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SEQ ID NO:1

XKVLRKGDRGDEVXQLQTLLNLXGYDVGKPDGIFGNNTFNQVVKFQKDNXLDSDGIVGK
NTWAELFSKYSPPIPYKTIPMPXANKSRAAATPVMNAVENATGVRSQLLLTFASIESAFDY
EXKAKTSSATGWFQFLTGTWKTMIENYGXKYGVXTDPTGXLRKDPRXSALMGAELIKEX
XNILRPXLKREPTDTDLYLAHFFGPGXARRFLXTGQNELAATHFXKEAQAXPXIFYNKDGS
PKTIQEVYNLMDGKVAAHRK

SEQ ID NO:2

KVLRKGDRGDEVCQLQTLLNLCGYDVGKPDGIFGNNTFNQVVKFQKDNCLDSDGIVGKN
TWAELFSKYSPPIPYKTIPMPTANKSRAAATPVMNAVENATGVRSQLLLTFASIESAFDYEI
KAKTSSATGWFQFLTGTWKTMIENYGMKYGVLTDPTGALRKDPRISALMGAELIKENMNI
LRPVLKREPTDTDLYLAHFFGPGAARRFLTTGQNELAATHFPKEAQANPSIFYNKDGSPK
TIQEVYNLMDGKVAAHRK

SEQ ID NO:3 (M=Selenomethionine)

KVLRKGDRGDEVCQLQTLLNLCGYDVGKPDGIFGNNTFNQVVKFQKDNCLDSDGIVGKN
TWAELFSKYSPPIPYKTIPMPTANKSRAAATPVMNAVENATGVRSQLLLTFASIESAFDYEI
KAKTSSATGWFQFLTGTWKTMIENYGMKYGVLTDPTGALRKDPRISALMGAELIKENMNI
LRPVLKREPTDTDLYLAHFFGPGAARRFLTTGQNELAATHFPKEAQANPSIFYNKDGSPK
TIQEVYNLMDGKVAAHRK

SEQ ID NO:4

KVLRKGDRGDEVCQLQTLLNLCGYDVGKPDGIFGNNTFNQVVKFQKDNCLDSDGIVGKN
TWAELFSKYSPPIPYKTIPMPTANKSRAAATPVMNAVENATGVRSQLLLTFASIASAFDYEI
KAKTSSATGWFQFLTGTWKTMIENYGMKYGVLTDPTGALRKDPRISALMGAELIKENMNI
LRPVLKREPTDTDLYLAHFFGPGAARRFLTTGQNELAATHFPKEAQANPSIFYNKDGSPK
TIQEVYNLMDGKVAAHRK
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SEQ ID NO:5

MKVLRKGDRGDEVCQLQTLLNLCGYDVGKPDGIFGNNTFNQVVKFQKDNCLDSDGIVGK
NTWAELFSKYSPPIPYKTIPMPTANKSRAAATPVMNAVENATGVRSQLLLTFASIESAFDY
EIKAKTSSATGWFQFLTGTWKTMIENYGMKYGVLTDPTGALRKDPRISALMGAELIKENM
NILRPVLKREPTDTDLYLAHFFGPGAARRFLTTGQNELAATHFPKEAQANPSIFYNKDGSP
KTIQEVYNLMDGKVAAHRK
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SEQ ID NO:136

MRGLRRLGRKIAHGVKKYGPTVLRIIRIAGGSKVLRKGDRGDEVsQLQTLLNLCGYDVGK
PDGIFGNNTENQVVKFQKDNsSLDSDGIVGKNTWAELFSKYSPPIPYKTIPMPTANKSRAAA
TPVMNAVENATGVRSQLLLTFASIESAFDYEIKAKTSSATGWEQFLTGTWKTMIENYGMK
YGVLTDPTGALRKDPRISALMGAELIKENMNILRPVLKREPTDTDLYLAHFFGPGAARREL
TTGANELAATHEPKEAQANPSIEYNKDGSPKTIQEVYNLMDGKVAAHRKLEHHHHHH

SEQ ID NO:137

MRGLRRLGRKIAHGVKKYGPTVLRIIRIAGGSKVYLRKGDRGDEVCQLQTLLNLCGYDVGK
PDGIFGNNTENQVVKFQKDNCLDSDGIVGKNTWAELFSKYSPPIPYKTIPMPIANKSRAAA
TPVMNAVENATGVRSQLLLTFASIESAFDYEIKAKTSSATGWEQFLTGTWKTMIENYGMK
YGVLTDPTGALRKDPRISALMGAELIKENMNILRPVLKREPTDTDLYLAHFFGPGVARREL
TTGANELAATHEPKEAQANPHEYNKDGSPKTIQEVYNLMDGKVAAHRKLEHHHHHH

SEQ ID NO:138

MRGLRRLGRKIAHGVKKYGPTVLRIIRIAGGSKVYLRKGDRGDEVCQLQTLLNLCGYDVGK
PDGIFGNNTENQVVKFQKDNCLDSDGIVGKNTWAELFSKYSPPIPYKTIPMPIANKSRAAA
TPVMNAVENATGVRSQLLLTFASIESAFDYEMKAKTSSATGWFQFLTGTWKTMIENYGM

KYGVLTDPTGILRKDPRISALMGAELIKENMNILRPVLKREPTDTDLYLAHEFGPGVARREL
TTGANELAATHEPKEAQANPHEYNKDGSPKTIQEVYNLMDGKVAAHRKLEHHHHHH

SEQ ID NO:139

MRGLRRLGRKIAHGVKKYGPTVLRIIRIAGGSKVLRKGDRGDEVsQLQTLLNLCGYDVGK
PDGIFGNNTENQVVKFQKDNsSLDSDGIVGKNTWAELFSKYSPPIPYKTIPMPTANKSRAAA
TPVMNAVENATGVRSQLLLTFASIESAFDYEMKAKTSSATGWEFQFLTGTWKIMIENYGM
KYGVLTDPTGILRKDPRISALMGAELIKENMNILRPVLKREPTDTDLYLAHFEGPGAARREL
TTGANELAATHEPKEAQANPSIEYNKDGSPKTIQEVYNLMDGKVAAHRKLEHHHHHH
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SEQ ID NO:140
MRGLRRLGRKIAHGVKKYGPTVLRIIRIAGGSKVYLRKGDRGDEVsQLQTLLNLsGYDVGKP
DGIEGNNTENQVVKFQKDNSLDSDGIVGKNTWAELFSKYSPPIPYKTIPMPTANKSRAAAT
PVMNAVENATGVRSQLLLTFASIESAEDYEIKAKTSSATGWFEQFLTGTWKTMIENYGMKY.
GVLTDPTGALRKDPRISALMGAELIKENMNILRPVLKREPTDTDLYLAHFFGPGAARRFELT
TGQNELAATHEPKEAQANPSIEFYNKDGSPKTIQEVYNLMDGKVAAHRKLEHHHHHH

SEQ ID NO:141
MRGLRRLGRKIAHGVKKYGPTVLRIIRIAGGSKVLRKGDRGDEVsQLQTLLNLCGYDVGK
PDGIFGNNTENQVVKFQKDNsLDSDGIVGKNTWAELFSKYSPPIPYKTIPMPIANKSRAAA
TPVMNAVENATGVRSQLLLTFASIESAFDYEMKAKTSSATGWEFQFLTGTWKTMIENYGM
KYGVLTDPTGILRKDPRISALMGAELIKENMNILRPVLKREPTDTDLYLAHEEGPGVARREL
TTGANELAATHEPKEAQANPHEYNKDGSPKTIQEVYNLMDGKVAAHRKLEHHHHHH

SEQ ID NO:142
MRGLRRLGRKIAHGVKKYGPTVLRIIRIAGGSKVLRKGDRGDEVsQLQTLLNLCGYDVGK
PDGIFGNNTENQVVKFQKDNsLDSDGIVGKNTWAELFSKYSPPIPYKTIPMPIANKSRAAA
TPVMNAVENATGVRSQLLLTFASIESAFDYEMKAKTSSATGWFQFLTGTWKTMIENYGM
KYGVLTDPTGILRKDPRISALMGAELIKENMNILRPVLKREPTDTDLYLAHEEGPGnARREL
TTGQANELAATHFPKEAQANPHEYNKDGSPKTIQEVYNLMDGKVAAHRKLEHHHHHH

SEQ ID NO:151
MRGLRRLGRKIAHGVKKYGPTVLRIIRIAGGSKVYLRKGDRGDEVCQLQTLLNLCGYDVGK
PDGIFGNNTENQVVKFQKDNCLDSDGIVGKNTWAELFSKYSPPIPYKTIPMPTANKSRAA
ATPVYMNAVENATGVRSQLLLTFASIESAFDYEIKAKTSSATGWEFQFLTGTWKTMIENYGM
KYGVLTDPTGALRKDPRISALMGAELIKENMNILRPVLKREPTDTDLYLAHFEGPGAARRE
LTTGQNELAATHFPKEAQANPSIFYNKDGSPKTIQEVYNLMDGKVAAHRKLEHHHHHH
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