<?xml version="1.0" encoding="UTF-8"?>
<IDOCTYPE ST26SequencelListing PUBLIC "-//WIPO//DTD Sequence Listing 1.3//EN"
"ST26Sequencelisting_V1_3.dtd">
<ST26Sequencelisting dtdVersion="V1_3" fleName="PR93455_S280_WO_SANOFI SEQUENCES LISTING.xml"
softwareName="WIPO Sequence" softwareVersion="2.1.2" productionDate="2022-09-16">
<ApplicantFileReference>PR93455_S280_WO_SANOFI</ApplicantFileReference>
<EarliestPriorityApplicationldentification>
<IPOfficeCode>EP </IPOfficeCode>
<ApplicationNumberText>EP21306358 </ApplicationNumberText>
<FilingDate>2021-09-30</FilingDate>
</EarliestPriorityApplicationldentification>
<ApplicantName languageCode="en">SANOFI</ApplicantName>
<InventionTitle languageCode="en">USES AND METHODS FOR SULFATING A SUBSTRATE WITH A
MUTATED ARYLSULFOTRANSFERASE</InventionTitle>
<SequenceTotalQuantity>56</SequenceTotalQuantity>
<SequenceData sequencelDNumber="1">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g1">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g2">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Rattus
norvegicus </INSDQualifier_value>
</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRPPLVHVKGIPLIKYFAETIGPLQNFTAWPDDLLISTYPKSGTTWMSEILDMIYQGGKLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPAPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKENPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPT
EIMDHNVSPFMRKGTTGDWKNTFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="2">
<INSDSeq>
<INSDSeq_length>295</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_|location>1..295</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g3">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Arylsulfotransferase </INSDQualifier_value >
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..295</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g4" >

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Homo
sapiens</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MELIQDTSRPPLEYVKGVPLIKYFAEALGPLQSFQARPDDLLISTYPKSGTTWVSQILDMIYQGGDLEK



CHRAPIFMRVPFLEFKAPGIPSGMETLKDTPAPRLLKTHLPLALLPQTLLDQKVKVVYVARNAKDVAVSYYHFYHMAKVHPEPG
TWDSFLEKFMVGEVSYGSWYQHVQEWWELSRTHPVLYLFYEDMKENPKREIQKILEFVGRSLPEETVDFVVQHTSFKEMKKNP
MTNYTTVPQEFMDHSISPFMRKGMAGDWKTTFTVAQNERFDADYAEKMAGCSLSFRSEL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="3">
<INSDSeq>
<INSDSeq_length>294 </INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..294 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g5">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Arylsulfotransferase </INSDQualifier_value >
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..294 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g6" >

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Gallus

gallus</INSDQualifier_value >
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MGNDEVIRQDLGCLYDIPLYKCFVAGWPQVEAFQARPDDLLIATYPKSGTTWLSEILDAIYHDGDLEK
CRRDAIYNRVPFLEMKAPGILSGVEQLEKIPSPRLVKTHLPVHLLPASFQEKDCKVIYMARNAKDVVISYYYFYQMAKIHPDPGTL
SEFLQAFMDGKVAYGSWYKHVKGWWEKRHEKRLLYLFYEDMKKDPRREIQKILQFLGKEVAEETVARILHHTSFQEMKKNPAT
NYETMPTELMDHSLSPFMRKGISGDWANHFTVAQNERFDQHYQQQMAGSDLCFQMEA </INSDSeq_sequence>
</INSDSeq>
</SequenceData>



<SequenceData sequencelDNumber="4">
<INSDSeq>
<INSDSeq_length>295</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_|location>1..295</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q7">

<INSDQualifier_name>note</INSDQualifier_name>

<INSDQualifier_value>Arylsulfotransferase </INSDQualifier_value >
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..295</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g8">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>Bos
taurus</INSDQuialifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MELIQDTSRPPAKYVKGIPLIKYFAEALGPLESFEAWPDDLLISTYPKSGTTWVSEILDLIYQEGDLEKCQ
RAPVFLRVPFLEFSAPGVPTGVELLKDTPAPRLLKTHLPLALLPKTLLDQKVKVIYIARNAKDVAVSYYHFYRMAKVHPDPGTWDS
FLEKFMAGEVCYGSWYQHVQEWWELSHTHPVLYLFYEDIKEDPKREIQKILEFIGRSLPEETVDHIVQRTSFKEMKKNPMTNYSTI
PTAVMDHSISAFMRKGITGDWKSTFTVAQNELFEAHYAKKMAGCKLRFRWEL </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="5">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>



<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q9">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var01: I17F </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q10">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRPPLVHVKGIPLFKYFAETIGPLQNFTAWPDDLLISTYPKSGTTWMSEILDMIYQGGKLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPAPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKENPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPT
EIMDHNVSPFMRKGTTGDWKNTFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="6">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier id="q11">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var04: F20L</INSDQuialifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q12">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRPPLVHVKGIPLIKYLAETIGPLQNFTAWPDDLLISTYPKSGTTWMSEILDMIYQGGKLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPAPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKENPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPT
EIMDHNVSPFMRKGTTGDWKNTFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="7">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q13">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase

IV Var03: F20I</INSDQuialifier_value>



</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q14">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRPPLVHVKGIPLIKYIAETIGPLQNFTAWPDDLLISTYPKSGTTWMSEILDMIYQGGKLEKCGRAP
IYARVPFLEFKCPGVPSGLETLEETPAPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLEN
FMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKENPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPTEI
MDHNVSPFMRKGTTGDWKNTFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="8">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q15">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var05: F138H </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>



<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q16">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRPPLVHVKGIPLIKYFAETIGPLQNFTAWPDDLLISTYPKSGTTWMSEILDMIYQGGKLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPAPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNHYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKENPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPT
EIMDHNVSPFMRKGTTGDWKNTFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="9">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q17">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var06: Y236F </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q18">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic

construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRPPLVHVKGIPLIKYFAETIGPLQNFTAWPDDLLISTYPKSGTTWMSEILDMIYQGGKLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPAPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKENPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNFTTIPTE
IMDHNVSPFMRKGTTGDWKNTFTVAQNERFDAHYAKTMTDCDFKFRCEL </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="10">

<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>

<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>

<INSDFeature_location>1..291</INSDFeature_location>

<INSDFeature_quals>
<INSDQualifier id="q19">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase

IV Var07: M244N</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>

<INSDFeature_location>1..291</INSDFeature_location>

<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="g20">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRPPLVHVKGIPLIKYFAETIGPLQNFTAWPDDLLISTYPKSGTTWMSEILDMIYQGGKLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPAPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKENPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPT
EINDHNVSPFMRKGTTGDWKNTFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="11">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g21">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var02: 117Y </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g22">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>



</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRPPLVHVKGIPLYKYFAETIGPLQNFTAWPDDLLISTYPKSGTTWMSEILDMIYQGGKLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPAPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKENPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPT
EIMDHNVSPFMRKGTTGDWKNTFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="12">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g23">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var08: 1239D </INSDQuialifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q24" >

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRPPLVHVKGIPLIKYFAETIGPLQNFTAWPDDLLISTYPKSGTTWMSEILDMIYQGGKLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPAPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE



NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKENPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTDPT
EIMDHNVSPFMRKGTTGDWKNTFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="13">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g25">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var09:P6Q-P7D-L8A-VIG-V11L-W33R-K62D-A97S-N195D-T263H </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g26">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRQDAGHLKGIPLIKYFAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGDLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKEDPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPTE
IMDHNVSPFMRKGTTGDWKNHFTVAQNERFDAHYAKTMTDCDFKFRCEL </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="14">



<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g27">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var09-01: P6Q </INSDQuialifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g28">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRQPLVHVKGIPLIKYFAETIGPLQNFTAWPDDLLISTYPKSGTTWMSEILDMIYQGGKLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPAPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKENPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPT
EIMDHNVSPFMRKGTTGDWKNTFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="15">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>



<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g29">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var09-02: P7D</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q30">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRPDLVHVKGIPLIKYFAETIGPLQNFTAWPDDLLISTYPKSGTTWMSEILDMIYQGGKLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPAPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKENPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPT
EIMDHNVSPFMRKGTTGDWKNTFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="16">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g31">



<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var09-03: L8A </INSDQuialifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g32">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRPPAVHVKGIPLIKYFAETIGPLQNFTAWPDDLLISTYPKSGTTWMSEILDMIYQGGKLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPAPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKENPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPT
EIMDHNVSPFMRKGTTGDWKNTFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="17">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g33">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var09-04: V9G </INSDQuialifier_value>
</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q34">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRPPLGHVKGIPLIKYFAETIGPLQNFTAWPDDLLISTYPKSGTTWMSEILDMIYQGGKLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPAPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKENPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPT
EIMDHNVSPFMRKGTTGDWKNTFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="18">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g35">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var09-05: V11L</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>



<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q36">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRPPLVHLKGIPLIKYFAETIGPLQNFTAWPDDLLISTYPKSGTTWMSEILDMIYQGGKLEKCGRAP
IYARVPFLEFKCPGVPSGLETLEETPAPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLEN
FMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKENPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPTEI
MDHNVSPFMRKGTTGDWKNTFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="19">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q37">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var09-06: W33R </INSDQuialifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>



<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g38">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRPPLVHVKGIPLIKYFAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGKLEKCGRAP
IYARVPFLEFKCPGVPSGLETLEETPAPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLEN
FMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKENPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPTEI
MDHNVSPFMRKGTTGDWKNTFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="20">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gq39">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var09-07: K62D </INSDQuialifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g40">

<INSDQualifier_name>organism</INSDQualifier_name>



<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRPPLVHVKGIPLIKYFAETIGPLQNFTAWPDDLLISTYPKSGTTWMSEILDMIYQGGDLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPAPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKENPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPT
EIMDHNVSPFMRKGTTGDWKNTFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="21">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g41">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var09-08: A97S</INSDQuialifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g42">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>



</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRPPLVHVKGIPLIKYFAETIGPLQNFTAWPDDLLISTYPKSGTTWMSEILDMIYQGGKLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKENPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPT
EIMDHNVSPFMRKGTTGDWKNTFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="22">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g43">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var09-09: N195D </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q44">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRPPLVHVKGIPLIKYFAETIGPLQNFTAWPDDLLISTYPKSGTTWMSEILDMIYQGGKLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPAPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKEDPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPTE



IMDHNVSPFMRKGTTGDWKNTFTVAQNERFDAHYAKTMTDCDFKFRCEL </INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="23">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g45">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var09-10: T263H </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g46">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRPPLVHVKGIPLIKYFAETIGPLQNFTAWPDDLLISTYPKSGTTWMSEILDMIYQGGKLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPAPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKENPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPT
EIMDHNVSPFMRKGTTGDWKNHFTVAQNERFDAHYAKTMTDCDFKFRCEL </INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="24">
<INSDSeq>



<INSDSeq_length>291</INSDSeq_length>

<INSDSeq_moltype>AA</INSDSeq_moltype>

<INSDSeq_division>PAT </INSDSeq_division>

<INSDSeq_feature-table>

<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g47">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var09 less P6Q </INSDQuialifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g48">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRPDAGHLKGIPLIKYFAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGDLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKEDPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPTE
IMDHNVSPFMRKGTTGDWKNHFTVAQNERFDAHYAKTMTDCDFKFRCEL </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="25">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>



<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier id="g49">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var09 less P7D</INSDQuialifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g50">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRQPAGHLKGIPLIKYFAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGDLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKEDPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPTE
IMDHNVSPFMRKGTTGDWKNHFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="26">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g51">



<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var09 less L8BA</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g52">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRQDLGHLKGIPLIKYFAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGDLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKEDPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPTE
IMDHNVSPFMRKGTTGDWKNHFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="27">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g53">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var09 less V9G </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>



</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g54">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic

construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRQDAVHLKGIPLIKYFAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGDLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKEDPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPTE
IMDHNVSPFMRKGTTGDWKNHFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="28">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g55">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase

IV Var09 less V11L</INSDQualifier_value>
</INSDQualifier>

</INSDFeature_quals>

</INSDFeature>

<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="qg56">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic

construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRQDAGHVKGIPLIKYFAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGDLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKEDPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPTE
IMDHNVSPFMRKGTTGDWKNHFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="29">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g57">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase

IV Var09 less W33R</INSDQuialifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>



</INSDQualifier>
<INSDQualifier id="g58">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRQDAGHLKGIPLIKYFAETIGPLQNFTAWPDDLLISTYPKSGTTWMSEILDMIYQGGDLEKCGR
APIYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFL
ENFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKEDPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPT
EIMDHNVSPFMRKGTTGDWKNHFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="30">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g59">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var09 less K62D </INSDQuialifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g60">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic



construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRQDAGHLKGIPLIKYFAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGKLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKEDPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPTE
IMDHNVSPFMRKGTTGDWKNHFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="31">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g61">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var09 less A97S</INSDQuialifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g62">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>



<INSDSeq_sequence>MEFSRQDAGHLKGIPLIKYFAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGDLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPAPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKEDPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPTE
IMDHNVSPFMRKGTTGDWKNHFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="32">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g63">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var09 less N195D</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g64">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRQDAGHLKGIPLIKYFAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGDLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKENPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPT
EIMDHNVSPFMRKGTTGDWKNHFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence>



</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="33">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g65">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var09 less T263H</INSDQuialifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g66">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRQDAGHLKGIPLIKYFAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGDLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKEDPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPTE
IMDHNVSPFMRKGTTGDWKNTFTVAQNERFDAHYAKTMTDCDFKFRCEL </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="34">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>



<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g67">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var09 less K62D and less T263H </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291 </INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g68">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRQDAGHLKGIPLIKYFAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGKLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKEDPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPTE
IMDHNVSPFMRKGTTGDWKNTFTVAQNERFDAHYAKTMTDCDFKFRCEL </INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="35">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>



<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g69">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var09 less K62D, less N195D, and lessT263H </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q70">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRQDAGHLKGIPLIKYFAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGKLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKENPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPT
EIMDHNVSPFMRKGTTGDWKNTFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="36">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q71">

<INSDQualifier_name>note</INSDQualifier_name>



<INSDQualifier_value>Arylsulfotransferase
IV Var09 plus I17F</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q72">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRQDAGHLKGIPLFKYFAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGDLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKEDPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPTE
IMDHNVSPFMRKGTTGDWKNHFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="37">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q73">

<INSDQualifier_name>note </INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var09 plus I17Y </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>



<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q74">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRQDAGHLKGIPLYKYFAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGDLEKCGR
APIYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFL
ENFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKEDPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPT
EIMDHNVSPFMRKGTTGDWKNHFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="38">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q75">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var09 plus F20I</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>



<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q76">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic

construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRQDAGHLKGIPLIKYIAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGDLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKEDPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPTE
IMDHNVSPFMRKGTTGDWKNHFTVAQNERFDAHYAKTMTDCDFKFRCEL </INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="39">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q77">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase

IV Var09 plus F20L</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>



<INSDQualifier id="q78">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic

construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRQDAGHLKGIPLIKYLAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGDLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKEDPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPTE
IMDHNVSPFMRKGTTGDWKNHFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="40">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q79">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase

IV Var09 plus F138H</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q80">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic

construct</INSDQualifier_value>



</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRQDAGHLKGIPLIKYFAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGDLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNHYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKEDPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPTE
IMDHNVSPFMRKGTTGDWKNHFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="41">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g81">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase

IV Var09 plus Y236F </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g82">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic

construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>



<INSDSeq_sequence>MEFSRQDAGHLKGIPLIKYFAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGDLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKEDPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNFTTIPTE
IMDHNVSPFMRKGTTGDWKNHFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="42">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g83">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase

IV Var09 plus I239D </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g84">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic

construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRQDAGHLKGIPLIKYFAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGDLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKEDPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTDPT
EIMDHNVSPFMRKGTTGDWKNHFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence>

</INSDSeq>



</SequenceData>
<SequenceData sequencelDNumber="43">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g85">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var09 plus M244N </INSDQuialifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q86">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRQDAGHLKGIPLIKYFAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGDLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKEDPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPTE
INDHNVSPFMRKGTTGDWKNHFTVAQNERFDAHYAKTMTDCDFKFRCEL </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="44">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>



<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="g87">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var5A</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="g88">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRQDAGHLKGIPLIKYFAETIGPLQNFTAWPDDLLISTYPKSGTTWMSEILDMIYQGGKLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPAPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKENPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPT
EIMDHNVSPFMRKGTTGDWKNTFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="45">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>



<INSDFeature_quals>
<INSDQualifier id="g89">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var5B </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q90">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRPPLVHVKGIPLIKYFAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGDLEKCGRAP
IYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLEN
FMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKEDPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPTEI
MDHNVSPFMRKGTTGDWKNHFTVAQNERFDAHYAKTMTDCDFKFRCEL </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="46">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gq91">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase



IV VarA5 plus W33R</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q92">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRQDAGHLKGIPLIKYFAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGKLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPAPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKENPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPT
EIMDHNVSPFMRKGTTGDWKNTFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="47">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q93">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var5A plus K62D </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>



<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>

<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q94">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic

construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRQDAGHLKGIPLIKYFAETIGPLQNFTAWPDDLLISTYPKSGTTWMSEILDMIYQGGDLEKCGR
APIYARVPFLEFKCPGVPSGLETLEETPAPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFL
ENFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKENPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIP
TEIMDHNVSPFMRKGTTGDWKNTFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="48">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q95">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase

IV Var5A plus A97S </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>



<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q96">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRQDAGHLKGIPLIKYFAETIGPLQNFTAWPDDLLISTYPKSGTTWMSEILDMIYQGGKLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKENPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPT
EIMDHNVSPFMRKGTTGDWKNTFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="49">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q97">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var5A plus N195D </INSDQuialifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>
<INSDQualifier_value>protein</INSDQualifier_value>

</INSDQualifier>
<INSDQualifier id="q98">



<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic

construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRQDAGHLKGIPLIKYFAETIGPLQNFTAWPDDLLISTYPKSGTTWMSEILDMIYQGGKLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPAPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKEDPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPTE
IMDHNVSPFMRKGTTGDWKNTFTVAQNERFDAHYAKTMTDCDFKFRCEL </INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="50">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gq99">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase

IV Var5A plus T263H </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="gq100">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic

construct</INSDQualifier_value>
</INSDQualifier>



</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRQDAGHLKGIPLIKYFAETIGPLQNFTAWPDDLLISTYPKSGTTWMSEILDMIYQGGKLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPAPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKENPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPT
EIMDHNVSPFMRKGTTGDWKNHFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="51">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gq101">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var5B plus P6Q </INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q102">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRQPLVHVKGIPLIKYFAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGDLEKCGRA



PIYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKEDPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPTE
IMDHNVSPFMRKGTTGDWKNHFTVAQNERFDAHYAKTMTDCDFKFRCEL</INSDSeq_sequence >
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="52">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT</INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gq103">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var5B plus P7D</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q104">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRPDLVHVKGIPLIKYFAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGDLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKEDPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPTE
IMDHNVSPFMRKGTTGDWKNHFTVAQNERFDAHYAKTMTDCDFKFRCEL </INSDSeq_sequence>
</INSDSeq>
</SequenceData>



<SequenceData sequencelDNumber="53">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gq105">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var5B plus L8A </INSDQuialifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q106">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRPPAVHVKGIPLIKYFAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGDLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKEDPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPTE
IMDHNVSPFMRKGTTGDWKNHFTVAQNERFDAHYAKTMTDCDFKFRCEL </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="54">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>



<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="q107">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var5B plus V9G</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="q108">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRPPLGHVKGIPLIKYFAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGDLEKCGRAP
IYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLEN
FMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKEDPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPTEI
MDHNVSPFMRKGTTGDWKNHFTVAQNERFDAHYAKTMTDCDFKFRCEL </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="55">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>



<INSDQualifier id="gq109">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV Var5B plus V11L</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>
<INSDQualifier id="gq110">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic
construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRPPLVHLKGIPLIKYFAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGDLEKCGRAPI
YARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLEN
FMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKEDPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNYTTIPTEI
MDHNVSPFMRKGTTGDWKNHFTVAQNERFDAHYAKTMTDCDFKFRCEL </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
<SequenceData sequencelDNumber="56">
<INSDSeq>
<INSDSeq_length>291</INSDSeq_length>
<INSDSeq_moltype>AA</INSDSeq_moltype>
<INSDSeq_division>PAT </INSDSeq_division>
<INSDSeq_feature-table>
<INSDFeature>
<INSDFeature_key>REGION </INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier id="gq111">

<INSDQualifier_name>note</INSDQualifier_name>
<INSDQualifier_value>Arylsulfotransferase
IV V09 less N195D plus Y236F </INSDQualifier_value>



</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
<INSDFeature>
<INSDFeature_key>source</INSDFeature_key>
<INSDFeature_location>1..291</INSDFeature_location>
<INSDFeature_quals>
<INSDQualifier>

<INSDQualifier_name>mol_type </INSDQualifier_name>

<INSDQualifier_value>protein</INSDQualifier_value>
</INSDQualifier>

<INSDQualifier id="q112">

<INSDQualifier_name>organism</INSDQualifier_name>
<INSDQualifier_value>synthetic

construct</INSDQualifier_value>
</INSDQualifier>
</INSDFeature_quals>
</INSDFeature>
</INSDSeq_feature-table>

<INSDSeq_sequence>MEFSRQDAGHLKGIPLIKYFAETIGPLQNFTARPDDLLISTYPKSGTTWMSEILDMIYQGGDLEKCGRA
PIYARVPFLEFKCPGVPSGLETLEETPSPRLLKTHLPLSLLPQSLLDQKVKVIYIARNAKDVVVSYYNFYNMAKLHPDPGTWDSFLE
NFMDGEVSYGSWYQHVKEWWELRHTHPVLYLFYEDIKENPKREIKKILEFLGRSLPEETVDSIVHHTSFKKMKENCMTNFTTIPTE
IMDHNVSPFMRKGTTGDWKNHFTVAQNERFDAHYAKTMTDCDFKFRCEL </INSDSeq_sequence>
</INSDSeq>
</SequenceData>
</ST26Sequencelisting>



