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FIG. 2B

Fevstart Bite Haw score |
15 CTGAGGAAGTOTC OGS TEACAGGARGARGGRTGGUG TRACCOGTEGAT ig
—_— 5
FIG, 2C
Tevstart Site Raw score
72 CATCOETRACAGGARGAGRGSTEG TG TLACCTGTGGATACTGAGE 1.6
111ICTGAGGASAAGCTGETCACAGEAAGAGEGETGEIGTGACCTGTGGAT 1.2
64| COAGGAAGLETCRGTGACAGRAAGAGGGGTGRTGTCALLTGTEGAT .1
I5{CTCAGSAASTETCRETEATARGASGASESETESTETSALIGSTASATY 3.8
153 CTGARGAAGTGTLGRTCACAGGAAGAGTCETGETRTCACCGRTGGAT i)
63| CCGAGGAAGLETORGTGACAGRAAGAGGAGTGETGTCALCTGTEEAT 0.3
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