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50
PatentIn version 3.5
1
11

PRT

Mus musculus

Lys Ala Ser Gln Asp Ile Asn Lys Tyr Ile Asp

1

<210>
211>
212>
213>

<400>

5 10

2
7
PRT

Mus musculus

Tyr Thr Ser Thr Leu Gln Pro

1

<210>
211>

5

3
8



<212> PRT
<213> Mus musculus

<400> 3

Val Gln Tyr Asp Asp Leu Trp Thr
1 5

210> 4

211> b

<212> PRT

<213> Mus musculus

<400> 4

Ser Tyr Gly Val His
1 5

210> 5

211> 16

212> PRT

<213> Mus musculus

<400> 5

Val Ile Trp Arg Gly Gly Ser Thr Asp Tyr Asn Ala Ala Phe Met Ser
1 5 10 15

210> 6

211> 6

<212> PRT

<213> Mus musculus

<400> 6



His Arg Asp Asp Asp Asp
1 5

210> 7

Q211> 11

<212> PRT

<213> Mus musculus

<400> 7

Lys Ala Ser Gln Asp Ile Asn Lys Tyr Ile Asp
1 5 10

210> 8

Q211> 7

<212> PRT

<213> Mus musculus

<400> 8

Tyr Ala Ser Thr Leu Gln Pro
1 5

210> 9

211> 8

212> PRT

<213> Mus musculus

<400> 9

Leu Gln Tyr Asp Asp Leu Trp Thr
1 5



<210> 10

211> 5

<212> PRT

<213> Mus musculus

<400> 10

Ser Tyr Gly Ile His
1 5

210> 11

211> 16

<212> PRT

<213> Mus musculus

<400> 11

Val Ile Trp Arg Gly Gly Ile Thr Asp Tyr Asn Ala Pro Phe Met Ser
1 5 10 15

210> 12

211> 6

212> PRT

<213> Mus musculus

<400> 12

His Arg Asp Asp Asp Asp

1 )

<210> 13
211> 15
<212> PRT



<213> Mus musculus

<400> 13

Arg Ala Ser Glu Ser Val Asp Asn Tyr Gly Ile Ser Phe Met Asn
1 5 10 15

210> 14

Q11> 7

<212> PRT

<213> Mus musculus

<400> 14

Thr Thr Ser Asn Gln Gly Ser
1 5

<210> 15

211> 9

212> PRT

<213> Mus musculus

<400> 15

Gln Gln Ser Lys Glu Val Pro Tyr Thr
1 5

<210> 16

211> 6

<212> PRT

<213> Mus musculus

<400> 16



Ser Asp Tyr Ala Trp Asn
1 5

210> 17

211> 16

212> PRT

<213> Mus musculus

<400> 17

Tyr Ile Ser Tyr Ser Gly Ser Ser Ser Tyr Asn Pro Ser Leu Lys Gly
1 5 10 15

<210> 18

211> 11

<212> PRT

<213> Mus musculus

<400> 18

Phe Tyr Tyr Arg Phe Asp Ala Tyr Phe Asp Ser
1 5 10

210> 19

211> 15

212> PRT

<213> Mus musculus

<400> 19

Arg Ala Ser Glu Ser Val Glu Tyr Tyr Gly Thr Ser Leu Met His
1 5 10 15

<210> 20



Q211> 7
<212> PRT
<213> Mus musculus

<400> 20

Ser Gly Ser Asn Val Glu Ser
1 5

210> 21

211> 9

212> PRT

<213> Mus musculus

<400> 21

Gln Gln Ser Arg Glu Val Pro Ser Thr
1 5

210> 22

211> 6

212> PRT

<213> Mus musculus

<400> 22

Ser Asp Tyr Ala Trp Asn
1 5

<210> 23

211> 6

<212> PRT

<213> Mus musculus



<400> 23

Ser Asp Tyr Ala Trp Asn
1 5

210> 24

211> 10

212> PRT

<213> Mus musculus

<400> 24

Arg Glu Gly His Tyr Ser Trp Phe Pro Tyr
1 5 10

<210> 25

211> 11

212> PRT

<213> Mus musculus

<400> 25

Arg Ala Ser Glu Asn Ile Tyr Ser Tyr Leu Ala

1 ) 10

<210> 26

Q11> 7

<212> PRT

<213> Mus musculus

<400> 26



Asn Ala Tyr Thr Leu Ala Asp
1 5

210> 27

211> 9

212> PRT

<213> Mus musculus

<400> 27

GIn His His Tyr Arg Thr Pro Pro Thr
1 5

<210> 28

211> b5

<212> PRT

<213> Mus musculus

<400> 28

Asn Tyr Leu Ile Glu
1 5

210> 29

211> 17

212> PRT

<213> Mus musculus

<400> 29

Met Ile Asn Pro Gly Ser Gly Asp Thr Asn Phe Asn Glu Lys Phe Lys
1 5 10 15

Ala



<210> 30
211> 8
212> PRT

<213> Mus musculus

<400> 30

Ser Ser Gln Leu Gly Leu Pro Tyr

1

<210> 31
211> 106
212> PRT

5

<213> Mus musculus

<400> 31

Asp Ile Gln
1

Asp Lys Val

Ile Asp Trp

35

His Tyr Thr
50

Ser Gly Ser
65

Met

Thr

20

Tyr

Ser

Gly

Thr Gln Ser Pro Ser
5

Ile Thr Cys Lys Ala
25

Gln His Lys Pro Gly
40

Thr Leu Gln Pro Gly
55

Arg Asp Tyr Ser Phe
70

Ser

10

Ser

Lys

Ile

Ser

Leu Ser Ala

Gln Asp Ile

Gly Pro Arg

45

Pro Ser Arg
60

Ile Ser Asn
75

Ser Leu Gly
15

Asn Lys Tyr
30

Leu Leu Ile

Phe Ser Gly

Leu Glu Pro
80



Glu Asp Ile Ala Thr Tyr Tyr Cys Val Gln Tyr Asp Asp Leu Trp Thr

85

90

Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys

100

210> 32

211> 111

212> PRT

<213> Mus musculus

<400> 32

Gln Val Gln Leu Lys

1 5

Ser Leu Ser Ile Thr
20

Gly Val His Trp Val

35
Gly Val Ile Trp Arg
50

Ser Arg Leu Ser Ile

65

Lys Met Asn Ser Leu

85

Asn His Arg Asp Trp

100

<210> 33
211> 106
<212> PRT

Gln Ser Gly

Cys Thr Val

Arg Gln Ser
40
Gly Gly Ser
55
Thr Lys Asp
70
Gln Ala Asp

Gly Gln Gly

105

Pro Ser
10

Ser Gly

25

Pro Gly

Thr Asp

Asn Ser

Asp Thr

90
Thr Leu
105

Leu

Phe

Tyr
Lys
75

Ala

Val

Val

Ser

Gly

Asn

60

Ser

Ile

Thr

Gln

Leu

Leu

45

Ala

Gln

Tyr

Val

Pro

Thr

30

Glu

Ala

Val

Tyr

Ser

110

95

Ser Gln
15
Ser Tyr

Trp Leu

Phe Met

Phe Phe
80

Cys Ala

95

Ala



<213> Mus musculus

<400> 33

Asp Ile Gln Met Thr

1 5

Gly Lys Val Thr Ile
20

Ile Asp Trp Tyr Gln

35
His Tyr Ala Ser Thr
50

Ser Gly Ser Gly Arg

65

Glu Asp Ile Ala Thr

85

Phe Gly Gly Gly Thr

100

210> 34
211> 111
212> PRT
<213> Mus musculus

<400> 34

Gln Val Gln Leu Lys
1 5
Ser Leu Ser Ile Thr
20
Gly Ile His Trp Val
35
Gly Val Ile Trp Arg
50

Gln

Thr

His

Leu

70

Tyr

Lys

Gln

Cys

Gly

Ser

Cys

Lys

Gln

55

Tyr

Tyr

Leu

Ser

Thr

Gln

Gly
55

Pro

Lys

Pro

40

Pro

Ser

Cys

Glu

Gly

Val

Ser

40
Ile

Ser

Ala

25

Gly

Gly

Phe

Leu

Ile
105

Pro
Ser
25

Pro

Thr

Ser
10

Ser

Lys

Ile

Ser

Gln

90
Lys

Ser
10
Gly

Asp

Leu

Gln

Ser

Pro

Ile

75
Tyr

Leu

Phe

Tyr

Ser

Asp

Pro

Ser

60

Ser

Asp

Leu

Ser

Gly

Asn

60

Ala

Ile

Arg

45

Asn

Asp

Gln

Leu

Leu

45
Ala

Ser

Asn

30

Leu

Phe

Leu

Leu

Pro

Thr

30
Glu

Pro

Leu

15

Lys

Leu

Ser

Glu

Trp
95

Ser
15

Ser

Phe

Gly

Ile

Gly

Pro

80
Thr

Gln

Tyr

Leu

Met



Ser Arg Leu Asn Ile

65

Lys Met Asn Ser Leu

85

Asn His Arg Asp Trp

<210> 35

211> 111
212> PRT
213>

<400> 35

Asp Ile Val
1
GIn Arg Ala

Gly Ile Ser
35
Lys Leu Leu
50
Arg Leu Ser
65
Pro Met Glu

Glu Val Pro

<210> 36

211> 120
212> PRT
213>

100

Leu

Thr

20

Phe

Ile

Gly

Glu

Tyr
100

Mus musculus

Thr

Ile

Met

Tyr

Ser

Asp

85
Thr

Mus musculus

Thr Lys Asp Asn

70

Gln Val Asp Asp

Gly Gln Gly Thr

Gln

Ser

Asn

Thr

Gly

70

Asp

Phe

Ser

Cys

Trp

Thr

55

Cys

Ser

Gly

Pro

Arg

Phe

40

Ser

Gly

Ala

Gly

105

Ala

Ala

25

Gln

Asn

Thr

Met

Gly
105

Ser

Thr
90

Leu

Ser
10

Ser

Gln

Gln

Asp

Tyr

90
Thr

Lys Asn Gln Val

75

Ala Ile Tyr

Val Thr Val

Leu

Glu

Lys

Phe
75
Phe

Lys

Val

Ser

Pro

Ser

60

Ser

Cys

Leu

Val

Val

Gly

45

Leu

Gln

Glu

Tyr

Ser

110

Ser

Asp

30

Gln

Val

Asn

Gln

Ile
110

Phe Phe
80

Cys Ala

95

Ala

Leu Gly
15
Asn Tyr

Pro Pro

Arg Ala

Ile His
80

Ser Lys

95

Lys



<400> 36

Asp Val Gln

1

Ser

Tyr

Met

Lys

65

Leu

Ala

Gly

Leu

Ala

Gly

50

Gly

Gln

Arg

Thr

<210>
211>
212>
213>

<400>

Ser

Trp

35

Tyr

Arg

Leu

Phe

Thr
115

37
111
PRT

Leu

Leu

20

Asn

Ile

Ile

Asn

Tyr

100

Leu

Gln

Thr

Trp

Ser

Ser

Ser

85

Tyr

Thr

Mus musculus

37

Asp Ile Val Leu Thr

1

5

Gln Arg Ala Thr Ile

20

Gly Thr Ser Leu Met

35

Lys Leu Leu Ile Tyr

20

Glu

Cys

Ile

Tyr

Ile

70

Val

Arg

Val

Gln

Ser

His

Ser

Ser

Thr

Arg

Ser

55

Thr

Thr

Phe

Ser

Ser

Cys

Gly
55

Gly

Val

Gln

40

Gly

Arg

Thr

Asp

Ser

120

Pro

Arg

Tyr

40

Ser

Pro

Thr

25

Phe

Ser

Asp

Glu

Ala
105

Ala
Ala
25

Gln

Asn

10
Gly

Pro

Ser

Thr

Asp

90
Tyr

Ser
10
Ser

His

Val

Leu

Tyr

Gly

Ser

Ser

75

Thr

Phe

Leu

Glu

Lys

Glu

Val

Ser

Asn

Tyr

60

Lys

Ala

Asp

Ala

Ser

Pro

Ser

60

Ile

Lys

45

Asn

Asn

Thr

Ser

Val

Val

45
Gly

Pro

Thr

30

Val

Pro

Gln

Tyr

Trp
110

Ser

Glu
30
Gln

Val

Ser
15

Ser

Glu

Ser

Phe

Tyr

95
Gly

Leu
15
Tyr

Thr

Pro

Gln

Asp

Trp

Leu

Phe

80

Cys

Gln

Gly

Tyr

Pro

Ala



Arg Phe Ser Gly Ser

65

Pro Val Glu Glu Asp

85

Glu Val Pro Ser Thr

<210>
211>
212>
213>

<400>

Asp Val

Ser Leu

Tyr Ala

Met Gly

50

Lys Ser

65

Leu His

Ala Arg

Thr Leu

<210>

211>
212>

38
119
PRT

100

Mus musculus

38

Gln

Ser

Trp

35

Arg

Leu

Arg

Val
115

39
107
PRT

Leu

Leu
20

Asn

Ile

Ile

Asn

Glu

100
Thr

Gln

Thr

Trp

Ser

Ser

Ser

85

Gly

Val

Gly Ser Gly Thr

70

Asp Ile Ala Met

Phe Gly Gly Gly

Glu Ser
Cys Ser
Ile Arg
Tyr Ser
55
Ile Thr

70
Val Ile

His Tyr

Ser Ala

Gly

Val

Gln

40

Gly

Arg

Thr

Ser

105

Pro

Thr

25

Phe

Thr

Asp

Glu

Trp
105

Asp

90
Thr

Gly

10

Gly

Pro

Thr

Thr

Asp
90
Phe

Phe Ser Leu Asn Ile His

75

80

Phe Cys Gln Gln Ser Arg

Lys Leu Glu

Leu Val Lys

Phe Ser Ile

Gly Asn Lys
45
Asn Tyr Asn
60
Ser Lys Asn
75
Thr Ala Thr

Pro Tyr Trp

Ile
110

Pro

Thr
30

Leu

Pro

Gln

Tyr

Gly
110

95
Lys

Ser
15

Ser

Glu

Ser

Phe

Tyr

95
Gln

Gln

Trp

Leu

Phe
80
Cys

Gly



<213> Mus musculus

<400> 39

Asp Ile Gln Met Thr

1 5

Glu Thr Val Thr Ile
20

Leu Ala Trp Tyr Gln

35
Tyr Asn Ala Tyr Thr
50

Ser Gly Ser Gly Thr

65

Glu Asp Phe Gly Asn

85

Thr Phe Gly Gly Gly

100

<210> 40

Q211> 117
212> PRT
<213> Mus musculus

<400> 40

Gln Val Gln Leu Gln
1 5
Ser Ile Lys Val Ser
20
Leu Ile Glu Trp Ile
35
Gly Met Ile Asn Pro
50

Gln

Thr

Gln

Leu

Gln

70

Tyr

Thr

Gln

Cys

Gly

Ser

Cys

Lys

Ala

55

Phe

Tyr

Lys

Ser

Lys

Ser

95

Pro

Arg

Gln

40

Asp

Ser

Cys

Leu

Gly

Ala

Arg

40
Gly

Ala

Ala

25

Glu

Gly

Leu

Gln

Glu
105

Ala
Ser
25

Pro

Asp

Ser
10

Ser

Asn

Val

Lys

His

90
Ile

Val
10
Gly

Gly

Thr

Leu

Glu

Ser

Pro

Ile

75

His

Lys

Leu

Tyr

Gln

Asn

Ser

Asn

Pro

Ser

60

Ile

Tyr

Val

Ala

Phe
60

Ala

Ile

Gln

45

Ser

Arg

Arg

Phe

Leu
45

Asn

Ser

Tyr

30

Leu

Phe

Leu

Thr

Pro

Thr
30
Glu

Glu

Val

15

Ser

Leu

Ser

Gln

Pro

95

Gly
15

Asn

Lys

Gly

Val

Gly

Pro

80

Pro

Thr

Tyr

Ile

Phe



Lys Ala Lys
65
Met Gln Leu

Ala Arg Ser

Val Thr Val
115

<210>
211>
212>
213>

41

2079
DNA
Homo
<400> 41

atgggcaccg
ctgctectgg
ctggtgctag
acagccacct
gtgctgaagg
caggctgcecce
ggcttectgg
gactacatcg
attacccctce
gaggtgtatc
atggtcaccg
agcaagtgtg
gtggccaagg
gttagcggca
gggccactgg
tgccagegece
gatgcctgcece
gcccaggace

ctctttgece

Ala Thr Leu Thr Ala Asp Lys Ser Ser Thr Thr Ala Tyr
70

Asn

85
Ser
100

Ser Ala

sapiens

tcagctccag
gtceegeggg
ccttgegtte
tccaccgetg
aggagaccca
gcecggggata
tgaagatgag
aggaggactc
cacggtaccg
tcctagacac
acttcgagaa
acagtcatgg
gtgccagcat
ccctcatagg
tggtgetget
tggcgagggc
tctactcecee
agccggtgac
caggggagga

geggteetgg
cgeecegtgeg
cgaggaggac
cgccaaggat
cctetegeag
cctcaccaag
tggcgacctg
ctctgtettt
ggcggatgaa
cagcatacag
tgtgcccgag
cacccacctg
gcgcecagectg
cctggagttt
gceeetggeg
tggggtegty
agcctcagcet
cctggggact
catcattggt

75

90

105

tggcegetge
caggaggacg
ggcetggeeg
ccgtggaggt
tcagagcgca
atcctgcatg
ctggagctgg
gcccagagea
taccagcccce
agtgaccacc
gaggacggga
gcaggggtgg
cgegtgetca
attcggaaaa
ggtgggtaca
ctggtcaccg
cccgaggtca
ttggggacca

gcctceccageg

80

Ser Leu Thr Phe Asp Asp Ser Ala Val Tyr Phe Cys

95

Gln Leu Gly Leu Pro Tyr Trp Gly Gln Gly Thr Leu

110

cactgctgcet
aggacggcga
aagcacccga
tgcctggceac
ctgcceegeceg
tcttccatgg
ccttgaagtt
tccecgtggaa
ccgacggagg
gggaaatcga
ccecgettecea
tcagcggceceg
actgccaagg
gccagcetggt
gcegegtecet
ctgccggceaa
tcacagttgg
actttggeceg

actgcagcac

gctgetgetg
ctacgaggag
gcacggaacc
ctacgtggtg
cctgcaggcece
ccttettect
gcceccatgte
cctggagegg
cagcctggtg
gggcagggtce
cagacaggcc
ggatgccgge
gaagggcacg
ccagcctgtg
caacgccgcece
cttccgggac
ggccaccaat
ctgtgtggac
ctgetttgtg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140



tcacagagtg
tctgccecgage
aaagatgtca
gtggccecgcecece
tggtcagcac
gaggagctgce
gaggcccaag
tacgccattg
ccagctgagg
ggctgcaget
ccacgaggtce
tgccatgcecce
caggtgaccg
acctcccacg
gtcagcacta

agccggeace

<210>
211>
212>
213>

42

DNA

<400> 42

atggggccect
actgcagtgg
tcctacaagt
gagacgtgct
cgctgeatte
gagcaaggct
tgcatctctce
gceteetgee
atcccccage
ccgecageget

gagttccact

ggacatcaca
cggagctcac
tcaatgaggc
tgccecccag
actcggggcce
tgagctgctce
ggggcaaget
ccaggtgetg
ccagcatggg
cccactggga
agcccaacca
caggtctgga
tggcetgega
tcetgggggc

caggcagcac

tggcgcecagge

2365

Homo sapiens

ggggetggaa
gcgacagatg
gggtctgega
tgtctgtcac
ctcagttctg
gtccececcaa
ggcagttcgt
cggtgcectcac
tgtgggectg
gtaggggtct
gcctaagtgg

ggectgetgece
cctggecgag
ctggttcecet
cacccatggg
tacacggatg
cagtttctce
ggtctgeegg
cctgetacce
gacccgtgte
ggtggaggac
gtgegtgggce
atgcaaagtc
ggagggcetgg
ctacgccgta
cagcgaagag

ctcccaggag

attgcgetgg
cgaaagaaac
tggcagcget
ctgcaaatcc
gaggtgcgat
gacgtgctcce
ctgtgactca
ctgtggtcce
cgacaacgac
ttacgtgttc
cgagtgcatc

cacgtggctg
ttgaggcaga
gaggaccagc
gcaggttgge
gccacagceca
aggagtggga
gcccacaacg
caggccaact
cactgccacc
cttggcaccce
cacagggagsg
aaggagcatg
accctgactg
gacaacacgt
gccgtgacag
ctccagtga

accgtcgecet
gagttccagt
gagtgccagg
ggggacttca
ggccaagtgg
caggacgagt
gaccgggact
gccagettcee
cccgactgeg
caaggggaca

cactccagct

gcattgcagc
gactgatcca
gggtactgac
agetgttttg
tcgeecgetg
agcgecrgees
cttttgggsg
gcagcgtcca
aacagggcca
acaagccgcece
ccagcatcca
gaatcccgge
gctgcagtge
gtgtagtcag
ccgttgeccat

tgctectege
gccaagacgg
atggctctga
gctgtgggsg
actgcgacaa
ttcgetgcecea
gcttggacgg
agtgcaacag
aagatggctce
gtagccccetg
ggcgetgtga

catgatgctg
cttctectgee
ccccaacctg
caggactgtg
cgccccagat
cgagcgcatg
tgagggtgtce
cacagctcca
cgtcctcaca
tgtgctgagg
cgctteetge
ccctcaggag
ccteceetggg
gagccgggac
ctgctgecegg

CgCLeCLLELL
gaaatgcatc
tgagtcccag
ccgtgtcaac
cggctcagac
cgatgggaag
ctcagacgag
ctccacctge
ggatgagtgg
ctcggectte
tggtggcecce

1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2079

60
120
180
240
300
360
420
480
540
600
660



gactgcaagg
ttccagtget
tgcaaggaca
aagttcaagt
gactgceggg
aacaacggcg
cccgacgget
cccgacacct
gaaggcttcce
ctcttcttea
agcctcatcce
atctactggt
ggecgtctett
gtggactgga
gcggatacca
gccatcgtgg
aagatcaaga
cagtggccca
aaacttcact
gatgaaaaga
acagatatca
ttgttggetg
ccaagaggag
tgectececetg
ggcatgectge
acccaggaga
acaaccaccc
acggtggaga

gagaagaagc

<210>
211>
212>
213>

43
31
DNA

acaaatctga
ctgatggaaa
tgagcgatga
gtcacagcgg
actggtcaga
gctgttecca
tccagctggt
gcagccagcet
agctggaccce
ccaaccggea
ccaacctgag
ctgacctgtce
cctatgacac
tccacagcaa
agggcgtgaa
tggatcctgt
aagggggccet
atggcatcac
ccatctcaag
ggctggecca
tcaacgaagc
aaaacctact
tgaactggtg
ccccecgeagat
tggccaggga
catccaccgt
gacctgttcce
tagtgacaat

cgaggaaaac
ctgcatccat
agttggectge
cgaatgcatc
tgaacccatc
cgtctgcaat
ggcccagega
ctgcgtgaac
ccacacgaag
cgaggtcagg
gaacgtggtce
ccagagaatg
cgtcatcagce
catctactgg
gaggaaaacg
tcatggcttce
gaatggtgtg
cctagatctce
catcgatgtce
cceettetee
cattttcagt
gtccccagag
tgagaggacc
caaccccceac
catgaggagc
caggctaaag
cgacacctcce

gtctcaccaa

ccagtagcgt gaggg

Artificial sequence

tgegetgtgg
ggcagecegsgce
gttaatgtga
accctggaca
aaagagtgcg
gaccttaaga
agatgcgaag
ctggagggty
gcctgcaagg
aagatgacgc
gctctggaca
atctgcagca
agggacatcc
accgactctg
ttattcaggg
atgtactgga
gacatctact
ctcagtggcce
aacggggsca
ttggecegtet
gccaaccgece
gatatggttc
accctgagca
tcgcccaagt
tgcctcacag
gtcagctcca
cggetgeetg

gctetgggeg

ccacctgtceg
agtgtgaccg
cactctgcga
aagtctgcaa
ggaccaacga
tcggctacga
atatcgatga
gctacaagtg
ctgtgggcte
tggaccggag
cggaggtggc
cccagcttga
aggcccececga
tcectgggceac
agaacggctce
ctgactgggg
cgctggtgac
gcctctactg
accggaagac
ttgaggacaa
tcacaggttc
tcttccacaa
atggcggetg
ttacctgcge
aggctgaggce
cagccgtaag
gggccacccce

acgttgctgg

ccctgacgaa
ggaatatgac
gggacccaac
catggctaga
atgcttggac
gtgecctgtge
gtgtcaggat
ccagtgtgag
catcgcctac
cgagtacacc
cagcaataga
cagagcccac
cgggetgget
tgtctetgtt
caagccaagg
aactcctgcece
tgaaaacatt
ggttgactcc
catcttggag
agtattttgg
cgatgtcaac
cctcacccag
ccagtatctg
ctgcececggac
tgcagtggcce
gacacagcac
tgggctcacce

cagaggaaat

720

780

840

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2365



<400>

43

gtacgctage caccatgggg ccctgggget g

<210>
211>
212>
213>

<400>

gatcctce

<210>
211>
212>
213>

<400>

Asp Ile
1
Asp Arg

Ile Asp

His Tyr
50

Ser Gly

65

Glu Asp

Phe Gly

44
25
DNA

Artificial sequence

44
gag ccctcacgcet actgg

45
106
PRT

Artificial sequence

45

Gln Met Thr GIn Ser
5
Val Thr Ile Thr Cys
20
Trp Tyr Gln His Lys
35
Ala Ser Thr Leu Gln
55
Ser Gly Arg Asp Tyr
70
Ile Ala Thr Tyr Tyr
85
GIn Gly Thr Lys Val
100

Pro

Gln

Pro

40

Pro

Thr

Cys

Glu

Ser

Ala

25

Gly

Gly

Phe

Leu

Ile
105

Ser Leu Ser Ala Ser
10
Ser Gln Asp Ile Asn
30
Lys Ala Pro Lys Leu
45
Val Pro Ser Arg Phe
60
Thr Ile Ser Ser Leu
75
Gln Tyr Asp Asp Leu
90
Lys

Val Gly
15
Lys Tyr

Leu Ile

Ser Gly

Gln Pro

80
Trp Thr
95

31

25



<210> 46

211> 318

<212> DNA

<213> Artificial sequence

<400> 46

gacatccaga tgacccagag ccccagcage ctgagecgeca gegtgggega cagagtgace
atcacctgcc aggccageca ggacatcaac aagtacatcg actggtacca gcacaagcecc
ggcaaggccce ccaagetget gatccactac geccagecaccce tgcagececgg cgtgeccage
agattcagcg gcagcggcecag cggcagagac tacaccttca ccatcagcag cctgecagecc
gaggacatcg ccacctacta ctgcctgecag tacgacgacc tgtggacctt cggeccaggge
accaaggtgg agatcaag

318

210> 47

211> 111

212> PRT

<213> Artificial sequence

<400> 47

Gln Val Gln Leu Gln Glu Ser Gly Pro Gly Leu Val Lys Pro Ser Gln

1 5 10 15

Thr Leu Ser Leu Thr Cys Thr Val Ser Gly Phe Ser Ile Ser Ser Tyr

20 25 30
Gly Ile His Trp Ile Arg Gln Ser Pro Gly Lys Gly Leu Glu Trp Ile
35 40 45
Gly Val Ile Trp Arg Gly Gly Ile Thr Asp Tyr Asn Ala Pro Phe Met
50 55 60

Ser Arg Val Thr Ile Ser Lys Asp Asn Ser Lys Asn Gln Val Ser Phe

65 70 75 80

Lys Leu Ser Ser Val Thr Ala Ala Asp Thr Ala Val Tyr Tyr Cys Ala
85 90 95

60
120
180
240
300



Asn His Arg Asp Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

<210> 48
211> 333
<212> DNA

100

<213> Artificial sequence

<400> 48

caggtgcage tgcaggaaag cggeccecggge ctggtgaaac cgagecagac cctgagectg
acctgcaccg tgagcggett tagcattage agectatggea ttcattggat tcgeccagage
ccgggcaaag gectggaatg gattggegtg atttggegeg geggeattac cgattataac
gcgeecgttta tgagecgegt gaccattage aaagataaca gcaaaaacca ggtgagettt
aaactgagca gcgtgaccge ggeggatace geggtgtatt attgegegaa ccatcgegat

105

tggggccagg gecaccetggt gaccgtgage age

<210> 49
211> 111
212> PRT

<213> Artificial sequence

<400> 49

Gln Val Gln
1
Thr Leu Ser

Gly Val His
35
Gly Val Ile
50
Ser Arg Val
65
Lys Leu Ser

Leu Gln Glu Ser Gly
5

Leu Thr Cys Thr Val
20

Trp Ile Arg Gln Ser

40
Trp Arg Gly Gly Ser
55
Thr Ile Ser Lys Asp
70
Ser Val Thr Ala Ala

Pro Gly
10

Ser Gly

25

Pro Gly

Thr Asp

Asn Ser

Asp Thr

Leu

Phe

Lys

Tyr

Lys

75
Ala

Val

Ser

Gly

Lys

Ile

Leu

45

110

Pro

Ser
30
Glu

Ser Gln
15
Ser Tyr

Trp Ile

Asn Ala Ala Phe Met

60

Asn

Val

Gln

Tyr

Val

Tyr

Ser Phe
80
Cys Ala

60
120
180
240
300
333



85

90 95

Asn His Arg Asp Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

100

<210> 50

211> 333

<212> DNA

<213> Artificial sequence

<400> 50

caggtgcagc tgcaggaaag cggcceegggce
acctgcaccg tgagcggett tagcattage
ccgggcaaag gectggaatg gattggegtg
gcggegttta tgagecgegt gaccattage
aaactgagca gcgtgaccge ggecggatacce

tggggccagg gecaccectggt gaccgtgage

105 110

ctggtgaaac cgagccagac cctgagectg
agctatggecg tgcattggat tcgccagage
atttggcgeg geggecageac cgattataac
aaagataaca gcaaaaacca ggtgagcttt
gcggtgtatt attgecgegaa ccatcgegat

agce

60
120
180
240
300
333



