400> 10
ttatgtaata acaagtiagt tacacaaaag gtacagaata cat

<210> 11

<211> 23

<212> DNA

<213> Anificial Sequence

<220>
<223> Primer for genotyping A-795G: BChE -795U

<400> 11
aagtpcfeca cotgoaaata tia 23

<210> 12

<211> 22

<212> DNA

<213> Artificial Sequence

Q20>
<223> Primer for genotyping A-795G: BChE -795G

<400> 12
taatcttcty taagtgatag co 22

<210=> 13
<Z1i> 42
<212> DNA

43



<213> Artificial Sequence

<220>
<223> Primer for genotyping A-795G: BChE -795A

<400> 13
tictcaatge aatatatict taatcttctg taagtgatag ct 42

<210> 14

<211> 22

<212> DNA

<213> Artificial Sequence

220>
<223> Primer for genotyping C-558T: BChE -558L

<400> 14
tgtetetgat atgtatoted t 22

<210> 15

<211> 21

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer for genotyping C-558T: BChE -558CS

<400> 15
tcttgaccag aaaatigtgg ¢ 21

<210> 16

<211> 42

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer for genotyping C-558T: BChE -558TL

<400> 16
taticattit atttitcctg tottgaccag aaaatttgty gt 42

<210> 17

211> 27

<212> DNA

<213> Artificial Sequence



<220>
<223>

<400>

9
Primer for genotyping BehE-K: BehE-4U

17

ctgtactgtg tagitagaga aattgge 27

<Z10>
<211>
<212>
<213>

<220>
<223>

<400>

atggaatcct getttecact cecaticegt

<210>
211>
<212>
<213>

<220>
<223>

<400>

8

30

DNA

Artificial Sequence

Primer for genotyping BehE-K: BchE-K

18

19

50

DNA

Artificial Sequence

Primer for genotyping BehE-K: BehE-W

19

atcatgtaat tgitccageg taggaatceot getttecact cocattetee

210>
<21i>
<212>
<213>

<220>
<223>

<220>
<221>
<222>
<223>

<400>

20

26

DNA

Artificial Sequence

Primer for genotyping polyT: BChEpolyT-U

modified_base

(1).(1)
FAM (6-carboxyfluorescein)

20

tcaataatag cactactiia gaatga 26

<210>

21

30

50



10
<2ii> 23

<212> DNA
<213> Artificial Sequence

<220>
<223> Primer for genotyping polyT: BChEpolyT-L

<400> 21
aggtagictt ctaagaatga aga 23

<210> 22

<211> 22

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer BChE 2U for real time PCR

<400> 22
gagiagatcc atagtgaaac gg 22

<210> 23

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer BChE 6L.RNA for real time PCR

<400> 23
cagegatgga atectgettt 20

<210> 24

<211> 20

<2i2> DNA

<213> Artificial Sequence

<220
<223> Primer beta-actin U2 for real time PCR

<400> 24
totacaatga gotgegtatg 20

<210> 25
<211> 20
<212> DNA



]
<213> Artificial Sequence

<220~
<223> Primer beta-actin L3 for real time PCR

<400> 25
tagatgggea cagtgigggt 20

210> 26

211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Primer GUS-UI for real time PCT

<400> 26
atgtgottgg agagcteatt 20

<210=> 27

<2i1> 20

<212> DNA

<213> Artificial Sequence

<220 ~
<223> Primer GUS-L2 for real time PCR

<400> 27
totetetgoc gagtgaapat 20

<210> 28

<2i1> 1980

<212> DNA

<213> Homo sapiens

<Q20>

<221> variation

<222> (934)..(934)

<223> singie nucleotide polymorphism corresponding to position 68974 of
the NCBI Accession Number NG_009031 (G68974A). ltisthe K
variant polymorphism. This SEQ 1D NOQ: 28 represents the region
from position 68041 to 70020 of this Accession Number.

<400> 28
ggaggcagag gttgegetga gecaagatgg cgecatigea ciccagectg ggiggcaaga 60



12
gtgaacictg fcicaaaaaa aaataaataa ataaaataaa acattgtaft ataataaggg 120

taanatctat gtopaatgat aattaaaaag tfatccitat geattaataa atacagtatg 180
acetitgtat ttgegegita cacatecatyg gatttaacca accacgagic aaaaacattt 240
gataaataaa tacatctata ctaaacatat acagaccttf titicttate attatteett 300
aaacaatata atataataaa cattiacaca geactttcat tatattaggt atgaattatc 360
tagggatgte catggcetiat gtgaaaatgt tatgetatit tacattageg acttgagtat 420
gagaggattt (gotatcect pagaggtoct agaaccaact ccecacaaat actaaggatg 480
actgtagtca tatataattt tcatcagaaa taattatctg ftatataact atatatgiaa 540
atgagaccat taaatgaaat tigtgttatt ttaaagtpgp tcaagaasaag ageataatat 600
ctacatatcc tcttgaaaac taaagaaaat atatgtaatg taattataca taatacaata 660
tatazactca ttttccattt tatatgttat acgttatata aattatatat acattatttg 720
cattticaca taatciptaa agatttiatt aaaatctctt ttcaggenaa gegagetaat 780
aacagataat azagaataaa taaagaasaat satgetgtac tgtgtagtia gagaaaatgg 840
citttgtatt cgaaattatt tticagitas tgaaacagat aaaaatitty attaatacaa 900
cttattccat attttacagg aaatattgat gaageagaat ggpagtepaa ageaggatte 960
categetgga acaattacat gatggactgp aaaaatcaat ttaacgatta cactageaag 1020
aaagaaagtt ptotgpetct ctaattaata gatttacect tatagaaca tatttteett 1080
tagatcaagg caaaaatatc aggagctttt ttacacacct actaaaaaag tattatgta 1140
goigaaacaa aaalgocaga aggataatat igaticetea cateittaac tagtatttt 1200
acctagcatt tcaaaaccea aatggotaga acgtgittaa ttaaatttca caatataaag 1260
ttctacagit aattatptge atattanaac aatggectgg ttcaattict tictttcctt 1320
aataaatita agitittcce cecaaaatta tcagigotet gettitagte acgtetattt 1380
tcattaccac tcgiaaaaag gtalciitit tanatgaati aaatattgaa acactgtaca 1440
ccatagtita caatattatg tticctaatt aaaataagan ttgaatgica atatgagata 1500

ttanaataag cacagaaaat cattggtcte tttgtetitt atatasagge aagaaagaat 1560



13
cttaaaatga gaggctcage cactttaaaa caccttataa  tagaaacaga atgetgetac 1620

caagaaacaa aatataaaaf aatgtaatia titatgtaat goottcaaat tataticttc 1680
atttgactct tgetctoeet cacetectet atectcaaat caccacaaac atgtacatat 1740
gtgaattace tticcgtaat tcaaaaatit ttaaaaagty gptgeataga agictaaagt 1800
taggtigiot accatciggg acagggeaac cottgectgg acccagaaat attaacatat 1860
taataggaaa attgttcaat tccagaagag aaatggttgt acttictgta gacaaactgt 1920

cttatititg caattaaaaa aattacagag ctgcatttat tageatgctt ggeaaggpgag 1980



