<110>
<120>
<130>

<140>
<141>

<150>
<151>

<160>
<170>

<210> 1

<211> 3307
<212> DNA
<213> Homo

<220>
<223>

<400> 1

gttttacacg
gaggccatgc
gcaatgatat
aatcataaga
tccccggaag
gccgctgtgg
gggaacattt
gatttacaaa
ggagaatacc
agtataagaa
caggacgccc
tgcgattcac
aaagtgcttc
agggaatgca
caattatttc
catggattcg
gagatgagta
tcagtggcaa
tcagctttgg
tatgaaattg
atcagatgta
aacggataca
catgcagaaa
cctcaagtgc
ttaccatctt
acagaaggag
agtactctaa
tcccttggeca
caagacaaca
accctgctaa
gtacaggtga
tatgatctca
ggtgcttttg
atccaggttg
atgtcagaac
ggggcgtgca
cttctcaact
aaggaacaca
ggttcaagag
tcatttcact
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Inc.
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sapiens

human FLT3

aggcggcatc
cggcgttggc
ttgggactat
acaatgattc
acctcgggtg
aagtggatgt
cctgtctctg
acagaggagt
tactttttat
ataccctgct
tggtctgcat
agggggaaag
atgaattatt
ccaggctgtt
ttaaagtagg
ggctcacctg
cctattcaac
gaaacgacac
ttaccatcgt
accaatatga
cgtggacctt
gcatatccaa
atgatgatgc
tcgcagaagc
ggacctggaa
tctggaatag
acatgagtga
catcttgtga
tctcattcta
tttgtcacaa
ccggctcctc
aatgggagtt
gaaaagtgat
ccgtcaaaat
tcaagatgat
cactgtcagg
atctaagaag
atttcagttt
aagttcagat
ctgaagatga

511582009240seqList
SEQUENCE LISTING

gcagggctgg
gcgcgacggc
tacaaatcaa
atcagtgggg
tgcgttgaga
atctgcttcc
ggtctttaag
tgtttccatg
tcagagtgaa
ttacacatta
atctgagagc
ctgtaaagaa
tgggatggac
cacaatagat
ggaaccctta
ggaattagaa
aaacagaact
cggatactac
agaaaaggga
agagttttgt
ctctcgaaaa
gttttgcaat
ccaatttacc
atcggcaagt
gaagtgttca
aaaggctaac
agccataaaa
gacgatcctt
tgcaacaatt
gtacaaaaag
agataatgag
tccaagagaa
gaacgcaaca
gctgaaagaa
gacccagctg
accaatttac
taaaagagaa
ttaccccact
acacccggac
aattgaatat

FastSEQ for windows Version 4.0

gccggegegg
ggccagctgc
gatctgcctg
aagtcatcat
ccccagagct
atcacactgc
cacagctccc
gtcattttga
gctaccaatt
agaagacctt
gttccagagc
gaaagtccag
ataaggtgct
ctaaatcaaa
tggataaggt
aacaaagcac
atgatacgga
acttgttcct
tttataaatg
ttttctgtca
tcatttcctt
cataagcacc
aaaatgttca
caggcgtcct
gacaagtctc
agaaaagtgt
gggttcctgg
ttaaactctc
ggtgtttgtc
caatttaggt
tacttctacg
aatttagagt
gcttatggaa
aaagcagaca
ggaagccacg
ttgatttttg
aaatttcaca
ttccaatcac
tcggatcaaa
gaaaaccaaa
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cctggggacc
cgctgctcgt
tgatcaagtg
catatcccat
cagggacagt
aagtgctggt
tgaattgcca
aaatgacaga
acacaatatt
actttagaaa
cgatcgtgga
ctgttgttaa
gtgccagaaa
ctcctcagac
gcaaagctgt
tcgaggaggg
ttctgtttgc
cttcaaagca
ctaccaattc
ggtttaaagc
gtgagcaaaa
agccaggaga
cgctgaatat
gtttctcgga
ccaactgcac
ttggacagtg
tcaagtgctg
caggcccctt
tcctcttcat
atgaaagcca
ttgatttcag
ttgggaaggt
ttagcaaaac
gctctgaaag
agaatattgt
aatactgttg
ggacttggac
atccaaattc
tctcagggct
aaaggctgga

ANTIBODY DRUG CONJUGATES (ADC) THAT BIND TO FLT3 PROTEINS
511582009200

ccgggctccg
tgttttttct
tgttttaatc
ggtatcagaa
gtacgaagct
cgatgcccca
gccacatttt
aacccaagct
gtttacagtg
aatggaaaac
atgggtgctt
aaaggaggaa
tgaactgggc
cacattgcca
tcatgtgaac
caactacttt
ttttgtatca
tcccagtcaa
aagtgaagat
ctacccacaa
gggtcttgat
atatatattc
aagaaggaaa
tggataccca
agaagagatc
ggtgtcgagc
tgcatacaat
ccctttcatc
tgtcgtttta
gctacagatg
agaatatgaa
actaggatca
aggagtctca
agaggcactc
gaacctgctg
ctatggtgat
agagattttc
cagcatgcct
tcatgggaat

agaagaggag

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400



gacttgaatg
atggaatttc
gtcacccacg
gattccaact
agcctgtttg
tgggaaatct
tacaaactga
tacattataa
ttgacttcgt
gatggccgtg
atggatttgg
gttttaagga
taatttcatc
aagctgtctg
acaaggcagg
ctcaggc

<210> 2
<211> 993
<212> PRT
<213> Homo

<220>
<223> human

<400> 2
Met Pro
1
Phe

Ala

Ser Ala

Ile Lys Cys
35
Ser Ser
50

Ala

Lys
Cys Leu
65
val

Glu val

Ala Pro Gly
Gln
115

Leu

Asn Cys
Ile
130
Gln

val

Ile
145
Arg

ser

Asn Thr

Glu Asn Gln
Glu
195

Pro

Ile val

Glu Ser
210
Phe Gly
225

Cys

Met

Thr Arg

Leu Pro Gln
val
275

Ala

Lys Ala
Asn Lys
290
Thr Asn
305

Ala

Arg

Arg Asn

tgcttacatt
tggaatttaa
ggaaagtggt
atgttgtcag
aaggcatcta
tctcacttgg
ttcaaaatgg
tgcaatcctg
ttttaggatg
tttcggaatg
ggctactctc
cttcatccct
actaaaagaa
cgtttactct
aggagctgat

sapiens
FLT3

Leu Ala

Met Ile
20
val Leu

ser Tyr

Arg Pro
val
85
Ile

Asp

Asn
100
Pro His

Lys Met

Glu Ala

Arg
Phe
Ile
Pro
Gln
70

ser
ser
Phe
Thr

Thr

511582009240SeqList

tgaagatctt
gtcgtgtgtt
gaagatatgt
gggcaatgcc
caccattaag
tgtgaatcct
atttaaaatg
ctgggctttt
tcagctggca
tcctcacacc
tccgcaggct
ccacctatcc
aatctattat
tgttttcaaa
aatgaacttt

Asp Gly

Gly Thr

Asn His

Met val
55
Ser Ser

Ala Ser

Cys Leu
Leu
120
Thr

Asp

Glu
135

Asn Tyr

150

Leu
165
Asp Ala
180

Trp

Leu

val

Ala val

Asp Ile
Phe
245
Phe

Leu

Leu
260
His val

Leu Glu

Thr Met

Tyr
Leu
Leu
val
Ar

230
Thr
Leu
Asn
Glu
Ile

Thr Leu

val Cys
Cys As
200
Lys Lys
215
g Cys Cys

Ile Asp

Lys val

His Gly
280
Gly Asn
295

Arg Ile

310

Thr
325

Asp

Gly

Tyr Tyr

p Ser

ctttgctttg
cacagagacc
gactttggat
cgtctgcctg
agtgatgtct
taccctggca
gatcagccat
gactcaagga
gatgcagaag
taccaaaaca
caggtcgaag
ctaacaggct
caactgctgc
gggacttttg
attggagcat

Gly GIn Leu

Ile Thr
25

Lys

Asn

Asn Asn

Ser Glu Ser
val
75

Leu

Gly Thr

Ile Thr

Trp val Phe

105

Gln Asn Arg

Gln Ala Gly

Thr Ile Leu

155

Arg Arg Pro

170
Ile Ser Glu
185
Gln Gly

Glu Glu Lys

Ala Asn
235
Gln

Arg

Asn
250
Glu

Leu
Gly Pro
265
Phe

Gly Leu

Tyr Phe Glu
Ala
315

Ser

Leu Phe

Thr Cys
330
Page 2

catatcaagt
tggccgccag
tggctcgaga
taaaatggat
ggtcatatgg
ttccggttga
tttatgctac
aacggccatc
aagcgatgta
ggcgaccttt
attcgtagag
gtagattacc
ttcaccagac
taaaatcaaa
tgatctgcat

Pro Leu Leu

Gln Leu
30

ser

Asp

ser
45
Glu

Asp

Pro
60
Tyr

Asp

Glu Ala

Gln val Leu
ser
110

val

Lys His
val
125
Tyr

Gly

Glu
140
Phe

Leu

Thr val

Tyr Phe Arg

val Pro
190

Cys

ser
Glu Sser
205
val Leu His
220
Glu

Leu Gly

Thr Pro Gln
Ile
270
Trp Glu
285

ser

Leu Trp

Thr
Met Thr
300
Phe

val Ser

ser Ser Lys

tgccaaagga
gaacgtgctt
tatcatgagt
ggcccccgaa
aatattactg
tgctaacttc
agaagaaata
cttccctaat
tcagaatgtg
cagcagagag
gaacaattta
aaaacaagat
ttttctctag
tcatcctgtc
ccaaggcctt

val val
15
Pro val

val Gly

Leu Gly

Ala
80
Asp

Ala

val
95
ser Leu

Ser Met

Leu Phe

Ile
160
Met

Ser

Lys
175
Glu Pro

Lys Glu

Glu Leu
Glu
240
Thr

Arg

Thr
255
Arg Cys

Leu Glu

Tyr Ser
val
320
Pro

Ser

His
335

2460
2520
2580
2640
2700
2760
2820
2880
2940
3000
3060
3120
3180
3240
3300
3307



Ser
Thr
Phe
Phe
385
Tyr
Ile
Leu
Gln
Lys
465
Gly
ser
Lys
Leu
Tyr
545
Leu
Gln
Asp
Ash
Met
625
val
Ala
Ash
Leu
ser
705
His
Met
ser
Glu
Phe
785
Phe
val
Ala

Arg

Tyr
865

Gln
Ash
ser
370
ser
ser
Phe
Ash
Ala
450
Lys
val
ser
Cys
Ash
530
Ala
Ile
Met
Phe
Leu
610
Ash
Ala
Leu
Ile
Ile
690
Lys
Ash
Pro
Gly
Asn
770
Glu
Leu
Leu
Arg
Leu

850
Thr

sSer
ser
355
val
Arg
Ile
His
Ile
435
ser
Cys
Trp
sSer
Cys
515
ser
Thr
Cys
val
Arg
595
Glu
Ala
val
Met
val
675
Phe
Arg
Phe
Gly
Leu
755
Gln
Asp
Glu
val
AS

835
Pro

Ile

Ala
340
sSer
Arg
Lys
sSer
Ala
420
Arg
Cys
sSer
Ash
Thr
500
Ala
Pro
Ile
His
Gln
580
Glu
Phe
Thr
Lys
Ser
660
Asn
Glu
Glu
sSer
sSer
740
His
Lys
Leu
Phe

Thr
820

p Ile

val

Lys

Leu
Glu
Phe
Ser
Lys
405
Glu
Arg
Phe
Asp
Arg
485
Leu
Tyr
Gly
Gly
Lys
565
val
Tyr
Gly
Ala
Met
645
Glu
Leu
Tyr
Lys
Phe
725
Arg
Gly
Arg
Leu
Lys
805
His
Met
Lys

Ser

val
Asp
Lys
Phe
390
Phe
Ash
Lys
ser
Lys
470
Lys
Asn
Asnh
Pro
val
550
Tyr
Thr
Glu
Lys
Tyr
630
Leu
Leu
Leu
Cys
Phe
710
Tyr
Glu
Ash
Leu
Cys
790
Ser
Gly
Ser

Trp

As
870

Thr
Tyr
Ala
375
Pro
Cys
Asp
Pro
AS

455
Ser
Ala
Met
Ser
Phe
535
Cys
Lys
Gly
Tyr
val
615
Gly
Lys
Lys
Gly
Cys
695
His
Pro
val
Ser
Glu
775
Phe
Cys
Lys
Asp

Met
855

p val

511582009240SeqList

Ile
Glu
360
Tyr
Cys
Ash
Asp

Gln
440

p Gly

Pro
Ash
Ser
Leu
520
Pro
Leu
Lys
Ser
AS

600
Leu
Ile
Glu
Met
Ala
680
Tyr
Arg
Thr
Gln
Phe
760
Glu
Ala
val
val
Ser
840
Ala

Trp

val
345
Ile
Pro
Glu
His
Ala
425
val
Tyr
Ash
Arg
Glu
505
Gly
Phe
Leu
Gln

ser
585

p Leu

Gly
Ser
Lys
Met
665
Cys
Gly
Thr
Phe
Ile
745
His
Glu
Tyr
His
val
825
Ash
Pro

Ser

Glu
Asp
Gln
Gln
Lys
410
Gln
Leu
Pro
Cys
Lys
490
Ala
Thr
Ile
Phe
Phe
570
Asp
Lys
Ser
Lys
Ala
650
Thr
Thr
Asp
Trp
Gln
730
His
Ser
Glu
Gln
Arg
810
Lys
Tyr
Glu

Tyr

Lys
Gln
Ile
Lys
395
His
Phe
Ala
Leu
Thr
475
val
Ile
ser
Gln
Ile
555
Arg
Asn
Trp
Gly
Thr
635
Asp
Gln
Leu
Leu
Thr
715
ser
Pro
Glu
Asp
val
795
Asp
Ile
val
ser

Gly
875

Page 3

Gly
Tyr
Arg
380
Gly
Gln
Thr
Glu
Pro
460
Glu
Phe
Lys
Cys
Asp
540
val
Tyr
Glu
Glu
Ala
620
Gly
ser
Leu
ser
Leu
700
Glu
His
Asp
Asp
Leu
780
Ala
Leu
Cys
val
Leu

860
Ile

Phe
Glu
365
Cys
Leu
Pro
Lys
Ala
445
ser
Glu
Gly
Gly
Glu
525
Ash
val
Glu
Tyr
Phe
605
Phe
val
ser
Gly
Gly
685
Ash
Ile
Pro
ser
Glu
765
Ash
Lys
Ala
Asp
Arg
845
Phe

Leu

Ile
350
Glu
Thr
Asp
Gly
Met
430
Ser
Trp
Ile
Gln
Phe
510
Thr
Ile
Leu
ser
Phe
590
Pro
Gly
sSer
Glu
Ser
670
Pro
Tyr
Phe
Ash
Asp
750
Ile
val
Gly
Ala
Phe
830
Gly
Glu

Leu

Ash
Phe
Trp
Ash
Glu
415
Phe
Ala
Thr
Thr
Trp
495
Leu
Ile
ser
Thr
Gln
575
Tyr
Arg
Lys
Ile
Ar

655
His
Ile
Leu
Lys
ser
735
Gln
Glu
Leu
Met
Arg
815
Gly
Asn
Gly

Trp

Ala
Cys
Thr
Gly
400
Tyr
Thr
sSer
Trp
Glu
480
val
val
Leu
Phe
Leu
560
Leu
val
Glu
val

Gln
640

g Glu

Glu
Tyr
Arg
Glu
720
ser
Ile
Tyr
Thr
Glu
800
Asn
Leu
Ala
Ile

Glu
880



Ile Phe Ser

Asn Phe Tyr
Thr
915

Arg

Tyr Ala
Ser
930
Gln

Asp

Cys Leu
945
Arg

val Ser

Arg Glu Met

ser

<210> 3

<211> 1362
<212> DNA
<213> Homo

<220>
<223>

<400> 3

gaggtgcagc
tcctgtgcag
ccagggaagg
gcagactcag
ctgcaaatga
tttatagctg
gtctcttcag
acctctgggg
acggtgtcgt
cagtcctcag
acccagacct
gttgagccca
ctggggggac
cggacccctg
ttcaactggt
cagtacaaca
aatggcaagg
accatctcca
cgggaggaga
agcgacatcg
cctcccgtgce
agcaggtggc
cactacacgc

<210>
<211>
<212>
<213>

<220>
<223> CHv62

<400> 4
Glu val Gln

4
453
PRT
Homo

Ser Leu Arg
Ser Ile Asn

Ser Ser Ile
50

Leu Gly
885
Lys Leu
900
Glu Glu

Lys Arg

Ala Asp

val
Ile
Ile
Pro

Ala

511582009240SeqList

Asn

Gln Asn
Ile
920
Phe

TYyr

ser
935

Glu Glu

950

Glu Cys
965
p Leu

As
980

sapiens

tggtggagtc
cctctggatt
ggctggaatg
tgaagggccg
acagcctgag
gaactacttt
catccaccaa
gcacagcggc
ggaactcagg
gactctactc
acatctgcaa
aatcttgtga
cgtcagtctt
aggtcacatg
acgtggacgg
gcacgtaccg
agtacaagtg
aagccaaagg
tgaccaagaa
ccgtggagtg
tggactccga

agcaggggaa
agaagagcct

sapiens

Pro

Gly

His Thr

Leu Leu

CHv62.21 heavy chain

tgggggaggc
caccttcagt

ggtctcatcc
attcaccatc
agccgaggac
tgatgctttt
gggcccatcg
cctgggctgc
cgccctgacc
cctcagcagc
cgtgaatcac
caaaactcac
cctcttcccc
cgtggtggtg
cgtggaggtg
tgtggtcagc
caaggtctcc
gcagccccga
ccaggtcagc
ggagagcaat
cggctccttc
cgtcttctca
ctccctgtct

.21 heavy chain

Pro Tyr
Gly
905
Ile
Pro
Ala
Tyr

ser
985

Pro
890
Phe

Gly
Lys

Met Gln

Asn Leu
Met Tyr
955
Gln Asn
970

Pro Gln

ctggtcaggc
ggctatagca
attagtagta
tccagagaca
acggctgtgt
gatatctggg
gtcttccccc
ctggtcaagg
agcggcgtgce
gtggtgaccg
aagcccagca
acatgcccac
ccaaaaccca
gacgtgagcc
cataatgcca
gtcctcaccg
aacaaagccc
gaaccacagg
ctgacctgcc
gggcagccgg
ttcctctata
tgctccgtga
ccgggtaaat

Leu val Glu Ser Gly Gly Gly Leu

5

10

Eeu Ser Cys Ala Ala Ser Gly Phe

Trp val Arg Gln ﬁga Pro Gly Lys

Ser Ser Ser Ser Asn Tyr Ile Tyr

55

Page 4

Ile Pro val
Gln
910

Trp

Met Asp

ser Cys
925
ser

Thr Phe

940
Gln

Asn val

Arg Arg Pro
val

990

Ala Gln

ctggggggtc
taaactgggt

gtagtaatta
acgccaagaa
attactgtgc
gccaagggac
tggcaccctc
actacttccc
acaccttccc
tgccctccag
acaccaaggt
cgtgcccagc
aggacaccct
acgaagaccc
agacaaagcc
tcctgcacca
tcccageccc
tgtacaccct
tggtcaaagg
agaacaacta
gcaagctcac
tgcatgaggc
aa

val Arg Pro
Thr phe Ser
30
Gly Leu Glu
45
Tyr Ala Asp
60

Asp Ala
895
Pro Phe

Ala Phe

Leu Gly

Gly
960
ser

Asp

Phe
975

Glu Asp

cctgagactc
ccgccaggcet
catatactac
ctcactgtat
gagagaaggg
aatggtcacc
ctccaagagc
cgaaccggtg
ggctgtccta
cagcttgggc
ggacaagaaa
acctgaactc
catgatctcc
tgaggtcaag
gcgggaggag
ggactggctg
catcgagaaa
gcccccatcc
cttctatccc
caagaccacg
cgtggacaag
tctgcacaac

Gly Gly
15

Gly Tyr
Trp val
Ser val

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1362



Lys Gly
65

Leu

Arg

Gln Met

Ala Arg Glu
Gln
115

val

Trp Gly

ser
130
Ala

Pro

Thr Ala

145

Thr val Ser

Pro Ala val

Thr val Pro
195
His Lys
210
Cys

Asn

Ser
225
Leu

Asp

Gly Gly

Leu Met Ile
Glu
275

His

ser His
val
290
Tyr

Glu

Thr
305
Asn

Arg

Gly Lys

Pro Ile Glu

Gln val Tyr
355
Leu

val Ser

370
val Glu
385

Pro

Trp

Pro val

Thr val Asp
His
435
Pro

val Met

ser
450

Leu

<210>
<211>
<212>
<213>

<220>
<223>

<400> 5

gacatccaga
atcacttgcc
gggaaagccc
aggttcagcg
gaagattttg
gggaccaagc
tctgatgagc

5
645
DNA
Homo

Phe Thr

Asn Ser

Gly Phe
100
Gly Thr

Phe Pro

Leu Gly

Ile
70

Leu
Ile
Met
Leu

Cys

511582009240SeqList

ser Arg

Arg Ala

Ala Gly

Thr
120
Pro

val

Ala
135

Leu val

150

Asn
165
Gln

Trp

Leu
180
Ser Ser

Pro Ser

Lys Thr

Ser
Ser
Ser
Asn

His

Gly Ala

Ser Gly

Leu Gly
200
Thr Lys
215

Thr Cys

230

ser
245
Arg

Pro

ser
260
Asp Pro

Asn Ala

val val

val
Thr
Glu
Lys

Ser

Phe Leu

Pro Glu
val Lys
280
Thr Lys
295

val Leu

310

Glu Tyr
325
Lys Thr
340

Thr Leu

Thr Cys

Glu Ser

Lys
Ile
Pro
Leu

Asn

Cys Lys

ser Lys

ser
360
Lys

Pro

val
375

Gly GlIn

390

Leu Asp
405
Lys Ser
420
Glu Ala

Gly Lys

sapiens

tgacccagtc
gggcaagtca
ctaagcgcect
gcagtggatc
caacttatta
tggagatcaa
agttgaaatc

ser
Arg

Leu

Asp Gly

Trp Gln

ASn
440

His

CHv62.21 1light chain

tccatcctcc
gggcattaga
gatctatgct
tgggacagaa
ctgtctacag
acggactgtg
tggaactgcc

Ala
75
Thr

Asp Asn

Glu Asp

90
Thr

Thr Phe

105
val

Ser Ser

ser Ser Lys

Lys Asp Tyr
155
Thr Ser
170

Tyr

Leu

Leu ser

185

Thr Gln Thr

val Asp Lys

Pro Pro Cys

235

Phe Pro Pro
250

val Thr

265

Phe

Cys

Asn Trp

Pro Arg Glu

Thr val Leu

315
val Ser Asn
330
Ala Lys

345

Arg

Gly

Glu Glu

Gly Phe Tyr

Glu Asn
395
Phe

Pro

Phe
410
Gly

Ser

Gln
425
His

Asn

Tyr Thr

ctgtctgcat
aatgatttag
gcatccagtt
ttcactctca
cataatggtt
gctgcaccat
tctgttgtgt

Page 5

Lys Asn Ser

Ala val Tyr
Phe
110

Thr

Asp Ala

Ala Ser
125
Ser Thr Ser
140
Phe

Pro Glu

Gly val His
Ser
190

Cys

Leu Ser
Ile
205
val

TYyr

Lys Glu
220
Pro

Ala Pro

Lys Pro Lys
val
270

Asp

val val
val
285
Gln

Tyr

Glu
300
His

Tyr

GIn Asp

Lys Ala Leu

Gln Pro Arg
350
Thr Lys
365

ser

Met

Pro
380
Asn

Asp

Tyr Lys

Leu Tyr Ser

val Phe Ser
430
ser

GIn Lys

445

ctgtaggaga
gctggtatca
tgcaaagtgg
caatcagcag
tcccgtacac
ctgtcttcat
gcctgctgaa

Leu Tyr
80
Tyr Cys
95
Asp Ile

Lys Gly

Gly Gly
val
160
Phe

Pro

Thr
175
val val

Asn val

Pro Lys

Glu Leu
240
Asp Thr
255
Asp val

Gly val

Asn Ser

Leu
320
Ala

Trp

Pro
335
Glu Pro

Asn G1n

Ile Ala

Thr
400
Leu

Thr

Lys
415
Cys Ser

Leu Ser

cagagtcacc
gcagaaacca
ggtcccatca
cctgcagcect
ttttggccag
cttcccgceca
taacttctat

60

120
180
240
300
360
420



cccagagagg
gagagtgtca
ctgagcaaag
ctgagctcgc

<210> 6
<211> 214
<212> PRT
<213> Homo

<220>
<223>

<400> 6
Aip Ile Gln

Asp Arg val

Leu Gly Trp
35
Ala Ala
50

Gly

Tyr
ser ser
65
Glu

Asp Phe

Thr Phe Gly
val
115

ser

Pro Ser

Ala
130
val

Thr
Lys Gln
145
Glu

Ser val

Ser Thr Leu
Glu
195

Arg

Ala Cys

Phe Asn
210

<210>
<211>
<212>
<213>

<220>
<223>

<400> 7

gaggtgcagc
tcctgtgcag
ccagggaagg
gcagactcag
ctgcaaatga
tttatagctg
gtctcttcat
acctctgggg
acggtgtcgt
cagtcctcag
acccagacct
gttgagccca
ctggggggac
cggacccctg
ttcaactggt

7
1362
DNA
Homo

sapiens

Met Tgr G1

Thr Ile Th
20
Tyr

GIn GI

Ser Ser Le

Gl
70

Ty
Th
Ph

Gly Thr
Thr
85

Gly

Ala

Gln
100
Phe Ile

val val

Cy
va
15
Gl

Trp Lys
Glu
165
Leu

Thr

Thr
180
val

Se

Thr Hi

Gly Glu Cy

sapiens

tggtggagtc
cctctggatt
ggctggaatg
tgaagggccg
acagcctgag
gaactacttt
agtccaccaa
gcacagcggc
ggaactcagg
gactctactc
acatctgcaa
aatcttgtga
cgtcagtctt
aggtcacatg

acgtggacgg

511582009240seqList
ccaaagtaca gtggaaggtg gataacgccc tccaatcggg taactcccag 480
cagagcagga cagcaaggac agcacctaca
cagactacga gaaacacaaa gtctacgcct
ccgtcacaaa gagcttcaac aggggagagt

CHv62.21 1ight chain

n Ser Pro

r Cys Arg
Pro
40

Ser

n Lys
Gln
55
Phe

u

u Thr

r Tyr Cys

r Lys Leu
Pro
120

Leu

e Pro

Leu
135
Asp

S

]
0
n

Asn

Asp Ser

r Lys Ala

s Gln Gly
200

S

CHv62.21 heavy chain

tgggggaggc
caccttcagt

ggtctcatcc
attcaccatc
agccgaggac
tgatgctttt
gggcccatcg
cctgggctgce
cgccctgacc
cctcagcagc
cgtgaatcac
caaaactcac
cctcttcccc
cgtggtggtg
cgtggaggtg

ser Leu
10

Ser

Ser

Ala Gln

Gly Lys Ala

Gly val Pro
Ile
75

His

Leu Thr

Gln
90
Ile

Leu

Glu
105
ser

Lys

Asp Glu

Asn Asn Phe
Gln
155

Ser

Ala Leu

Lys Asp
170
Asp Tyr Glu
185
Leu

Ser Ser

ctggtcaggc
ggctatagca
attagtagta
tccagagaca
acggctgtgt
gatatctggg
gtcttccccc
ctggtcaagg
agcggcegtgce
gtggtgaccg
aagcccagca
acatgcccac
ccaaaaccca
gacgtgagcc
cataatgcca

Page 6

gcctcagcag caccctgacg 540

gcgaagtcac ccatcagggc 620

gttaa

Ser Ala Ser

Gly Ile Arg

30
Arg

Pro Lys

45
Ser Arg Phe
60
Ser

Ser Leu

Asn Gly Phe
val
110

Lys

Arg Thr

Gln Leu
125
Tyr Pro
140
ser

Arg

Gly Asn

Thr Tyr Ser

Lys His Lys
190
val Thr

205

Pro

ctggggggtc
taaactgggt

gtagtaatta
acgccaagaa
attactgtgc
gccaagggac
tggcaccctc
actacttccc
acaccttccc
tgccctccag
acaccaaggt
cgtgcccagc
aggacaccct
acgaagaccc
agacaaagcc

val
15
Asn

Gly
Asp

Leu Ile

Ser Gly

Gln Pro
80
Pro Tyr
95
Ala Ala

Ser Gly

Glu Ala

Gln
160
ser

Ser

Leu
175
val Tyr

Lys Ser

cctgagactc
ccgccaggcet
catatactac
ctcactgtat
gagagaaggg
aatggtcacc
ctccaagagc
cgaaccggtg
ggctgtccta
cagcttgggc
ggacaagaaa
acctgaactc
catgatctcc
tgaggtcaag
gcgggaggag

645

60

120
180
240
300
360
420
480
540
600
660
720
780
840
900



cagtacaaca
aatggcaagg
accatctcca
cgggaggaga
agcgacatcg
cctcecegtgce
agcaggtggc
cactacacgc

<210> 8
<211> 453
<212> PRT
<213> Homo

<220>
<223>

<220>
<221>
<222>
<223>

<400> 8
Glu val

1
Ser

124

Gln

Leu Arg

Ile Asn
35
Ile

Ser

Ser
50
Gly

Ser

Lys
65
Leu

Arg

Gln Met

Ala Arg Glu
Gln
115

val

Trp Gly
Ser
130
Ala

Pro

Thr Ala

145

Thr val Ser

Pro Ala val

Thr val Pro
195
His Lys
210
Cys

Asn

ser
225
Leu

Asp

Gly Gly

Leu Met Ile
Glu
275

His

ser His
val
290
Tyr

Glu

Thr
305
Asn

Arg

Gly Lys

Pro Ile Glu

Gln val Tyr

gcacgtaccg
agtacaagtg
aagccaaagg
tgaccaagaa
ccgtggagtg
tggactccga

agcaggggaa
agaagagcct

sapiens

VARIANT

val
5
Ser

Leu

Leu
20
Trp val

Ser Ser

Phe Thr
Ser
85
Phe

Asn

Gly
100
Gly Thr

Phe Pro

Leu Gly

Glu Ser
Cys
Arg
Ser
Ile
70
Leu
Ile
Met
Leu

Cys

511582009240seqList
tcctgcacca
tcccageccc
tgtacaccct
tggtcaaagg
agaacaacta
gcaagctcac
tgcatgaggc

tgtggtcagc
caaggtctcc
gcagccccga
ccaggtcagc
ggagagcaat
cggctccttc
cgtcttctca
ctccctgtct

CHv62.21 heavy chain

Gly

Ala Ala

Ala
40
Asn

Gln

Ser
55
Ser Arg

Arg Ala

Ala Gly

Thr
120
Pro

val

Ala
135

Leu val

150

Asn
165
Gln

Trp

Leu
180
Ser Ser

Pro Ser

Lys Thr

Ser
Ser
Ser
Asn

His

Gly Ala

Ser Gly

Leu Gly
200
Thr Lys
215

Thr Cys

230

Ser
245
Arg

Pro

Ser
260
Asp Pro

Asn Ala

val val

val
Thr
Glu
Lys

Ser

Phe Leu

Pro Glu

val Lys
280
Thr Lys
295

val Leu

310

Glu Tyr
325
Lys Thr
340

Thr Leu

Lys
Ile

Pro

Cys Lys

ser Lys

Pro Ser

gtcctcaccg
aacaaagccc
gaaccacagg
ctgacctgcc
gggcagccgg
ttcctctata
tgctccgtga
ccgggtaaat

Xaa = para-acetylphenylalanine (pAF)

Gly Gly Leu

10
Ser Gly Phe
25
Pro

Gly Lys

Tyr Ile Tyr
Ala
75

Thr

Asp Asn

Glu Asp

90

Thr Thr Phe

105
val

Ser Ser

ser Ser Lys

Lys Asp Tyr
155
Thr Ser
170

Tyr

Leu

Leu Ser

185

Thr GIn Thr

val Asp Lys

Pro Pro Cys

235

Phe Pro Pro
250

val Thr
265

Phe

Cys

Asn Trp

Pro Arg Glu

Thr val Leu

315
val Ser Asn
330
Ala Lys

345

Arg

Gly

Glu Glu
Page 7

aa

val
Thr
Gly
Tyr
60

Lys
Ala
Asp
Xaa
Ser
140
Phe
Gly
Leu
Tyr
Lys
220
Pro
Lys
val
Tyr
Glu
300
His
Lys
Gln

Met

Arg
Phe
Leu
Ala
Asn
val
Ala
Ser
Thr
Pro
val
Ser
Ile
205
val
Ala
Pro
val
val
285
Gln
Gln
Ala
Pro

Thr

Pro
Ser
Glu
Asp
Ser
Tyr
Phe
110
Thr
Ser
Glu
His
Ser
190
Cys
Glu
Pro
Lys
val
270
Asp
Tyr
Asp
Leu
Arg

350
Lys

Gly
15

Gly
Trp
Ser
Leu
Tyr
95

Asp
Lys
Gly
Pro
Thr
175
val
Asn
Pro
Glu
Asp
255
Asp
Gly
Asn
Trp
Pro
335
Glu

Asn

ggactggctg
catcgagaaa

gcccccatcc
cttctatccc
caagaccacg
cgtggacaag
tctgcacaac

Gly
Tyr
val
val
Tyr
80

Cys
Ile
Gly
Gly
val
160
Phe
val
val
Lys
Leu
240
Thr
val
val
Ser
Leu
320
Ala
Pro

Gln

960

1020
1080
1140
1200
1260
1320
1362



val
val
385
Pro
Thr
val

Leu

Ser
370
Glu
Pro
val
Met

ser
450

<210> 9

<211>
<212>
<213>

<220>

<223>

<400> 9

Glu
1

sSer
ser
ser
Lys
65

Leu
Ala
Trp
Pro
Thr
145
Thr
Pro
Thr
Ash
ser
225
Leu
Leu
Ser
Glu
Thr
305
Ash

Pro

val
Leu
Ile
ser
50

Gly
Gln
Arg
Gly
ser
130
Ala
val
Ala
val
His
210
Cys
Gly
Met
His
val
290
Tyr
Gly
Ile

355
Leu

Trp
val
Asp
His

435
Pro

453
PRT .
Homo sapiens

Gln
Arg
Asn
35

Ile
Arg
Met
Glu
Gln
115
val
Ala
ser
val
Pro
195
Lys
Asp
Gly
Ile
Glu
275
His
Arg
Lys
Glu

Thr
Glu
Leu
LysS
420
Glu

Gly

Leu
Leu
20

Trp
sSer
Phe
Asn
Gly
100
Gly
Phe
Leu
Trp
Leu
180
ser
Pro
Lys
Pro
Ser
260
Asp
Asn
val

Glu

Lys
340

Cys
Ser
Asp
405
Ser
Ala

Lys

val
5

ser
val
ser
Thr
Ser
85

Phe
Thr
Pro
Gly
Ash
165
Gln
sSer
sSer
Thr
sSer
245
Arg
Pro
Ala
val
TYyr

325
Thr

Leu
Asn
390
Ser
Arg

Leu

Glu
Cys
Arg
ser
Ile
70

Leu
Ile
Met
Leu
Cys
150
ser
ser
ser
Asn
His
230
val
Thr
Glu
Lys
ser
310
Lys
Ile

val
375
Gly
Asp
Trp

His

CHv62.21 heavy chain

Ser
Ala
Gln
Ser
55

Ser
Arg
Ala
val
Ala
135
Leu
Gly
Ser
Leu
Thr
215
Thr
Phe
Pro
val
Thr
295
val
Cys

Ser

360
Lys

Gln
Gly
Gln

AsSn
440

Gly
Ala
Ala
40

Ash
Arg
Ala
Gly
Thr
120
Pro
val
Ala
Gly
Gly
200
Lys
Cys
Leu
Glu
Lys
280
Lys
Leu
Lys

Lys

Gly
Pro
Ser
Gln

425
His

Gly
Ser
25

Pro
Tyr
Asp
Glu
Thr
105
val
Ser
Lys
Leu
Leu
185
Thr
val
Pro
Phe
val
265
Phe
Pro
Thr
val

Ala
345

Phe Tyr

Glu Asn
395

Phe Phe

410

Gly Asn

Tyr Thr

Gly Leu
10
Gly Phe
Gly Lys
Ile Tyr
Asn Ala
Asp Thr
Thr Phe
Ser Ser
ser Lys
Asp Tyr
155
Thr ser
170
Tyr Ser
Gln Thr
Asp Lys
Pro Cys
235
Pro Pro
250
Thr Cys
Asn Trp
Arg Glu
val Leu
315
Ser Asn

330
Lys Gly

Page 8

Pro
380
Asn
Leu
val

Gln

val
Thr
Gly
Tyr
60

Lys
Ala
Asp
Ala
ser
140
Phe
Gly
Leu
Tyr
Lys
220
Pro
Lys
val
Tyr
Glu
300
His
Lys
Gln

511582009240SeqList
365

Ser
Tyr
Tyr
Phe

Lys
445

Arg
Phe
Leu
Ala
Ash
val
Ala
ser
125
Thr
Pro
val
ser
Ile
205
val
Ala
Pro
val
val
285
Gln
Gln
Ala

Pro

Asp
Lys
Ser
Ser

430
ser

Pro
ser
Glu
Asp
ser
Tyr
Phe
110
Thr
ser
Glu
His
Ser
190
Cys
Glu
Pro
Lys
val
270
Asp
Tyr
Asp
Leu

Arg
350

Ile
Thr
Lys
415
Cys

Leu

Gly
15

Gly
Trp
ser
Leu
Tyr
95

Asp
Lys
Gly
Pro
Thr
175
val
Asn
Pro
Glu
Asp
255
Asp
Gly
Asn
Trp
Pro

335
Glu

Ala
Thr
400
Leu
Ser

Ser

Gly
Tyr
val
val
Tyr
80

Cys
Ile
Gly
Gly
val
160
Phe
val
val
Lys
Leu
240
Thr
val
val
ser
Leu
320
Ala

Pro



Gln
val
val
385
Pro
Thr
val

Leu

<210>
<211>
<212>
<213>

val
sSer
370
Glu
Pro
val
Met

ser
450

<220>

<223>
<400>

Asp
1
Asp
Leu
Tyr
Ser
65
Glu
Thr
Pro
Thr
Lys
145
Glu
Ser
Ala

Phe

<210>
<211>
<212>
<213>

Ile
Arg
Gly
Ala
50

Gly
Asp
Phe
Ser
Ala
130
val
Ser
Thr
Cys

Asn
210

<220>

<223>

<220>

<221>
<222>
<223>

Tyr
355
Leu
Trp
val
Asp
His
435
Pro

10

214
PRT
Homo sapiens

Gln
val
Trp
35

Ala
Ser
Phe
Gly
val
115
Ser
Gln
val
Leu
Glu

195
Arg

11
453
PRT
homo sapiens

Thr
Thr
Glu
Leu
Lys
420
Glu

Gly

Met
Thr
20

Tyr
Ser
Gly
Ala
Gln
100
Phe
val
Trp
Thr
Thr
180
val

Gly

VARIANT
124
Xaa = para-acetylphenylalanine (pAF)

Leu
Cys
ser
Asp
405
ser
Ala

Lys

Thr
5
Ile
Gln
Ser
Thr
Thr
85
Gly
Ile
val
Lys
Glu
165
Leu
Thr

Glu

Pro
Leu
Asn
390
ser
Arg

Leu

Gln
Thr
Gln
Leu
Glu
70

Tyr
Thr
Phe
cys
val
150
Gln
Ser
His

Cys

Pro
val
375
Gly
Asp
Trp

His

CHv62.21 1light chain
10

Ser
Cys
Lys
Gln
55

Phe
Tyr
Lys
Pro
Leu
135
Asp
Asp
Lys
Gln

CHv62.21 heavy chain

511582009240SeqList

Ser
360
Lys
Gln
Gly
Gln

ASn
440

Pro
Arg
Pro
40

Ser
Thr
Cys
Leu
Pro
120
Leu
Asn
Ser
Ala

Gly
200

Arg
Gly
Pro
Ser
Gln

425
His

Ser
Ala
Gly
Gly
Leu
Leu
Glu
105
Ser
Asn
Ala
Lys
Asp

185
Leu

Glu
Phe
Glu
Phe
410
Gly

Tyr

Ser
10

Ser
Lys
val
Thr
Gln
90

Ile
Asp
Asn
Leu
Asp
170
Tyr

ser

Glu
Tyr
Asn
395
Phe
Asn

Thr

Leu
Gln
Ala
Pro
Ile
75

His
Lys
Glu
Phe
Gln
155
Ser
Glu

Ser

Page 9

Met
Pro
380
Asn
Leu
val

Gln

Ser
Gly
Pro
Ser
60

Ser
Asn
Arg
Gln
Tyr
140
Ser
Thr
Lys

Pro

Thr
365
ser
Tyr
Tyr
Phe

Lys
445

Ala
Ile
Lys
45

Arg
Ser
Gly
Thr
Leu
125
Pro
Gly
Tyr
His

val
205

Asp
Lys
ser
ser

430
ser

Ser
Arg
30

Arg
Phe
Leu
Phe
val
110
Lys
Arg
Asn
Ser
Lys

190
Thr

Ash
Ile
Thr
Lys
415
Cys

Leu

val
15

Asn
Leu
Ser
Gln
Pro
95

Ala
Ser
Glu
Ser
Leu
175
val

Lys

Gln
Ala
Thr
400
Leu
ser

ser

Gly
Asp
Ile
Gly
Pro
80

Tyr
Ala
Gly
Ala
Gln
160
Ser
Tyr

Ser



<400> 11

Glu
Ser
Ser
Ser
Lys
65

Leu
Ala
Trp
Pro
Thr
145
Thr
Pro
Thr
Asn
Ser
225
Leu
Leu
Ser
Glu
Thr
305
Asn
Pro
Gln
val
val
385
Pro
Thr
val

Leu

val
Leu
Ile
Ser
50

Gly
Gln
Arg
Gly
Ser
130
Ala
val
Ala
val
His
210
Cys
Gly
Met
His
val
290
TYyr
Gly
Ile
val
Ser
370
Glu
Pro
val
Met

ser
450

<210> 12

<211>
<212>
<213>

<220>

<223>

Gln
Arg
Asn
35

Ile
Arg
Met
Glu
Gln
115
val
Ala
Ser
val
Pro
195
Lys
Asp
Gly
Ile
Glu
275
His
Arg
Lys
Glu
TYyr
355
Leu
Trp
val
Asp
His
435
Pro

449
PRT .
Homo sapiens

Leu
Leu
20

Trp
Ser
Phe
Asn
Gly
100
Gly
Phe
Leu
Trp
Leu
180
Ser
Pro
Lys
Pro
Ser
260
Asp
Asn
val
Glu
Lys
340
Thr
Thr
Glu
Leu
Lys
420
Glu

Gly

val
Ser
val
Ser
Thr
Ser
85

Phe
Thr
Pro
Gly
Asn
165
Gln
Ser
Ser
Thr
Ser
245
Arg
Pro
Ala
val
Tyr
325
Thr
Leu
cys
Ser
Asp
405
Ser
Ala

Lys

Glu
Cys
Arg
Ser
Ile
70

Leu
Ile
Met
Leu
Cys
150
Ser
Ser
Ser
Asn
His
230
val
Thr
Glu
Lys
Ser
310
Lys
Ile
Pro
Leu
Asn
390
Ser
Arg

Leu

Ser
Ala
Gln
Ser
55

Ser
Arg
Ala
val
Ala
135
Leu
Gly
Ser
Leu
Thr
215
Thr
Phe
Pro
val
Thr
295
val
Cys
Ser
Pro
val
375
Gly
Asp
Trp

His

v62-1b37.1 heavy chain

511582009240SeqList

Gly
Ala
Ala
40

Asn
Arg
Ala
Gly
Thr
120
Pro
val
Ala
Gly
Gly
200
Lys
Cys
Leu
Glu
LyS
280
LysS
Leu
Lys
LysS
Ser
360
LysS
Gln
Gly
Gln

AsSn
440

Gly
Ser
25

Pro
Tyr
Asp
Glu
Thr
105
val
Ser
Lys
Leu
Leu
185
Thr
val
Pro
Phe
val
265
Phe
Pro
Thr
val
Ala
345
Arg
Gly
Pro
Ser
Gln

425
His

Gly Leu
10
Gly Phe

Gly Lys
Ile Tyr
Asn Ala
75
Asp Thr
90
Thr Phe
Ser Ser
ser Lys
Asp Tyr
155
Thr Ser
170
Tyr Ser
Gln Thr
Asp Lys
Pro Cys
235
Pro Pro
250
Thr Cys
Asn Trp
Arg Glu
val Leu
315
ser Asn

330
Lys Gly

Glu Glu

Phe Tyr

Glu Asn
395

Phe Phe

410

Gly Asn

Tyr Thr

Page 10

val
Thr
Gly
Tyr
60

Lys
Ala
Asp
Xaa
Ser
140
Phe
Gly
Leu
Tyr
Lys
220
Pro
Lys
val
Tyr
Glu
300
His
Lys
Gln
Met
Pro
380
AsSn
Leu
val

Gln

Arg
Phe
Leu
45

Ala
AsSn
val
Ala
Ser
125
Thr
Pro
val
Ser
Ile
205
val
Ala
Pro
val
val
285
Gln
Gln
Ala
Pro
Thr
365
Ser
Tyr
Tyr

Phe

LyS
445

Pro
Ser
Glu
Asp
Ser
Tyr
Phe
110
Thr
Ser
Glu
His
Ser
190
Cys
Glu
Pro
Lys
val
270
Asp
Tyr
Asp
Leu
Ar

350
Lys
Asp
Lys
Ser
Ser

430
ser

Gly
Gly
Trp
Ser
Leu
Tyr
95

Asp
Lys
Gly
Pro
Thr
175
val
Asn
Pro
Glu
AS

255
Asp
Gly
Asn
Trp

Pro
335

g Glu

Asn
Ile
Thr
Lys
415
Cys

Leu

Gly
Tyr
val
val
Tyr
80

Cys
Ile
Gly
Gly
val
160
Phe
val
val
LysS

Leu
240

p Thr

val
val
Ser
Leu
320
Ala
Pro
Gln
Ala
Thr
400
Leu
Ser

Ser



<400> 12

Glu
1

ser
Gly
ser
Lys
65

Leu
Ala
Thr
Pro
Gly
145
Ash
Gln
ser
sSer
Thr
225
ser
Arg
Pro
Ala
val
305
Tyr
Thr
Leu
Cys
ser
385
Asp
ser
Ala

Lys

val
Leu
Met
Gly
Gly
Gln
Arg
Leu
Leu
130
Cys
ser
Ser
sSer
Ash
210
His
val
Thr
Glu
Lys
290
sSer
Lys
Ile
Pro
Leu
370
Ash
sSer
Arg

Leu

<210> 13

<211>
<212>
<213>

<220>

Gln
Arg
ser
35

Ile
Arg
Met
Asp
val
115
Ala
Leu
Gly
ser
Leu
195
Thr
Thr
Phe
Pro
val
275
Thr
val
Cys
ser
Pro
355
val
Gly
Asp
Trp

His
435

214
PRT .
Homo sapiens

Leu
Leu
20

Trp
Ash
Phe
Ash
Gly
100
Thr
Pro
val
Ala
Gly
180
Gly
Lys
Cys
Leu
Glu
260
Lys
Lys
Leu
Lys
Lys
340
Ser
Lys
Gln
Gly
Gln

420
Asn

val
ser
val
Trp
Thr
sSer
85

Tyr
val
sSer
Lys
Leu
165
Leu
Thr
val
Pro
Phe
245
val
Phe
Pro
Thr
val
325
Ala
Arg
Gly
Pro
ser
405
Gln

His

Glu
Cys
Arg
Ash
Ile
70

Leu
Thr
ser
ser
Asp
150
Thr
Tyr
Gln
Asp
Pro
230
Pro
Thr
Asnh
Arg
val
310
ser
Lys
Glu
Phe
Glu
390
Phe
Gly

Tyr

Ser
Ala
Gln
Gly
55

Ser
Arg
Tyr
Ser
Lys
135
Tyr
Ser
Ser
Thr
Lys
215
Cys
Pro
Cys
Trp
Glu
295
Leu
Ash
Gly
Glu
Tyr
375
Ash
Phe
Ash

Thr

511582009240SeqList

Gly
Ala
Ala
40

Gly
Arg
Ala
Gly
Ala
120
Ser
Phe
Gly
Leu
Tyr
200
Lys
Pro
Lys
val
Tyr
280
Glu
His
Lys
Gln
Met
360
Pro
Ash
Leu
val

Gln
440

Gly
Ser
25

Pro
Ser
Asp
Glu
Pro
105
Ser
Thr
Pro
val
Ser
185
Ile
val
Ala
Pro
val
265
val
Gln
Gln
Ala
Pro
345
Thr
Ser
Tyr
Tyr
Phe

425
Lys

Gly
10

Gly
Gly
Thr
Asp
Asp
90

Phe
Thr
Ser
Glu
His
170
Ser
Cys
Glu
Pro
Lys
250
val
Asp
Tyr
Asp
Leu
330
Arg
Lys
Asp
Lys
Ser
410
Ser

Ser

val
Phe
Lys
Gly
Ala
75

Thr
Asp
Lys
Gly
Pro
155
Thr
val
Asnh
Pro
Glu
235
Asp
Asp
Gly
Asn
Trp
315
Pro
Glu
Asn
Ile
Thr
395
Lys
Cys

Leu

Page 11

val
Thr
Gly
Tyr
60

Lys
Ala
Asn
Gly
Gly
140
val
Phe
val
val
Lys
220
Leu
Thr
val
val
ser
300
Leu
Ala
Pro
Gln
Ala
380
Thr
Leu
ser

ser

Arg
Phe
Leu
45

Ala
Ash
Leu
Trp
Pro
125
Thr
Thr
Pro
Thr
Ash
205
ser
Leu
Leu
ser
Glu
285
Thr
Ash
Pro
Gln
val
365
val
Pro
Thr
val

Leu
445

Pro
Asp
Glu
Asp
ser
Tyr
Gly
110
ser
Ala
val
Ala
val
190
His
Cys
Gly
Met
His
270
val
Tyr
Gly
Ile
val
350
sSer
Glu
Pro
val
Met

430
ser

Gly
15

Asp
Trp
ser
Leu
His
95

Gln
val
Ala
ser
val
175
Pro
Lys
Asp
Gly
Ile
255
Glu
His
Arg
Lys
Glu
335
Tyr
Leu
Trp
val
Asp
415
His

Pro

Gly
Tyr
val
val
Tyr
80

Cys
Gly
Phe
Leu
Trp
160
Leu
sSer
Pro
Lys
Pro
240
ser
Asp
Asn
val
Glu
320
Lys
Thr
Thr
Glu
Leu
400
Lys
Glu
Gly



<223> v62-1b37.1 1light chain
<400> 13

Asp
1
Asp
Leu
Tyr
Ser
65
Glu
Thr
Pro
Thr
Lys
145
Glu
Ser
Ala

Phe

<210>
<211>
<212>
<213>

<400>

Ile
Arg
Gly
Ala
50

Gly
Asp
Phe
Ser
Ala
130
val
Ser
Thr
Cys

Asn
210

14
11
PRT
Homo sapiens

14

Gln
val
Trp
35

Ala
Ser
Phe
Gly
val
115
Ser
Gln
val
Leu
Glu

195
Arg

Met
Thr
20

Tyr
Ser
Gly
Ala
Gln
100
Phe
val
Trp
Thr
Thr
180
val

Gly

Thr
5
Ile
Gln
Ser
Thr
Thr
85
Gly
Ile
val
Lys
Glu
165
Leu
Thr

Glu

Arg Ala Ser GIn Gly
1 5

<210>
<211>
<212>
<213>

<400>

15
11
PRT
Homo sapiens

15

Arg Ala Ser GIn Gly
1 5

<210>

<211> 7

<212>
<213>

<400>

16

PRT .
Homo sapiens

16

Arg Asn Asp Leu Gly
1 5

<210>

<211> 7

<212>
<213>

17

PRT .
Homo sapiens

Gln Ser
Thr Cys
GIn Lys
Leu Gln
55
Glu Phe
70
Tyr Tyr
Thr Lys
Phe Pro
Cys Leu
135
val Asp
150
Gln Asp
Ser Lys
His Gln

Cys

Ile Arg

Ile Arg

Trp Tyr

511582009240SeqList

Pro Ser

Arg Ala
25

Pro Gly

40

Ser Gly

Thr Leu
Cys Leu
Leu Glu
105
Pro Ser
120
Leu Asn
Asn Ala
ser Lys
Ala As
185
Gly Leu
200

Asn Asp

Asn Asp

Ser Leu
10
Ser GIn

Lys Ala
val Pro

Thr Ile
75

Gln His

90

Ile Lys

Asp Glu
Asn Phe
Leu GIn

155

Asp Ser
170

p Tyr Glu

Ser Ser

Leu Gly
10

Leu Gly
10

Page 12

Ser
Gly
Pro
Ser
60

Ser
Asn
Arg
Gln
Tyr
140
Ser
Thr
Lys

Pro

Ala
Ile
Lys
45

Arg
Ser
Ser
Thr
Leu
125
Pro
Gly
Tyr
His

val
205

Ser
Arg
30

Arg
Phe
Leu
Tyr
val
110
Lys
Arg
AsSn
Ser
Lys
190
Thr

val
15

AsSn
Leu
Ser
Gln
Pro
95

Ala
Ser
Glu
Ser
Leu
175
val

Lys

Gly
Asp
Ile
Gly
Pro
80

Tyr
Ala
Gly
Ala
Gln
160
Ser
Tyr

Ser



511582009240SeqList
<400> 17
Ala Ala Ser Ser Lgu Gln Ser

<210> 18

<211> 7

<212> PRT

<213> Homo sapiens

<400> 18
Ala Ala Ser Ser Lgu Gln Ser

<210> 19

<211> 10

<212> PRT

<213> Homo sapiens

<400> 19
A{g Leu Ile Tyr A}a Ala Ser Ser Leu GIn

<210> 20

<211> 9

<212> PRT

<213> Homo sapiens

<400> 20
Liu GIn His Asn G}y Phe Pro Tyr Thr

<210> 21

<211> 9

<212> PRT

<213> Homo sapiens

<400> 21
Liu GIn His Asn G}y Phe Pro Tyr Thr

<210> 22

<211> 9

<212> PRT

<213> Homo sapiens

<400> 22
Liu GIn His Asn G}y Phe Pro Tyr Thr

<210> 23

<211> 5

<212> PRT

<213> Homo sapiens

<400> 23
Gly Tyr Ser Ile Agn

<210> 24
<211> 7
<212> PRT
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511582009240seqList
<213> Homo sapiens

<400> 24
Gly Phe Thr Phe s§r Gly Tyr

<210> 25

<211> 6

<212> PRT

<213> Homo sapiens

<400> 25
sir Gly Tyr Ser I}e Asn

<210> 26

<211> 5

<212> PRT

<213> Homo sapiens

<400> 26
Gly Tyr Ser Ile Agn

<210> 27

<211> 7

<212> PRT

<213> Homo sapiens

<400> 27
Gly Phe Thr Phe s§r Gly Tyr

<210> 28

<211> 6

<212> PRT

<213> Homo sapiens

<400> 28
sir Gly Tyr Ser I}e Asn

<210> 29

<211> 17

<212> PRT

<213> Homo sapiens

<400> 29
Sir Ile Ser Ser Sgr Ser Asn Tyr Ile Igr Tyr Ala Asp Ser X§1 Lys

Gly

<210> 30

<211> 5

<212> PRT

<213> Homo sapiens

<400> 30
Sir Ser Ser Ser Agn
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<210> 31

<211> 12

<212> PRT

<213> Homo sapiens

<400> 31
T{p val Ser Ser I}e Ser Ser Ser Ser égn Tyr Ile

<210> 32

<211> 14

<212> PRT

<213> Homo sapiens

<400> 32
Glu Gly Phe Ile A}a Gly Thr Thr Phe égp Ala Phe Asp Ile

<210> 33

<211> 14

<212> PRT

<213> Homo saiens

<400> 33
Glu Gly Phe Ile A}a Gly Thr Thr Phe égp Ala Phe Asp Ile

<210> 34

<211> 15

<212> PRT

<213> Homo sapiens

<400> 34
Ala Arg Glu Gly PEe Ile Ala Gly Thr Igr Phe Asp Ala Phe égp
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