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SEQUENCE LISTING

PatentIn version 3.5

Artificial Sequence

Artificial Sequence

Arg Gly Arg Arg Arg Ala Arg
1 5

<210>
<211>
<212>
<213>

<400> 3
atgcccgggce

3
927
DNA
Homo

ctctcgtggce
ccgggaccct
gaggacctgc
gtcccggcecc
ctgcacctgc

caccgggctc

sapiens

aagaactcag
tgccgcatgg
cagagttgca
taaccaggct
ctgcagtccg
gtatctctcg

tgttccggct

gacggtgaat
gggcgccctg
ctccgaagac
gcgggccaac
gatactcacg
ggccgecctt

gtccccgacg

ggctctcaga
tctctggecg
tccagattcc
cagagctggg
ccagaagtgc
cccgaggggc
gcgtcaaggt

Page 1

tgctcctggt
aggcgagccg
gagagttgcg
aagattcgaa

ggctgggatc

tccccgaggce

cgtgggacgt

GROWTH DIFFERENTIATION FACTOR 15 (GDF-15) CONSTRUCTS

Synthetic

Synthetic

gttgctggtg
cgcaagtttc
gaaacgctac
caccgacctc
cggcggccac
ctccecgectt

gacacgaccg

60
120
180
240
300
360
420



ctgcggcegtc
ccgeecgecegt
gagttgcact
gaccactgtc
gaagacctgg
atcggcgegt
ctgcaccgcec
cccatggtgce
ttagccaaag
<210>
<211>

<212>
<213>

4
308
PRT
Homo

<400> 4

Met Pro Gly
1

val Leu Leu

Ala
35

Ala Glu

Glu Asp Ser

50

Thr
65

Arg Leu

val Pro Ala

Ser Gly Gly

Leu Pro

115

Thr Ala

130

Pro

Leu Ser

145

Leu

Pro Pro Pro

agctcagcct
cgcagtcgga
tgcggccgea
cgctcgggec
gctgggccga
gcccgagceca
tgaagcccga
tcattcaaaa

actgccactg

sapiens

Gln Glu
5

val
20

Leu
Ser Arg
Arg Phe
Ala

Arg

Ala
85

Pro

His
100

Leu
Glu Ala
Ser

Arg

Ala Arg

Leu

Ser

Ala

Arg

Asn

70

val

Ser

Ser

Pro

A-1850-WO-PCT_SL.txt
tgcaagaccc caggcgcccg cgctgcacct

ccaactgctg
agccgccagg
cgggcgttgce
ttgggtgctg
gttccgggeg
cacggtgcca
gaccgacacc

catatga

Arg Thr

Trp

Leu

Phe
40

Ser

Glu
55

Leu
Gln Ser
Arg Ile
Leu

Arg

Leu
120

Arg
Trp

Asp

Gln Ala

150

Gln
165

Ser

Ser

Asp Gln

gcagaatctt
gggcgccgea
tgccgtctgce
tcgccacggg
gcaaacatgc
gcgccctget

ggggtgtcgc

val Asn

10

Gly

Pro His

25

Gly

Pro Gly Pro

Arg Lys Arg

Trp Glu Asp

75

Thr
90

Leu Pro

Ile
105

Ser Arg

His Arg Ala

val Thr Arg

Pro Ala Leu

155

Leu Leu Ala

170

Page 2

cgtccgcacg
gagcgcgtgce
acacggtccg
aggtgcaagt
acgcgcagat
gcgtgcccgce

tccagaccta

Ser Gln Met

Gly Ala Leu

30

Glu
45

Ser Leu

Tyr Glu

60

Asp

Ser Asn Thr

Glu val Arg

Ala Ala Leu

110

Phe
125

Leu Arg

Pro
140

Leu Arg

His Leu Arg

Glu Ser Ser

gcgactgtcg
gccccagcetg
gcgcaacggg
cgcgtcgctg
gaccatgtgc
caagacgagc
cagctacaat

tgatgacttg

Leu
15

Leu

Ser Leu

His Ser

Leu Leu

Asp Leu

80

Leu
95

Gly
Pro Glu
Leu Ser
Gln

Arg

ser
160

Leu

ser
175

480
540
600
660
720
780
840
900
927



Arg

Arg

Arg

Ile

Cys

Asp

Cys
305

Pro

Arg

cys

210

Ala

Gly

Lys

Cys

Thr

290

His

<210> 5

<211>
<212>
<213>

<400> 5
atggccccgc

Gln

Ala

195

cys

Asp

Ala

Thr

val

275

Gly

cys

912
DNA
Mus sp.

ttcctgctgce

cctgaacagc

ttccaggacc

ccaagtcctg

cagctgctac

gtgcaccgag

ctgaagcgtg

ccgeccteccgg

gtagccgcecg

ggtccggggc
agcgactggg

cacctgtatc

Leu

180

Arg

Arg

Trp

Cys

Ser

260

Pro

val

Ile

Glu

Ala

Leu

val

Pro

245

Leu

Ala

Ser

ccgcgctcca
tgttgctgct
gaccctccgg
tgctgagccg
acccagctgt
tccgcgtcaa
cgctgctect
cgctcagcct
acctggctat
gcagggggcyg
gctgctgtca
tgctgtcccc

gctccgcgaa

Leu

Arg

His

Leu

230

Ser

His

Ser

Leu

His

Asn

Thr

215

Ser

Gln

Arg

Tyr

Gln
295

A-1850-WO-PCT_SL. txt

Leu

Pro

Phe

Leu

Asn

280

Thr

ggcccagect
gctgctgtca
ccctgagtcc
gctgcatgcc
ccggatactc
ccgggcgtcg
gctgacgccg
ccggggaccc
gctgcectct
ccgaagcgcg
cttggagact
gcgccagetg

cacgcatgcg

Arg Pro Gln Ala Ala

185

Asp His Cys

Arg Ala Ser

val
235

Arg Glu

Ala Ala

250

Arg

Pro Asp

Met val

Tyr Asp Asp

ccaggcggct
tggccatcgce
caactcaacg
aaccagagcc
agtccagagg
ctgagtcagg
acggcccgcec
cgtgctcccg
ggcggcacgc
catgcgcacc
gtgcaggcaa
cagctgagca

cagatcaaag
Page 3

Pro

Leu

220

Gln

Asn

Thr

Leu

Leu
300

Leu

205

Glu

val

Met

val

Ile

285

Leu

Arg

Gly

Asp

Thr

Pro
270

Gln

Ala

ctcaactgag

agggggacgc

ccgacgagcet

gagaggactc

tgagattggg

gtctccccga

cctgggacat

cattacgcct

agctggaact

caagagactc

ctcttgaaga

tgtgcgtggg

cacgcctgca

Gly Arg

Pro Gly

Leu Gly

Met Cys

240

Ala G1n

255

Ala Pro

Lys Thr

Lys Asp

gttcctgctg
cctggcaatg
acggggtcgce
gaactcagaa
gtcccacggce
agcctaccgce
cactaggccc
gcgcctgacg
gcgcttacgg
gtgcccactg
cttgggctgg
cgagtgtccc

tggcctgcag

60
120
180
240
300
360
420
480
540
600
660
720
780



A-1850-WO-PCT_SL.txt
cctgacaagg tgcctgcccc gtgctgtgtc ccctccaget acaccccggt ggttcttatg 840
cacaggacag acagtggtgt gtcactgcag acttatgatg acctggtggc ccggggctgc 900
cactgcgctt ga 912

<210> 6
<211> 303
<212> PRT
<213> Mus sp.

<400> 6
Met Ala Pro Pro Ala Leu Gln Ala Gln Pro Pro Gly Gly Ser Gln Leu
1

Arg Phe Leu Leu Phe Leu Leu Leu Leu Leu Leu Leu Leu Ser Trp Pro
20 25 30

Ser GIn Gly Asp Ala Leu Ala Met Pro Glu Gln Arg Pro Ser Gly Pro
35 40 45

Glu Ser Gln Leu Asn Ala Asp Glu Leu Arg Gly Arg Phe GIn Asp Leu
50 55 60

Leu Ser Arg Leu His Ala Asn Gln Ser Arg Glu Asp Ser Asn Ser Glu
65 70 75 80

Pro Ser Pro Asp Pro Ala val Arg Ile Leu Ser Pro Glu val Arg Leu
85 90 95

Gly Ser His Gly Gln Leu Leu Leu Arg val Asn Arg Ala Ser Leu Ser
100 105 110

Gln Gly Leu Pro Glu Ala Tyr Arg val His Arg Ala Leu Leu Leu Leu
115 120 125

Thr Pro Thr Ala Arg Pro Trp Asp Ile Thr Arg Pro Leu Lys Arg Ala
130 135 140

Leu Ser Leu Arg Gly Pro Arg Ala Pro Ala Leu Arg Leu Arg Leu Thr
145 150 155 160

Pro Pro Pro Asp Leu Ala Met Leu Pro Ser Gly Gly Thr GIn Leu Glu
165 170 175

Leu Arg Leu Arg val Ala Ala Gly Arg Gly Arg Arg Ser Ala His Ala
180 185 190

His Pro Arg Asp Ser Cys Pro Leu Gly Pro Gly Arg Cys Cys His Leu
195 200 205

Glu Thr val GIn Ala Thr Leu Glu Asp Leu Gly Trp Ser Asp Trp Vval
210 215 220

Page 4



Leu Ser
225

His Leu

His Gly

ser Tyr

Leu Gln
290

<210> 7
<211>
<212>
<213>

<400> 7

Pro

Tyr

Leu

Thr

275

Thr

840
DNA
Homo

ctgtctctgg

gactccagat

aaccagagct

acgccagaag

cttcccgagg

acggcgtcaa

ccccaggegce

ctggcagaat

agggggcgcc
tgctgccgtc

ctgtcgccac

gcggcaaaca

ccagcgccct

accggggtgt

<210> 8
<211>
<212>
<213>

<400> 8

279
PRT .
Homo sapiens

Arg

Arg

Gln

260

Pro

Tyr

Gln

Ser

245

Pro

val

Asp

sapiens

ccgaggcgag
tccgagagtt
gggaagattc
tgcggctggg
ggctccccga
ggtcgtggga
ccgcgcetgea
cttcgtccgce
gcagagcgcg
tgcacacggt
gggaggtgca
tgcacgcgca
gctgcgtgec

cgctccagac

Leu

230

Ala

Asp

val

Asp

Gln

Asn

Lys

Leu

Leu
295

A-1850-WO-PCT_SL. txt

Leu Ser Met Cys val Gly
235

Thr

val

Met

280

val

ccgcgcaagt
gcggaaacgc
gaacaccgac
atccggcggc
ggcctcccgce
cgtgacacga
cctgcgactg
acggccccag
tgcgcgcaac
ccgcgegtceg
agtgaccatg
gatcaagacg
cgccagctac

ctatgatgac

His Ala Gln
250

Pro Ala Pro
265

His Arg Thr

Ala Arg Gly

ttcccgggac
tacgaggacc
ctcgtcccgg
cacctgcacc
cttcaccggg
ccgctgeggce
tcgecgecgce
ctggagttgc
ggggaccact
ctggaagacc
tgcatcggcg
agcctgcacc
aatcccatgg

ttgttagcca

Leu Ser Leu Ala Glu Ala Ser Arg Ala Ser Phe
1 5

10

Leu His Ser Glu Asp Ser Arg Phe Arg Glu Leu

Page 5

Glu
Ile

Lys

val
270

Cys Cys

ser
285

Asp Gly

His Cys

300

cctcagagtt
tgctaaccag
cccctgeagt
tgcgtatctc
ctctgttccg
gtcagctcag
cgtcgcagtc
acttgcggcc
gtccgctcgg
tgggctgggc
cgtgcccgag
gcctgaagec
tgctcattca

aagactgcca

Pro Gly Pro

Arg Lys Arg

Pro
240

Cys

Leu
255

Pro Ser

val Sser

gcactccgaa
gctgcgggec
ccggatactc
tcgggecgec
gctgtccccg
ccttgcaaga
ggaccaactg
gcaagccgcc
gcccgggegt
cgattgggtg
ccagttccgg
cgacacggtg
aaagaccgac

ctgcatatga

Ser Glu
15

Tyr Glu

60
120
180
240
300
360
420
480
540
600
660
720
780
840



Asp

Thr

Arg

65

Leu

Arg

Arg

Arg

Ser

145

Arg

Gly

Asp

Thr

His

225

Pro

Gln

Ala

Leu

Asp

50

Leu

Pro

Leu

Arg

Leu

130

Ser

Gly

Pro

Leu

Met

210

Ala

Ala

Lys

Lys

<210> 9

Leu
35

Leu

Gly

Ser

Gln

115

Ser

Ala

Arg

Gly

cys

Gln

Pro

Thr

Asp
275

20

Thr

val

Ser

Gly

Pro

100

Leu

Pro

Arg

Arg

Arg

180

Trp

Ile

Ile

cys

Asp

260

cys

Arg

Pro

Gly

Leu

85

Thr

Ser

Pro

Pro

cys

Ala

Gly

Lys

cys

245

Thr

His

Leu

Ala

Gly

70

Pro

Ala

Leu

Pro

Gln

150

Ala

cys

Asp

Ala

Thr

230

val

Gly

cys

Arg

Pro

55

His

Glu

Ser

Ala

Ser

135

Leu

Arg

Arg

Trp

Cys

215

Ser

Pro

val

Ile

A-1850-WO-PCT_SL. txt

Ala

40

Ala

Leu

Ala

Arg

Arg

Gln

Glu

Ala

Leu

val

200

Pro

Leu

Ala

Ser

25

Asn Gln

val Arg

His Leu

Ser Arg
90

Ser Trp
105

Pro Gln

Ser Asp

Leu His

Arg Asn
170

His Thr
185

Leu Ser

ser Gln

His Arg

Ser Tyr

250

Leu Gln
265

Ser

Ile

Arg

75

Leu

Asp

Ala

Gln

Leu

155

Gly

val

Pro

Phe

Leu

235

Asn

Thr

Page 6

Trp

Leu

60

His

val

Pro

Leu

140

Arg

Asp

Arg

Arg

Arg

Lys

Pro

Tyr

Glu

45

Thr

Ser

Arg

Thr

Ala

125

Leu

Pro

Ala

Glu

205

Ala

Pro

Met

Asp

30

Asp

Pro

Arg

Ala

Arg

Leu

Ala

Gln

cys

ser

190

val

Ala

Asp

val

Asp
270

Ser

Glu

Ala

Leu

95

Pro

Ala

Pro

175

Leu

Gln

Asn

Thr

Leu

255

Leu

Asn

val

Ala

80

Phe

Leu

Leu

Ser

Ala

160

Leu

val

Met

val

240

Ile

Leu



<211>
<212>
<213>

816
DNA
Mus s

<400> 9
tcgcaggggg

aacgccgacg
agccgagagg
gaggtgagat
cagggtctcc
cgcccctggg
cccgcattac
acgcagctgg
cacccaagag
gcaactcttg
agcatgtgcg
aaagcacgcc
agctacaccc
gatgacctgg
<210>
<211>
<212>
<213> Mus s
<400> 10

Ser GIn Gly
1

10
271
PRT

Glu Ser Gln

Leu Ser Arg

35

Ser Pro

50

Pro

Gly His

65

Ser

Gln Gly Leu

Thr Pro Thr

p.

acgccctgge
agctacgggg
actcgaactc
tggggtccca
ccgaagccta
acatcactag
gcctgcgect
aactgcgctt
actcgtgccc
aagacttggg
tgggcgagtg
tgcatggcct

cggtggttct
tggcccggag

p-

Asp Ala Le

Leu Asn Al

20

Leu His Al

Asp Pro Al

Gln Le

70

Gly

Glu Al

85

Pro

Ala
100

Arg Pr

A-1850-WO-PCT_SL. txt

aatgcctgaa
tcgcttccag
agaaccaagt
cggccagcetg
ccgcgtgeac
gcccctgaag
gacgccgect
acgggtagcc
actgggtccg
ctggagcgac
tccccacctg
gcagcctgac
tatgcacagg

ctgccactgc

u Ala Met

Glu

a Asp

Gln
40

a Asn

a val
55

Arg
u Leu Leu
a Tyr

Arg

o Trp Asp

cagcgaccct
gacctgctga
cctgacccag
ctactccgcg
cgagcgctgce
cgtgcgctca
ccggacctgg
gccggcaggg
gggcgctgct
tgggtgctgt
tatcgctccg
aaggtgcctg
acagacagtg

gcttga

Glu Gln

10

Pro

Leu
25

Arg Gly

Ser Arg Glu

Ile Leu Ser

val Asn

75

Arg

His
90

val Arg

Ile Thr

105

Arg

Page 7

ccggccctga
gccggctgea
ctgtccggat
tcaaccgggc
tcctgctgac
gcctccgggg
ctatgctgcec
ggcgccgaag
gtcacttgga
ccccgegeca
cgaacacgca
cccecgtgetg

gtgtgtcact

Arg Pro Ser

Gln
30

Arg Phe

Ser Asn

45

Asp

Pro Glu val

60

Arg Ala Ser

Ala Leu Leu

Pro Leu Lys

gtcccaactc
tgccaaccag
actcagtcca
gtcgctgagt
gccgacggcec
accccgtgct
ctctggcggce
cgcgcatgcg
gactgtgcag
gctgcagctg
tgcgcagatc
tgtccecctcc

gcagacttat

Gly Pro

15

Asp Leu
ser
Leu

Arg

ser
80

Leu

Leu Leu

95

Arg

60
120
180
240
300
360
420
480
540
600
660
720
780
816



A-1850-WO-PCT_SL.txt
Leu Ser Leu Arg Gly Pro Arg Ala Pro Ala Leu Arg Leu Arg Leu Thr
115 120 125

Pro Pro Pro Asp Leu Ala Met Leu Pro Ser Gly Gly Thr GIn Leu Glu
130 135 140

Leu Arg Leu Arg val Ala Ala Gly Arg Gly Arg Arg Ser Ala His Ala
145 150 155 160

His Pro Arg Asp Ser Cys Pro Leu Gly Pro Gly Arg Cys Cys His Leu
165 170 175

Glu Thr val GIn Ala Thr Leu Glu Asp Leu Gly Trp Ser Asp Trp Vval
180 185 190

Leu Ser Pro Arg GIn Leu GIn Leu Ser Met Cys val Gly Glu Cys Pro
195 200 205

His Leu Tyr Arg Ser Ala Asn Thr His Ala Gln Ile Lys Ala Arg Leu
210 215 220

His Gly Leu GIn Pro Asp Lys val Pro Ala Pro Cys Cys val Pro Ser
225 230 235 240

Ser Tyr Thr Pro val val Leu Met His Arg Thr Asp Ser Gly val Ser
245 250 255

Leu Gln Thr Tyr Asp Asp Leu Vval Ala Arg Gly Cys His Cys Ala
260 265 270

<210> 11

<211> 339

<212> DNA

<213> Homo sapiens

<400> 11

gcgcgcaacg gggaccactg tccgctcggg cccgggcgtt gctgccgtct gcacacggtc 60
cgcgcgtcge tggaagacct gggctgggcc gattgggtgc tgtcgccacg ggaggtgcaa 120
gtgaccatgt gcatcggcgc gtgcccgagc cagttccggg cggcaaacat gcacgcgcag 180
atcaagacga gcctgcaccg cctgaagccc gacacggtgc cagcgccctg ctgcgtgecc 240
gccagctaca atcccatggt gctcattcaa aagaccgaca ccggggtgtc gctccagacc 300
tatgatgact tgttagccaa agactgccac tgcatatga 339
<210> 12

<211> 112

<212> PRT

<213> Homo sapiens

<400> 12

Ala Arg Asn Gly Asp His Cys Pro Leu Gly Pro Gly Arg Cys Cys Arg

1 5 10 15

Page 8



Leu Hi

val Le

Pro Se
50

Leu Hi
65

Ala Se

Ser Le

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

s Thr val
20

u ser Pro
35

r Gln Phe

s Arg Leu

r Tyr Asn

u Gln Thr
100

13
351
DNA

Arg

Arg

Arg

Lys

Pro

85

Tyr

A-1850-WO-PCT_SL.txt
Ala Ser Leu Glu Asp Leu Gly Trp Ala Asp Trp
25 30

Glu val GIn val Thr Met Cys Ile Gly Ala Cys
40 45

Ala Ala Asn Met His Ala GIn Ile Lys Thr Ser
55 60

Pro Asp Thr val Pro Ala Pro Cys Cys val Pro
70 75 80

Met val Leu Ile Gln Lys Thr Asp Thr Gly val
90 95

Asp Asp Leu Leu Ala Lys Asp Cys His Cys Ile
105 110

Artificial Sequence

source

/note="Description of Artificial Sequence: Synthetic
polynucTleotide"

13

atgagcgcgc atgcgcaccc aagagactcg tgcccactgg gtccggggcg ctgctgtcac

ctggag
cgccag
acgcat
tgctgt
tcactg
<210>
<211>
<212>
<213>
<220>
<221>
<223>
<400>

1

actg tgcaggcaac tcttgaagac ttgggctgga gcgactgggt gttgtccccg

ctgc agctgagcat gtgcgtgggc gagtgtcccc acctgtatcg ctccgcgaac

gcgc agatcaaagc acgcctgcat ggcctgcagc ctgacaaggt gcctgccccg

gtcc cctccagcta caccccggtg gttcttatgc acaggacaga cagtggtgtg

caga cttatgatga cctggtggcc cggggctgcc actgcgcttg a

14
116
PRT

Artificial Sequence

source

/note="Description of Artificial Sequence: Synthetic
polypeptide"

14

5

Met Ser Ala His Ala His Pro Arg Asp Ser Cys Pro Leu Gly Pro Gly
10 15

Arg Cys Cys His Leu Glu Thr val GIn Ala Thr Leu Glu Asp Leu Gly
20

25 30

Page 9

60
120
180
240
300
351



Trp Se

Gl
50

val

Ile
65

Ly

Cys Cy

Asp Se

Cys Hi

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

Glu Arg Lys Ser Ser val Glu
1 5

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

Ala Pro Glu Leu Leu
1 5

Pro

val

val

Lys Asp Thr Leu
20

val Asp val Ser

r Asp val Leu

35

Trp

y Glu Cys Pro His

55

His
70

s Ala Arg Leu

s val Ser Ser

85

Pro

val
100

r Gly Ser Leu

s Cys
115

15

12

PRT

Artificial Sequence

source

/note="Description of

peptide"
15

16

216

PRT

Artificial Sequence

source

/note="Description of

polypeptide"
16

35

p Gly val Glu

Ser

Leu

Gly

Tyr

Gln

Gly Gly

Met Ile

His Glu

val His

A-1850-WO-PCT_SL. txt

Pro Arg GIn Leu GIn
40

Tyr Arg Ser Ala Asn
60

Leu Gln Pro Asp Lys
75

Thr Pro val val Leu

Thr Tyr Asp Asp Leu
105

Artificial Sequence:

Cys Pro Pro Cys Pro
10

Artificial Sequence:

val Phe Leu
10

Pro Ser

Ser Arg Thr Pro Glu

25

Asp Pro Glu val Lys

40

Asn Ala

Leu Ser

45

Thr His

val Pro
His

Met

Ala
110

val

Met

Ala

Ala

Arg

95

Arg

Synthetic

Synthetic

Phe Pro

val Thr
30

Phe Asn
45

Pro Arg

As
50

Gln
65

Tyr Asn Ser Thr

55

Tyr Arg
70

val val

Lys Thr Lys
60

Ser val Leu
75

Page 10

Thr val

Pro

15

Cys

Trp

Glu

Leu

Cys

Gln

Pro

80

Thr

Gly

Lys

val

Tyr

Glu

His
80



Gln Asp Trp Leu Ash Gly Lys

85

Ala Leu Pro Ala Pro Ile Glu

100

Pro Arg Glu Pro GIn val Tyr

115

Thr Lys Asn Gln val Ser Leu
130 135

Ser Asp Ile Ala val Glu Trp

145

150

Tyr Lys Thr Thr Pro Pro val

165

Tyr Ser Lys Leu Thr val Asp

180

Phe Ser Cys Ser val Met His

Lys Ser Leu Ser Leu Ser Pro
210 215

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

17

217

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence:

polypeptide"
17

Ala Pro Glu Leu Leu Gly Gly
1 5

Pro Lys Asp Thr Leu Met Ile
20

val val Asp val Ser His Glu

val Asp Gly val Glu val His
50

35

55

Gln Tyr Asn Ser Thr Tyr Arg

65

70

A-1850-WO-PCT_SL. txt

Glu Tyr

Lys Thr
105

Thr Leu
120

Trp Cys

Glu Ser

Leu Asp

Lys Ser
185

Glu Ala
200

Gly

Pro Ser

Ser Arg
25

Asp Pro
40

Asn Ala

val val

Lys
90

Ile
Pro
Leu
Asn
Ser
170

Arg

Leu

val
10

Thr
Glu

Lys

Ser

Page 11

Cys

Ser

Pro

val

Asp

Trp

His

Phe

Pro

val

Thr

val
75

Lys
Lys
Ser
Lys
140
Gln
Gly

Gln

Asn

Leu
Glu
Lys
Lys
60

Leu

val

Ala

Arg

Gly

Pro

Ser

Gln

His
205

Ser

Lys

Asp

Phe

Glu

Phe

Gly

Tyr

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Synthetic

Phe

val

Phe

45

Pro

Thr

Pro

Thr

30

Asn

Arg

val

Pro

15

cys

Trp

Glu

Leu

Lys

Gln

Leu

Pro

Asn

160

Leu

val

Gln

Lys

val

Tyr

Glu

His
80



A-1850-WO-PCT_SL. txt

Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys
85 90 95

Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln
100 105 110

Pro Arg Glu Pro GIn val Tyr Thr Leu Pro Pro Ser Arg Asp Glu Leu
115 120 125

Thr Lys Asn Gln val Ser Leu Ser Cys Ala val Lys Gly Phe Tyr Pro
130 135 140

Ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn
145 150 155 160

Tyr Lys Thr Thr Pro Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu
165 170 175

val Ser Lys Leu Thr val Asp Lys Ser Arg Trp Gln GIn Gly Asn val
180 185 190

Phe Ser Cys Ser val Met His Glu Ala Leu His Asn His Tyr Thr Gln
195 200 205

Lys Ser Leu Ser Leu Ser Pro Gly Lys
210 215

<210> 18

<211> 20

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 18
Gly Gly Gly Gly ser Gly Gly Gly Gly igr Gly Gly Gly Gly ier Gly
1 5 5

Gly Gly Gly ser
20

<210> 19

<211> 1047

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 19
gcacctgaac tcctgggggg accgtcagtc ttcctcttcc ccccaaaacc caaggacacc

Page 12



ctcatgatct
cctgaggtca
ccgcgggagg
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacaagacca
accgtggaca
gctctgcaca
tccggaggceg
gaccactgtc
gaagacctgg
atcggcgegt
ctgcaccgcc
cccatggtgc
ttagccaaag
<210>
<211>
<212>
<213>
<220>

<221>
<223>

20
348
PRT

sourc

polyp

<400> 20

1

Pro Lys Asp

val val Asp

35

val Asp

50

Gly

Gln
65

Tyr Asn

Gln Asp Trp

cccggacccc
agttcaactg
agcagtacaa
tgaatggcaa
aaaccatctc
cccgggatga
ccagcgacat
cgcctcccgt
agagcaggtg
accactacac
gtggaagcgg
cgctcgggcec
gctgggecga
gcccgageca
tgaagcccga
tcattcaaaa

actgccactg

e

/note="Description of

eptide"

Ala Pro Glu Leu Leu Gly Gly
5

Thr Leu
20

Me

val Ser Hi

val Glu va

Ser Thr Ty

70

Leu Asnh GI

A-1850-WO-PCT_SL. txt

tgaggtcaca
gtacgtggac
cagcacgtac
ggagtacaag
caaagccaaa
gctgaccaag
cgccgtggag
gctggactcc
gcagcagggg
gcagaagagc
aggtggtgga
cgggcgttgce
ttgggtgctg
gttccgggcg
cacggtgcca
gaccgacacc

catatga

Artificial Sequence

Pro

t Ile Ser

s Glu Asp

40

1 His
55

Asn
val

r Arg

y Lys Glu

tgcgtggtag
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct
ctctcecctgt
tctggaggcg
tgccgtctge
tcgccacgygg
gcaaacatgc
gcgcectgcet

ggggtgtcgc

Artificial Sequence:

val Phe
10

sSer

Arg Thr Pro

25

Pro Glu val

Ala

Lys Thr

Ser val
75

val

Tyr Lys Cys

Page 13

tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca
gcctgtggtg
atgggcagcc
tcttcctcta
catgctccgt
ctccgggtgg
gtggaagcgc
acacggtccg
aggtgcaagt
acgcgcagat
gcgtgcccgce

tccagaccta

Synthe
Phe Pro

Leu

Thr
30

Glu val

Phe
45

Lys Asn

Lys Pro

60

Arg

Leu Thr val

Lys val Ser

ccacgaagac
caagacaaag
cgtcctgeac
cctcccagec
ggtgtacacc
cctggtcaaa
ggagaacaac
cagcaagctc
gatgcatgag
aggtggtgga
gcgcaacgga
cgcgtcgetg
gaccatgtgc
caagacgagc
cagctacaat

tgatgacttg

tic

Pro
15

Lys
Cys val
Trp Tyr
Glu Glu

His
80

Leu

Asn Lys

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
1020
1047



Ala Leu

Pro Arg

Thr Lys

ser Asp

145

Tyr Lys

Tyr Ser

Phe Ser

Lys Ser

210

Gly Ser

Asp His

Arg Ala

Arg Glu

Arg Ala

290

Lys Pro

Pro Met

Tyr Asp

<210> 21

Pro

Glu

115

Asn

Ile

Thr

Lys

Cys

195

Leu

Gly

cys

Ser

val

275

Ala

Asp

val

Asp

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Gly

Pro

Leu

260

Gln

Asn

Thr

Leu

Leu
340

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Gly

Leu

245

Glu

val

Met

val

Ile

325

Leu

Ile
val
Ser
Glu
150
Pro
val
Met
Ser
Gly
2

Gly
Asp
Thr
His
Pro
310

Gln

Ala

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro

215

Ser

Pro

Leu

Met

Ala

295

Ala

Lys

Lys

A-1850-WO-PCT_SL. txt

Lys

Thr

120

Trp

Glu

Leu

Lys

Glu

200

Gly

Gly

Gly

Gly

Cys

280

Gln

Pro

Thr

Asp

Thr

105

Leu

Cys

Ser

Asp

sSer

185

Ala

Gly

Gly

Arg

Trp

Ile

Ile

Cys

Asp

345

90

Ile

Pro

Leu

Asn

sSer

170

Arg

Leu

Gly

Gly

250

Ala

Gly

Lys

Cys

Thr

330

His

Page 14

Ser

Pro

val

Asp

Trp

His

Gly

Gly

Cys

Asp

Ala

Thr

val

315

Gly

cys

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Arg

Trp

Cys

Ser

300

Pro

val

Ile

Ala

Arg

125

Gly

Pro

Ser

Gln

His

205

Ser

Ala

Leu

val

Pro

285

Leu

Ala

Ser

Lys

110

Asp

Phe

Glu

Phe

Gly

Tyr

Gly

Arg

His

Leu

270

Ser

His

Ser

Leu

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Gly

Asn

Thr

255

Ser

Gln

Arg

Tyr

Gln
335

Gln

Leu

Pro

Asn

160

Leu

val

Gln

Gly

Gly

val

Pro

Phe

Leu

Asn

320

Thr



<211>
<212>
<213>

654
DNA

<220>
<221>
<223>

sourc
polyn

<400> 21
gcacctgaac

ctcatgatct
cctgaggtca
c€cgcgggagg
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacaagacca
accgtggaca
gctctgcaca
<210>
<211>

<212>
<213>

22
216
PRT

<220>
<221>
<223>

sourc

polyp

<400> 22
Ala Pro Glu
1

Pro Lys Asp

val val Asp

35

val Asp

50

Gly

Gln
65

Tyr Asn

Gln Asp Trp

e

ucleotide"

tcctgggggg

cccggacccc
agttcaactg
agcagtacaa
tgaatggcaa
aaaccatctc
cccgggatga
ccagcgacat
cgcctccegt
agagcaggtg

accactacac

e

/note="Description of

eptide”

Leu Leu GI

Thr
20

Leu Me

val Ser Hi

val Glu va

Ser Thr

Ty

Asn GI1

85

Leu

A-1850-WO-PCT_SL. txt

Artificial Sequence

accgtcagtc
tgaggtcaca
gtacgtggac
cagcacgtac
ggagtacaag
caaagccaaa
gctgaccaag
cgccgtggag
gctggactcc

gcagcagggg

gcagaagagc

Artificial Sequence

y Gly Pro

t Ile ser

s Glu Asp

40

1 His
55

Asn
val

r Arg

y Lys Glu

ttcctcttcc
tgcgtggtag
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct

ctctccctgt

Artificial Sequence:

val Phe

10

Ser

Arg Thr Pro

25

Pro Glu val

Ala Lys Thr

val
75

val ser

Tyr Lys Cys

Page 15

ccccaaaacc
tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca
gcctgagctg
atgggcagcc
tcttcctegt
catgctccgt

ctccgggtaa

Synthe
Phe Pro

Leu

Thr
30

Glu val

Phe
45

Lys Asn

Pro Arg

Thr val

Lys val ser

/note="Description of Artificial Sequence: Synthetic

caaggacacc
ccacgaagac
caagacaaag
cgtcctgcac
cctcccagcec
ggtgtacacc
cgcggtcaaa
ggagaacaac
cagcaagctc
gatgcatgag

atga

tic

Pro
15

Lys
Cys val
Trp Tyr

Glu

His
80

Leu

Asn
95

Lys

60
120
180
240
300
360
420
480
540
600
654



Ala Leu Pro

Glu
115

Pro Arg

Thr Lys Asn

Ser Ile

145

Asp

Tyr Asp Thr

Tyr Ser Asp

Phe

Ser

ser
210

Lys

<210>
<211>
<212>
<213>

<220>
<221>
<223>

23
1046
DNA

sourc
polyn

<400> 23
cacctgaact

tcatgatctc
ctgaggtcaa
cgcgggagga
aggactggct
ccatcgagaa
tgcccccatce
gcttctatcc
acgacaccac
ccgtggacaa
ctctgcacaa
ccggaggcegg

accactgtcc

Ala
100

Pro
Pro Gln
val

Gln

Ala val

Ile

val

Ser

Glu

A-1850-WO-PCT_SL. txt

Glu

Thr
120

Thr

Leu Thr

135

Trp Glu

150

Thr Pro

165

Leu Thr

180

Ser val

Ser Leu

e

ucleotide"

cctgggggga

ccggacccct
gttcaactgg
gcagtacaac
gaatggcaag
aaccatctcc
ccgggaggag
cagcgacatc
gcctcccgtg
gagcaggtgg
ccactacacg
tggaagcgga
gctcgggecc

Pro

val

Met

Ser

val Leu

Asp

Lys

Glu
200

His

Pro
215

Gly

Artificial Sequence

ccgtcagtct
gaggtcacat
tacgtggacg
agcacgtacc
gagtacaagt
aaagccaaag
atgaccaaga
gccgtggagt
ctggactccg
cagcagggga
cagaagagcc
ggtggtggat
gggcgttgct

Leu

Cys

Ser

Asp

Ser

185

Ala

Pro Pro

val

Leu

Asn

ser
170

Asp
Arg Trp

Leu His

Lys Thr ITe Ser Lys Ala Lys
105

110

Ser Arg Glu

125

Lys Gly Phe

140

Gln Pro Glu

Gly Ser Phe

GIn GIn Gly

His
205

Asn Tyr

Gln
Glu Met
Pro

Tyr

Asn
160

Asn

Phe
175

Leu
val

Asn

Thr

/note="Description of Artificial Sequence: Synthetic

tcctcttccc cccaaaaccc aaggacaccc

gcgtggtggt
gcgtggaggt
gtgtggtcag
gcaaggtctc
ggcagccccg
accaggtcag
gggagagcaa
acggctcctt
acgtcttctc
tcteccctgtce
ctggaggcgg

gccgtctgeca
Page 16

ggacgtgagc
gcataatgcc
cgtcctcacc
caacaaagcc
agaaccacag
cctgacctgc
tgggcagecg
cttcctctat
atgctccgtg
tccgggtgga
tggaagcgcg

cacggtccgc

cacgaagacc
aagacaaagc
gtcctgcacc
ctcccagecc
gtgaccaccc
ctggtcaaag
gagaacaact
agcgacctca
atgcatgagg
ggtggtggat
cgcaacggag

gcgtcgctgg

60
120
180
240
300
360
420
480
540
600
660
720
780



aagacctggg

tcggcgcgtg

tgcaccgcct

ccatggtgct

tagccaaaga

<210> 24
<211> 34
<212> PR

<213>

<220>

<221>
<223>

1

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

8
T

source o
/note="Description of

ctgggccgat
cccgagccag
gaagcccgac
cattcaaaag

ctgccactgc

polypeptide"

<400> 24
Ala Pro Glu Leu Leu

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Asp

Ser

Asp

Asp

35

Gly

Asn

Trp

Pro

Glu

115

Asn

Thr

Asp

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

5

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

Gly

Met

val
Tyr

70

Gly

val

Ser

Glu

150

Pro

val

atatga

Artificial Sequence

Gly

Ile

Glu

His

55

Arg

Lys

Glu

Thr

Leu

135

Trp

val

Asp

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

Leu

Cys

Ser

Asp

Ser

val Phe Leu

10

Thr

Glu

Lys

Ser

Pro

Leu

Asn

Ser
170

Pro

val

Thr

val

75

Cys

Ser

Pro

val

Asp

Glu

Lys

Lys

Lys

sSer

Lys

140

Gln

Gly

Arg Trp Gln

Page 17

Synthetic

Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

Pro

Thr

30

Asn

Arg

val

Ser

Lys

110

Glu

Phe

Glu

Phe

Gly

Pro

15

cys

Trp

Glu

Leu

Asn

95

Gly

Tyr

Asn

Phe

175

Asn

tgggtgctgt cgccacggga ggtgcaagtg accatgtgca
ttccgggegg caaacatgca cgcgcagatc aagacgagcec
acggtgccag cgccctgetg cgtgcccgcc agctacaatc

accgacaccg gggtgtcgct ccagacctat gatgacttgt

Lys

val

Tyr

Glu

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val

840
900
960
1020
1046



Phe Ser

Lys Ser

210

Gly Ser

Asp His

Arg Ala

Arg Glu

Arg Ala

290

Lys Pro

Pro Met

Tyr Asp

<210> 25

cys

195

Leu

Gly

cys

Ser

val

275

Ala

Asp

val

Asp

<211> 112
<212> PRT
<213> Artificial Sequence

<220>

<221> source o .
<223> /note="Description of Artificial Sequence:

180

Ser

Ser

Gly

Pro

Leu

260

Gln

Asn

Thr

Leu

Leu
340

val

Leu

Gly

Leu

245

Glu

val

Met

val

Ile

325

Leu

polypeptide™

<400> 25

Met

Ser

Gly

Gly

Asp

Thr

His

Pro

310

Gln

Ala

His

Pro

215

Ser

Pro

Leu

Met

Ala

295

Ala

Lys

Lys

Ala Arg Asn Gly Asp Asp Cys
1 5

Leu His Thr val Arg Ala Ser

20

val Leu Ser Pro Arg Glu val
35

Pro Ser GIn Phe Arg Ala Ala

50

55

A-1850-WO-PCT_SL. txt

185

Glu Ala Leu His Asn
200

Gly Gly Gly Gly Gly
Gly Gly Gly Gly Ser

Gly Arg Cys Cys Arg
250

Gly Trp Ala Asp Trp

Cys Ile Gly Ala Cys
280

Gln Ile Lys Thr Ser
300

Pro Cys Cys val Pro
315

Thr Asp Thr Gly val
330

Asp Cys His Cys Ile
345

Pro Leu Gly Pro Gly
10

Leu Glu Asp Leu Gly
25

Gln val Thr Met Cys
40

Asn Met His Ala Gln
60

Page 18

His

205

Ser

Ala

Leu

val

Pro

285

Leu

Ala

Ser

190

Tyr

Gly

Arg

His

Leu

270

Ser

His

Ser

Leu

Thr

Gly

Asn

Thr

255

Ser

Gln

Arg

Tyr

Gln
335

Synthetic

Arg Cys Cys
15

Trp Ala Asp
30

Ile Gly Ala
45

Ile Lys Thr

Gln

Gly

Gly

val

Pro

Phe

Leu

Asn

320

Thr

Arg

Trp

Cys

Ser



A-1850-WO-PCT_SL. txt

Leu His Arg Leu Lys Pro Asp Thr val Pro Ala Pro Cys Cys val Pro
65 70 75 80

Ala Ser Tyr Asn Pro Met val Leu Ile Gln Lys Thr Asp Thr Gly val
90

Ser Leu GIn Thr Tyr Asp Asp

<210>
<211>
<212>
<213>

<220>
<221>
<223>

26
1047
DNA

85

100

source o o _
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 26
gcacctgaac

ctcatgatct
cctgaggtca
ccgcgggagg
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacgacacca
accgtggaca
gctctgcaca
tccggaggceg
gacgactgtc
gaagacctgg
atcggcgegt
ctgcaccgcc
cccatggtgc
ttagccaaag
<210>
<211>
<212>
<213>
<220>

27
348
PRT

tcctgggggg

cccggacccc
agttcaactg
agcagtacaa
tgaatggcaa
aaaccatctc
cccgggagga
ccagcgacat
cgcctcccgt
agagcaggtg
accactacac
gtggaagcgg
cgctcgggcec
gctgggccga
gcccgageca
tgaagcccga
tcattcaaaa

actgccactg

Artificial Sequence

accgtcagtc
tgaggtcaca
gtacgtggac
cagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc
gcagcagggg
gcagaagagc
aggtggtgga
cgggcgttgce
ttgggtgctg
gttccgggcg
cacggtgcca
gaccgacacc

catatga

Artificial Sequence

ttcctcttcc
tgcgtggtag
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct
ctctcecctgt
tctggaggcg
tgccgtctge
tcgccacgygg
gcaaacatgc
gcgcecctgcet

ggggtgtcgc

Page 19

ccccaaaacc
tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctccgt
ctccgggtgg
gtggaagcgc
acacggtccg
aggtgcaagt
acgcgcagat
gcgtgcccgce

tccagaccta

95

Leu Leu Ala Lys Asp Cys His Cys Ile
105 110

caaggacacc
ccacgaagac
caagacaaag
cgtcctgeac
cctcccagcec
ggtgaccacc
cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag
aggtggtgga
gcgcaacgga
cgcgtcgetg
gaccatgtgc
caagacgagc
cagctacaat

tgatgacttg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1047



<221> source

<223> /note="Description of
polypeptide"

<400> 27

Ala Pro Glu Leu Leu

1

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

Gly

Asp

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Asp

Ser

Ser

Ser

210

Ser

Asp

Asp

Asp

35

Gly

Asn

Trp

Pro

Glu

115

Asn

Ile

Thr

Asp

cys

195

Leu

Gly

Cys

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Gly

Pro

5

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Gly

Leu
245

Gly
Met
His
val
Tyr
70
Gly
Ile
val
Ser
Glu
150
Pro
val
Met
Ser
Gly
2

Gly

Gly

Ile

Glu

His

55

Arg

Lys

Glu

Thr

Leu

135

Trp

val

Asp

His

Pro

215

Ser

Pro

A-1850-WO-PCT_SL. txt

Artificial Sequence: Synthetic

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Gly

Gly

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

Leu

Cys
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Trp
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val Asp Lys Ser Arg Trp GIn Gln Gly Asn val Phe Ser Cys Ser val
195 200 205

Met His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser Leu Ser Leu
210 215 220

Ser Pro Gly
225
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<220>
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cgacattgca
tcccatgcett
tcgctggcaa

ttacacccag

gtcacttgcg

gtggacggag
accttccggg

tacaaatgta

actaagggac

actaagaatc

gtcgaatggg
gatagcgatg

cagggaaatg

ggctggaccc tcagtgttcc tctttccacc

tcgtcgtgga

tggaggtcca

tggtgtccgt

aggtgtcaaa

agccacgcga

aggtcagcct

agagcaatgg

gaagcttttt

tgttcagctg

aagtcactca gcctctcacc

Page 29

gaagccgaag
cgtgtcccat
taacgccaag
gctcaccgtg
caaggggctc
acctcaagtg
tacttgtctg
tcagccagag
cctttacagce
ttcagtgatg
cggaggagga

Gly

Pro

Thr

Ser

Tyr

160

Tyr

Phe

Lys

60
120
180
240
300
360
420
480
540
600
660



ggcggttctg
ggtgggtctg
ggtccgagceg
ccggaagtga
tggtacgtgg
aattccacct
aaggaataca
tctaaaacta
gagatgacca
atcgccgtgg
atgctggact
tggcaacaag
acccagaaga
tcaggtggtg
ggacccggaa
gccgactggg
agccaattca
cctgatactg
cagaaaaccg
cattgcatc
<210> 37
<211> 591
<212> PRT
<213>
<220>

<221>
<223>

gtggaggagg
agaggaagtc
tgtttctctt
cttgtgtggt
acggcgtgga
ttcgcgtggt
agtgcaaggt
agggtcaacc
aaaaccaggt
agtgggaaag
cagacggatc
ggaatgtgtt
gcctgtctct
gagggtccgg
gatgttgtcg
tcctgtcacc
gagcagcaaa
tgccggcetcec

ataccggtgt

source o
/note="Description of

polypeptide"

<400> 37

Gly Gly Gly Ala Pro Pro val
1 5
Pro Lys Pro Lys Asp Thr Leu
20
Cys val val val Asp val ser
35

Trp Tyr val Asp Gly val Glu
50

A-1850-WO-PCT_SL. txt

gtctggaggt
atcagtggaa
cccacctaag
ggtggacgtg
ggtgcacaat
gagcgtcctg
gtccaacaaa
aagggaaccc
gtccctgacc
caacggacag
tttcttcctc
ctcatgcagc
ttcacctggt
aggcggagga
cctccacacc
tcgggaggtc
tatgcacgca
ttgttgcgtg

ctccctccag

Artificial Sequence

Ala

Met

His
40

val
55

ggagggagcg
tgcccaccat
cccaaggaca
tctcatgagg
gctaagacca
accgtcgtgce
ggccttccag
caagtctaca
tgtctggtga
cccgaaaaca
tatagcaagc
gtgatgcacg
tccggaggtg
tccgcacgga
gtgagggcct
caagtcacca
cagattaaga
ccagcatctt

acttacgacg

10

ITe Ser Arg Thr Pro
25
Glu Asp Pro Glu val

His Asn Ala Lys Thr

pPage 30

gcggaggcegg
gccctgetcc
ctctgatgat
accctgaagt
agcctagaga
accaggactg
ctcccattga
cccteectec
agggatttta
actataagac
tcactgtgga
aggctcttca
gtgggagcgg
atggcgacca
ctctggagga
tgtgtatcgg
ccagcctgca
acaacccgat

acctccttgc

Gly Pro Ser val Phe Leu

30

45

60

Glu

Gln

Lys

gtctggcggt
tccecgtggec
ctcacggact
gcagttcaac
ggaacagttc
gcttaacgga
gaaaaccatc
gtctagagaa
cccctcagac
tacccctcct
caaatccaga
caaccactat
agggggtgga
ctgtccactg
ccttggctgg
agcctgeccc
tcggcttaaa
ggtgctgatc

aaaggactgc

Artificial Sequence: Synthetic

Phe Pro

15

val Thr

Phe Asn

Pro Arg

720

780

840

900

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1809



Glu

65

val

Asn

Gly

Glu

Tyr

145

Asn

Phe

Asn

Thr

Pro

cys

Trp

Glu

305

val

Glu

Lys

Gln

Met

130

Pro

Asn

Leu

val

Gln

210

Gly

Gly

Lys

val

Tyr

290

Glu

Gln

Gln

Gly

Pro

115

Thr

Ser

Tyr

Tyr

Phe

195

Lys

Gly

Ser

Pro

val

275

val

Gln

Gln

Phe

Asp

Leu

100

Arg

Lys

Asp

Lys

Ser

180

Ser

Ser

Ser

Ala

Lys

val

Asp

Phe

Asp

Asn

Trp

85

Pro

Glu

Asn

Ile

Thr

165

Lys

cys

Leu

Gly

Pro

245

Asp

Asp

Gly

Asn

Trp

sSer

70

Leu

Ala

Pro

Gln

Ala

150

Thr

Leu

Ser

Ser

Gly

Pro

Thr

val

val

Ser

310

Leu

Thr

Asn

Pro

Gln

val

135

val

Pro

Thr

val

Leu

215

Gly

val

Leu

Ser

Glu

295

Thr

Asn

A-1850-WO-PCT_SL. txt

Phe Arg val val Ser val

Gly

Ile

val

120

Ser

Glu

Pro

val

Met

200

Ser

Gly

Ala

Met

His

280

val

Phe

Gly

Lys

Glu

105

Tyr

Leu

Trp

Met

Asp

His

Pro

Ser

Gly

Ile

265

Glu

His

Arg

Lys

Glu

90

Lys

Thr

Thr

Glu

Leu

170

Lys

Glu

Gly

Gly

Pro

250

Ser

Asp

Asn

val

Glu
330

Page 31

Tyr

Thr

Leu

cys

ser

155

Asp

Ser

Ala

Gly

Gly

Ser

Arg

Pro

Ala

val

315

Tyr

Lys

Ile

Pro

Leu

140

Asn

Ser

Arg

Leu

Gly

val

Thr

Glu

Lys

cys

Ser

Pro

125

val

Gly

Asp

Trp

His

205

Gly

Gly

Phe

Pro

val

285

Thr

val

Cys

Leu

Lys

Lys

110

Ser

Lys

Gln

Gly

Gln

190

Asn

Gly

Ser

Leu

Glu

270

Gln

Lys

Leu

Lys

Thr

val

95

Thr

Arg

Gly

Pro

Ser

175

Gln

His

Ser

Gly

Phe

255

val

Phe

Pro

Thr

val
335

val

80

Ser

Lys

Glu

Phe

Glu

160

Phe

Gly

Tyr

Gly

Gly

Pro

Thr

Asn

Arg

val

320

Ser



Asn Lys

Gly GIn

Glu Met

370

Tyr Pro

385

Asn Asn

Phe Leu

Asn val

Thr GTn

450

Gly Gly

Arg Asn

His Thr

Leu Ser

Ser Gln

530

His Arg
545
Ser Tyr

Leu GIn

<210> 38

Gly

Pro

355

Thr

Ser

Tyr

Tyr

Phe

435

Lys

Gly

Gly

val

Pro

515

Phe

Leu

Asn

Thr

<211> 216
<212> PRT

Leu

340

Arg

Lys

Asp

Lys

Ser

420

Ser

Ser

Gly

Asp

Arg

Arg

Lys

Pro

TYyr
580

Pro

Glu

Asn

Ile

Thr

405

Lys

Cys

Leu

Ser

His

485

Ala

Glu

Ala

Pro

Met

565

Asp

Ala

Pro

Gln

Ala

390

Thr

Leu

Ser

Ser

Gly

Cys

Ser

val

Ala

550

val

Asp

Pro

Gln

val

375

val

Pro

Thr

val

Leu

455

Gly

Pro

Leu

Gln

Asn

535

Thr

Leu

Leu

A-1850-WO-PCT_SL. txt

Ile

val

360

Ser

Glu

Pro

val

Met

440

Ser

Gly

Leu

Glu

val

520

Met

val

Ile

Leu

Glu Lys Thr ITle Ser

345

Tyr

Leu

Trp

Met

Asp

His

Pro

Gly

Gly

505

Thr

His

Pro

Gln

Ala
585

Thr

Thr

Glu

Leu

410

Lys

Glu

Gly

Ser

Pro

490

Leu

Met

Ala

Ala

Page 32

Leu

Cys

Ser

395

Asp

Ser

Ala

Ser

Gly

Gly

Gly

Cys

Gln

Pro

555

Thr

Asp

Pro

Leu

380

Asn

Ser

Arg

Leu

Gly

Gly

Arg

Trp

Ile

Ile

540

cys

Asp

Cys

Pro

365

val

Gly

Asp

Trp

His

445

Gly

Gly

Cys

Ala

Gly

Lys

Cys

Thr

His

Lys

Gln

Gly

Gln

430

Asn

Gly

Gly

Cys

Asp

510

Ala

Thr

val

Gly

590

Thr

Arg

Gly

Pro

ser

415

Gln

His

Gly

Ser

Trp

Cys

Ser

Pro

val
575

Lys

Glu

Phe

Glu

400

Phe

Gly

Tyr

Ser

Ala

480

Leu

val

Pro

Leu

Ala

560

Ser



<213>

<220>

<221>
<223>

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

source o
/note="Description of

polypeptide"

<400> 38
é]a Pro Glu Leu Leu

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Lys

Ser

Ser

ser
210

<210> 39
<211> 21
<212> PR

<213>

Asp

Asp

35

Gly

Asn

Trp

Pro

Glu

115

Asn

Thr

Lys

7
T

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Gly

Met

His

val

Tyr

Gly

val

Ser

Glu

150

Pro

val

Met

Ser

Artificial Sequence

Gly

Ile

Glu

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro
215

Artificial Sequence

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

Leu

Cys

Ser

Lys

Ser

185

Ala

val Phe Leu

10

Thr

Glu

Lys

Ser

Lys

Ile

Pro

Leu

Asn

Ser

170

Arg

Leu

Page 33

Pro

val

Thr

val

75

Cys

Ser

Pro

val

Asp

Trp

His

Glu

Lys

Lys

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Synthetic

Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His
205

Pro

Thr

30

Asn

Arg

val

Ser

Lys

Lys

Phe

Glu

Phe

Gly

Tyr

Pro

15

Cys

Trp

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Lys

val

Tyr

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val



<220>

<221> source

<223> /note="Description of
polypeptide"

<400> 39
Ala Pro Glu Leu Leu
1 5

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Asp

Ser

Ser

Ser
210

<210> 40
<211> 23
<212> PR

<213>

Asp

Asp

35

Gly

Asn

Trp

Pro

Glu

115

Asn

Thr

Asp

Cys

195

Leu

T

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Gly

Met

His

val

Tyr

70

Gly

val

Ser

Glu

150

Pro

val

Met

Ser

Gly

Ile

Glu

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro
215

Artificial Sequence

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

Leu

Cys

Ser

Asp

ser

185

Ala

Lys

val Phe Leu

10

Thr

Glu

Lys

Ser

Lys

Ile

Pro

Leu

Asn

ser

170

Arg

Leu

Page 34

Pro

val

Thr

val

75

cys

Ser

Pro

val

Asp

Trp

His

Glu

Lys

Lys

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Synthetic

Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His
205

Pro

Thr

30

Asn

Arg

val

Ser

Lys

110

Glu

Phe

Glu

Phe

Gly

Tyr

Pro

15

Cys

Trp

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Lys

val

Tyr

Glu

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val

Gln



<220>

<221> source o . )
<223> /note="Description of Artificial Sequence: Synthetic
peptide"

<400> 40

A-1850-WO-PCT_SL. txt

Gly Ser Gly Ser Ala Thr Gly Gly Ser Gly Ser val Ala Ser Ser Gly
1 5 10

Ser Gly Ser Ala Thr His Leu

<210>
<211>
<212>
<213>

<220>
<221>
<223>

41
1053
DNA

20

source o o _
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 41
gccccagagc

ctgatgatct
ccagaggtca
ccccgegaag
caggactggc
cccatcgaaa
ctgcctccga
ggcttctatc
tacaaaacta
accgtggaca
gctctccata
gctactggtg
cggaacgggg
gcctctctgg
accatgtgca
aaaacctctc
tcttataacc
gatgacctcc
<210>
<211>
<212>
<213>
<220>

42
351
PRT

tgcttggtgg
caagaactcc
agttcaattg
aacagtacaa
ttaatgggaa
agaccatctc
gcaggaagga
ccagcgatat
ccccacccgt
agagccgcetg
atcactacac
gttccggctc
accattgtcc
aggaccttgg
tcggggcctg
ttcacagact
ccatggtcct

tggccaagga

Artificial Sequence

accatccgtg ttcctgtttc ctccaaagcc

ggaagtgact
gtatgtggac
tagcacctac
ggaatacaag
aaaggcaaag
gatgaccaag
tgctgtggaa
gctgaaatct
gcaacaaggc
tcagaagtca
cgtcgcaagc
cctgggacct
atgggctgat
ccctagccag
gaagcccgac
cattcagaaa

ctgccactgc

Artificial Sequence

tgcgtcgtcg
ggagtggaag
cgcgtggtga
tgtaaggtgt
gggcaaccaa
aaccaggtca
tgggagtcaa
gatgggtcct
aatgtcttta
ctgtccctgt
tctggttcag
ggtcggtgct
tgggtgctga
ttccgegeag
accgtgccag
accgacaccg

ata

Page 35

tggacgtgtc
tgcataacgc
gcgtccttac
ccaacaaggc
gggaacctca
gcctgacttg
atggccagcec
tcttccttta
gctgctcagt
cacctggcgg
gcagtgcgac
gccggcttca
gccctcggga
ccaacatgca
caccttgctg

gagtgtcact

15

gaaggacacc
acatgaggat
caagaccaaa
tgtgctccac
cctccecget
agtgtacacc
tctcgtgaag
cgagaataac
ctccaagctg
gatgcatgag
atccggttct
tcatctggca
caccgtcaga
ggtgcaagtc
cgctcagatc
tgtgccggec

tcagacttac

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1053



<221> source

<223> /note="Description of
polypeptide"

<400> 42

Ala Pro Glu Leu Leu

1

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

ser

225

Arg

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Lys

Ser

Ser

Ser

210

Gly

Asn

Asp

Asp

35

Gly

Asn

Trp

Pro

Glu

115

Asn

Thr

Lys

cys

195

Leu

Ser

Gly

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

val

Asp

5

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Ala

His
245

Gly

Met

val
Tyr

70

Gly

val

Ser

Glu

150

Pro

val

Met

Ser

Ser

230

Cys

Gly

Ile

Glu

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro

215

Ser

Pro

A-1850-WO-PCT_SL. txt

Artificial Sequence: Synthetic

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Gly

Leu

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

Leu

Cys

Ser

Lys

ser

185

Ala

Gly

Ser

Gly

val Phe Leu

10

Thr

Glu

Lys

Ser

Pro

Leu

Asn

ser

170

Arg

Leu

Ser

Gly

Pro
250

Page 36

Pro

val

Thr

val

75

cys

Ser

Pro

val

Asp

Trp

Gly

Ser
235

Gly

Glu

Lys

Lys

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Ser

220

Ala

Arg

Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His

205

Ala

Thr

cys

Pro

Thr

30

Asn

Arg

val

Ser

Lys

110

Lys

Phe

Glu

Phe

Gly

Tyr

Thr

cys

Pro

15

Cys

Trp

Glu

Leu

Asn

95

Gly

Tyr

Asn

Phe

175

Asn

Thr

Gly

Leu

Lys

val

Tyr

Glu

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val

Gln

Gly

Ala

240

Leu



His Thr val

Leu Ser Pro

275

Gln Phe

290

Ser

His
305

Arg Leu

Ser Tyr Asn

Leu GIn Thr

<210>
<211>
<212>
<213>

43
651
DNA

<220>
<221>
<223>

sourc
polyn

<400> 43
gcgccggaac

ctgatgatta
ccggaagtga
ccgcgcgaag
caggattggc
ccgattgaaa
ctgccgcecga
ggcttttatc
tatgatacca
accgtggata
gcgctgcata
<210>
<211>

<212>
<213>

44
216
PRT

<220>
<221>
<223>

sourc

polyp

Arg Ala

Arg Glu
Ala

Arg

Lys Pro

Ser

val

Ala

Asp

A-1850-WO-PCT_SL. txt

Leu Glu

val
280

Gln

Asn
295

Met

Thr val

310

Pro Met

325

TYyr
340

Asp

e

ucleotide"

tgctgggcgg
gccgcacccc
aatttaactg
aacagtataa
tgaacggcaa
aaaccattag
gccgcgaaga
cgagcgatat
cccecgecggt
aaagccgctg

accattatac

e

eptide”

val

Asp

Leu ITe

Leu Leu

Artificial Sequence

cccgagcegtg
ggaagtgacc
gtatgtggat
cagcacctat
agaatataaa
caaagcgaaa
aatgaccaaa
tgcggtggaa
gctggatagc
gcagcagggc

ccagaaaagc

Artificial Sequence

Thr

His

Pro

Gln

Ala
345

Asp Leu Gly Trp Ala
265

Met Cys

Ala Gln

Ala Pro

315

Lys Thr

Lys Asp

tttctgtttc
tgcgtggtag
ggcgtggaag
cgcgtggtga
tgcaaagtga
ggccagccgce
aaccaggtga
tgggaaagca
gatggcagct
aacgtgttta

ctgagcctga

Page 37

Asp

Ile Gly Ala

285

Ile Thr

300

Lys

Cys Cys val

Asp Thr Gly

Cys His

350

cgccgaaacc
tggatgtgag
tgcataacgc
gcgtgctgac
gcaacaaagc
gcgaaccgca
gcctgacctg
acggccagcc
tttttctgta
gctgcagcgt

gcccgggcaa

Trp val

Cys Pro
Ser

Leu

Ala
320

Pro

val
335

Ser

Ile

/note="Description of Artificial Sequence: Synthetic

gaaagatacc
ccatgaagat
gaaaaccaaa
cgtgctgcat
gctgccggeg
ggtgtatacc
cctggtgaaa
ggaaaacaac
tagcgatctg
gatgcatgaa

a

/note="Description of Artificial Sequence: Synthetic

60
120
180
240
300
360
420
480
540
600
651



<400> 44
Ala Pro Glu
1

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Asp

Ser

Ser

ser
210

<210> 45
<211> 98
<212> DN

<213>

<220>

<221>
<223>

Asp

Asp

35

Gly

Asn

Trp

Pro

Glu

115

Asn

Thr

Asp

4
A

source o
/note="Description of

Leu

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Leu

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Gly

Met

His

val

Tyr

Gly

val

Ser

Glu

150

Pro

val

Met

Ser

polynucTleotide"

Gly

Ile

Glu

His

55

Arg

Lys

Glu

Thr

Leu

135

Trp

val

Asp

His

Pro
215

Artificial Sequence

A-1850-WO-PCT_SL. txt

Pro Ser val Phe Leu Phe

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Arg

25

Pro

Ala

val

Tyr

Thr

105

Leu

Cys

Ser

Asp

Ser

185

Ala

Thr

Glu

Lys

Ser

Lys

Ile

Pro

Leu

Asn

Ser

170

Arg

Leu

Pro

val

Thr

val

75

Cys

Ser

Pro

val

Asp

Trp

His

Glu

Lys

Lys

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

val

Phe

45

Pro

Thr

val

Ala

Pro

Ser

Gln

His
205

Pro

Thr

30

Asn

Arg

val

Ser

Lys

Glu

Phe

Glu

Phe

Gly

Tyr

Pro

15

Cys

Trp

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Artificial Sequence: Synthetic

Page 38

Lys

val

Tyr

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val



<400> 45
gcacctgaac

ctcatgatct
cctgaggtca
ccgcgggagg
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacgacacca
accgtggaca
gctctgcaca
gaccactgtc
gaagacctgg
atcggcgegt
ctgcaccgcc
cccatggtgce
ttagccaaag
<210>
<211>
<212>
<213>
<220>

<221>
<223>

46
328
PRT

sourc

polyp

<400> 46

1

Pro Lys Asp

val val Asp

35

val Asp

50

Gly

Gln
65

Tyr Asn

Gln Asp Trp

tcctgggggg

cccggacccc
agttcaactg
agcagtacaa
tgaatggcaa
aaaccatctc
cccgggagga
ccagcgacat
cgccteccgt
agagcaggtg
accactacac
cgctcgggcec
gctgggecga
gcccgageca
tgaagcccga
tcattcaaaa

actgccactg

e

/note="Description of

eptide"

Ala Pro Glu Leu Leu Gly Gly
5

Thr
20

Leu Me

val Ser Hi

val Glu va

Ser Thr

Ty
70

Leu Asnh GI

A-1850-WO-PCT_SL. txt

accgtcagtc
tgaggtcaca
gtacgtggac
cagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc
gcagcagggg
gcagaagagc
cgggcgttgce
ttgggtgctg
gttccgggcg
cacggtgcca
gaccgacacc

cata

Artificial Sequence

Pro

t Ile Ser

s Glu Asp

40

1 His
55

Asn
val

r Arg

y Lys Glu

ttcctcttcc
tgcgtggtgg
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct
ctctcecctgt
tgccgtctge
tcgccacggg
gcaaacatgc
gcgcectgcet

ggggtgtcgc

Artificial Sequence:

val Phe
10

Ser

Arg Thr Pro

25

Pro Glu val

Ala

Lys Thr

Ser val
75

val

Tyr Lys Cys

Page 39

ccccaaaacc
tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctccgt
ctccgggtgc
acacggtccg
aggtgcaagt
acgcgcagat
gcgtgcccgce

tccagaccta

Synthe
Phe Pro

Leu

Thr
30

Glu val

Phe
45

Lys Asn

Pro Arg

Thr val

Lys val Ser

caaggacacc
ccacgaagac
caagacaaag
cgtcctgeac
cctcccagcec
ggtgaccacc
cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag
gcgcaacgga
cgcgtcgetg
gaccatgtgc
caagacgagc
cagctacaat

tgatgacttg

tic

Pro
15

Lys
Cys val
Trp Tyr
Glu Glu

His
80

Leu

Asn Lys

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
984



Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

Leu

225

Glu

val

Met

val

Ile

305

Leu

Leu

Arg

Lys

Asp

Asp

Ser

Ser

Ser

210

Gly

Asp

Thr

Pro
290

Gln

Ala

<210> 47

<211>
<212>
<213>

Pro

Glu

115

Asn

Ile

Thr

Asp

cys

195

Leu

Pro

Leu

Met

Ala

275

Ala

Lys

Lys

217
PRT_ L
Artificial Sequence

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Gly

Gly

cys

260

Gln

Pro

Thr

Asp

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Arg

Trp

Ile

Ile

Cys

Asp

cys
325

Ile

val

Ser

Glu

150

Pro

val

Met

Ser

cys

230

Ala

Gly

Lys

Cys

Thr
310

Glu

Thr

Leu

135

Trp

val

Asp

His

Pro

215

Cys

Asp

Ala

Thr

val

295

Gly

Cys

A-1850-WO-PCT_SL. txt

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Arg

Trp

cys

Ser

280

Pro

val

Ile

90

Thr Ile
105

Leu Pro

Cys Leu

ser Asn

Asp Ser

170

Ser Arg
185

Ala Leu

Ala Arg

Leu His

val Leu

250

Pro Ser
265
Leu His

Ala Ser

Ser Leu

Page 40

Ser

Pro

val

Asp

Trp

His

Asn

Thr

235

Ser

Gln

Arg

Tyr

Gln
315

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Pro

Phe

Leu

Asn

300

Thr

Ala

Arg

125

Gly

Pro

Ser

Gln

His

205

Asp

Arg

Arg

Arg

Lys

Pro

Tyr

Lys

110

Glu

Phe

Glu

Phe

Gly

Tyr

Ala

Glu

Ala

270

Pro

Met

Asp

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

cys

Ser

val

255

Ala

Asp

val

Asp

Gln

Met

Pro

Asn

160

Leu

val

Gln

Pro

Leu

240

Gln

Asn

Thr

Leu

Leu
320



<220>

<221> source

<223> /note="Description of
polypeptide"

<400> 47

Ala Pro Glu Leu Leu
1

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Lys

Asp

Lys

Ser

Ser

ser
210

<210> 48

<211>
<212>
<213>

<220>

Asp

Asp

35

Gly

Asn

Trp

Pro

Glu

115

Asn

Thr

Lys

216
PRT
Artificial Sequence

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

5

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Gly

Met

val

Tyr

Gly

val

Ser

Glu

150

Pro

val

Met

Ser

Gly

Ile

Glu

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro
215

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

Leu

Cys

Ser

Lys

Ser

185

Ala

Lys

val Phe Leu

10

Thr

Glu

Lys

Ser

Pro

Leu

Asn

Ser

170

Arg

Leu

Page 41

Pro

val

Thr

val

75

Cys

Ser

Pro

val

Asp

Trp

His

Glu

Lys

Lys

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Synthetic

Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His
205

Pro

Thr

30

Asn

Arg

val

Ser

Lys

Lys

Phe

Glu

Phe

Gly

Tyr

Pro

15

Cys

Trp

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Lys

val

Tyr

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val



<221> source

<223> /note="Description of
polypeptide"

<400> 48
Ala Pro Glu Leu Leu

1

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Asp

Ser

Ser

Ser
210

<210> 49
<211> 98
<212> DN

<213>

<220>

<221>

Asp

Asp

35

Gly

Asn

Trp

Pro

Glu

115

Asn

Thr

Asp

cys

195

Leu

4
A

source

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

5

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Gly

Met

val
Tyr

70

Gly

val

Ser

Glu

150

Pro

val

Met

Ser

Gly

Ile

Glu

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro
215

Artificial Sequence

A-1850-WO-PCT_SL. txt

Artificial Sequence: Synthetic

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

Leu

Cys

Ser

Asp

ser

185

Ala

val Phe Leu

10

Thr

Glu

Lys

Ser

Pro

Leu

Asn

ser

170

Arg

Leu

Page 42

Pro

val

Thr

val

75

cys

Ser

Pro

val

Asp

Trp

Glu

Lys

Lys

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His
205

Pro

Thr

30

Asn

Arg

val

Ser

Lys

110

Glu

Phe

Glu

Phe

Gly

Tyr

Pro

15

Cys

Trp

Glu

Leu

Asn

95

Gly

Tyr

Asn

Phe

175

Asn

Thr

Lys

val

Tyr

Glu

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val

Gln



<400> 49
gcacctgaac

ctcatgatct
cctgaggtca
c€cgcgggagg
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacgacacca
accgtggaca
gctctgcaca
gaccactgtc
gaagacctgg
atcggcgegt
ctgcaccgcc
cccatggtgce
ttagccaaag
<210> 50

<211> 328

<212> PRT
<213>
<220>

<221>
<223>

tcctgggggg

cccggacccc
agttcaactg
agcagtacaa
tgaatggcaa
aaaccatctc
cccgggagga
ccagcgacat
cgcctcecegt
agagcaggtg
accactacac
cgctcgggec
gctgggccga
gcccgagceca
tgaagcccga
tcattcaaaa

actgccactg

source o
/note="Description of

polypeptide"

<400> 50

Ala Pro Glu Leu Leu
1

Pro

val
35

val

Gln
65

Lys Asp Thr Leu
20

val Asp val Ser

Asp Gly val Glu

50

Tyr Asn Ser Thr

Gly Gly
Met Ile
His Glu
val His

Tyr Arg
70

o A-1850-WO-PCT_SL. txt _
<223> /note="Description of Artificial Sequence: Synthetic
polynucTleotide™

accgtcagtc
tgaggtcaca
gtacgtggac
cagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc
gcagcagggg
gcagaagagc
cgggcgttgce
ttgggtgctg
gttccgggcg
cacggtgcca
gaccgacacc

cata

Artificial Sequence

40

55

Pro Ser

Ser Arg

25

Asp Pro

Asn Ala

val val

ttcctcttcc
tgcgtggtag
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct
ctctccctgt
tgccgtctgce
tcgccacggg
gcaaacatgc
gcgccctget

ggggtgtcgc

Artificial Sequence:

val Phe

10

Thr Pro

Glu val

Lys Thr

Ser val
75

Page 43

ccccaaaacc
tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctccgt
ctccgggtgc
acacggtccg
aggtgcaagt
acgcgcagat
gcgtgcccgce

tccagaccta

Synthe
Phe Pro

Leu

val Thr
30

Glu

Phe Asn
45

Lys
Pro Arg

Lys
60

Leu Thr val

caaggacacc
ccacgaagac
caagacaaag
cgtcctgcac
cctcccagec
ggtgtacacc
cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag
gcgcaacgga
cgcgtcgctg
gaccatgtgc
caagacgagc
cagctacaat

tgatgacttg

tic

Pro
15

Lys
Cys val
Trp Tyr
Glu

Glu

His
80

Leu

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
984



Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

Leu

225

Glu

val

Met

val

Ile
305

Asp

Leu

Arg

Lys

Asp

Asp

Ser

Ser

Ser

210

Gly

Asp

Thr

His

Pro

290

Gln

Trp

Pro

Glu

115

Asn

Thr

Asp

Pro

Leu

Met

Ala

275

Ala

Lys

Leu Ala Lys

<210> 51

<211> 654

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Gly

Gly

Ccys

260

Gln

Pro

Thr

Asp

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Arg

Ile

Cys

Asp

Cys
325

Gly

val

Ser

Glu

150

Pro

val

Met

Ser

230

Ala

Gly

Lys

Cys

Thr
310

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro

215

Cys

Asp

Ala

Thr

val

295

Gly

Cys

A-1850-WO-PCT_SL. txt

Glu Tyr Lys
90

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Arg

Trp

Cys

Ser

280

Pro

val

Ile

Thr

105

Leu

Cys

Ser

Asp

Ser

185

Ala

Ala

Leu

val

Pro

265

Leu

Ala

Ser

Ile

Pro

Leu

Asn

Ser

170

Arg

Leu

Arg

His

Leu

250

Ser

His

Ser

Leu

Page 44

Cys

Ser

Pro

val

Asp

Trp

His

Asn

Thr

235

Ser

Gln

Arg

Tyr

Gln
315

Lys

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Gly

val

Pro

Phe

Leu

Asn

300

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His

205

Asp

Arg

Arg

Arg

Tyr

Ser

Lys

Glu

Phe

Glu

Phe

Gly

Tyr

His

Ala

Glu

Ala

270

Pro

Met

Asp

Asn

95

Glu

Tyr

Asn

Phe

175

Asn

Thr

Cys

Ser

val

255

Ala

Asp

val

Asp

Lys

Met

Pro

Asn

160

Leu

val

Pro

Leu

240

Asn

Thr

Leu

Leu
320



A-1850-WO-PCT_SL. txt

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 51

gcacctgaac tcctgggggg accgtcagtc ttcctcttcc ccccaaaacc caaggacacc

ctcatgatct cccggacccc tgaggtcaca tgcgtggtgg tggacgtgag ccacgaagac

cctgaggtca agttcaactg gtacgtggac ggcgtggagg tgcataatgc caagacaaag

ccgcgggagg agcagtacaa cagcacgtac cgtgtggtca gcgtcctcac cgtcctgcac

caggactggc tgaatggcaa ggagtacaag tgcaaggtct ccaacaaagc cctcccagcec

cccatcgaga aaaccatctc caaagccaaa gggcagcccc gagaaccaca ggtgtacacc

ctgcccccat cccggaagga gatgaccaag aaccaggtca gcctgacctg cctggtcaaa

ggcttctatc ccagcgacat cgccgtggag tgggagagca atgggcagcc ggagaacaac

tacaagacca cgcctcccgt gctgaagtcc gacggctcct tcttcctcta tagcaagctc

accgtggaca agagcaggtg gcagcagggg aacgtcttct catgctccgt gatgcatgag

gctctgcaca accactacac gcagaagagc ctctccctgt ctccgggtaa atga

<210> 52

<211> 112

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 52

Ala Arg Asp Gly Asp His Cys
1 5

Leu Thr

val Ser

35

Leu

Ser Gln

50

Pro

Leu
65

Arg

Ala Ser Tyr

Ser Leu Gln

val
20

Arg Al

Pro Arg GI

Phe Arg Al

Leu Lys Pr

70

Asn Pro Me

85

Thr Tyr As

Pro Leu Gly Pro Gly Arg Cys Cys Arg
10 15

a Ser Leu Glu Asp Leu Gly Trp Ala Asp

25 30

Trp

u val GIn val Thr Met Cys Ile

40 45

Gly Ala Cys

a Ala Asn Met His Ala Gln Ile Thr

55 60

Lys ser

o Asp Thr val Pro Ala Pro Cys Cys val Pro

75 80

t val Leu Ile GIn Lys Thr Asp Thr Gly val

90 95

p Asp Leu Leu Ala Lys Asp Ile

Page 45

Cys cys

60
120
180
240
300
360
420
480
540
600
654



<210>
<211>
<212>
<213>

53
984
DNA

<220>
<221>
<223>

100

source o o _
/note="Description of Artificial Sequence: Synthetic

polynucTleotide™

<400> 53
gcacctgaac

ctcatgatct
cctgaggtca
c€cgcgggagg
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacgacacca
accgtggaca
gctctgcaca
gaccactgtc
gaagacctgg
atcggcgegt
ctgcaccgcec
cccatggtgce
ttagccaaag
<210>
<211>

<212>
<213>

54
328
PRT

<220>
<221>
<223>

tcctgggggg

cccggacccc
agttcaactg
agcagtacaa
tgaatggcaa
aaaccatctc
cccgggagga
ccagcgacat
cgcctcecegt
agagcaggtg
accactacac
cgctcgggec
gctgggccga
gcccgagceca
tgaagcccga
tcattcaaaa

actgccactg

source o o _
/note="Description of Artificial Sequence: Synthetic

polypeptide"

<400> 54

1

A-1850-WO-PCT_SL. txt

Artificial Sequence

accgtcagtc
tgaggtcaca
gtacgtggac
cagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc
gcagcagggg
gcagaagagc
cgggcgttgce
ttgggtgctg
gttccgggeg
cacggtgcca
gaccgacacc

cata

Artificial Sequence

105

ttcctcttcc
tgcgtggtgg
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct
ctctccctgt
tgccgtctgce
tcgccacggg
gcaaacatgc
gcgccctget

ggggtgtcgc

10

110

ccccaaaacc
tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctccgt
ctccgggtgc
acacggtccg
aggtgcaagt
acgcgcagat
gcgtgcccgce

tccagaccta

caaggacacc
ccacgaagac
caagacaaag
cgtcctgcac
cctcccagec
ggtgtacacc
cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag
gcgcgacgga
cgcgtcgctg
gaccatgtgc
caagacgagc
cagctacaat

tgatgacttg

Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys
5

15

Pro Lys Asp Thr Leu Met ITe Ser Arg Thr Pro Glu val Thr Cys val
20

25
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val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

Leu

225

Glu

val

Met

val

val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Asp

Ser

Ser

Ser

210

Gly

Asp

Thr

His

Pro
290

Asp

35

Gly

Asn

Trp

Pro

Glu

115

Asn

Thr

Asp

Pro

Leu

Met

Ala

275

Ala

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Gly

Gly

Ccys

260

Gln

Pro

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Arg

Trp

Ile

Ile

Cys

val

Tyr

Gly

val

Ser

Glu

150

Pro

val

Met

Ser

230

Ala

Gly

Lys

Cys

Glu

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro

215

Cys

Asp

Ala

Thr

val
295

A-1850-WO-PCT_SL.txt
Asp Pro Glu val Lys Phe

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Arg

Trp

Cys

Ser

280

Pro

Ala

val

Tyr

Thr

105

Leu

Cys

Ser

Asp

Ser

185

Ala

Ala

Leu

val

Pro

265

Leu

Ala

Lys

Ser

Pro

Leu

Asn

Ser

170

Arg

Leu

Arg

His

Leu

250

Ser

His

Ser

Page 47

Thr

val

75

Cys

Ser

Pro

val

Asp

Trp

His

Asp

Thr

235

Ser

Gln

Arg

Tyr

Lys

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Pro

Phe

Leu

Asn
300

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His

205

Asp

Arg

Arg

Arg

Lys

Pro

Asn

Arg

val

Ser

Lys

Glu

Phe

Glu

Phe

Gly

Tyr

His

Ala

Glu

Ala

270

Pro

Met

Trp

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Cys

Ser

val

255

Ala

Asp

val

Tyr

His
80

Lys

Met

Pro

Asn

160

Leu

val

Pro

Leu

240

Asn

Thr

Leu



Ile GIn Lys Thr Asp Thr Gly

A-1850-WO-PCT_SL.txt
val Ser Leu Gln Thr Tyr Asp Asp Leu

305 310 315 320
Leu Ala Lys Asp Cys His Cys Ile

325
<210> 55
<211> 109
<212> PRT
<213> Artificial Sequence
<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide"
<400> 55
Gly Asp His Cys Pro Leu Gly Pro Gly Arg Cys Cys Arg Leu His Thr
1 5 10 15
val Arg Ala Ser Leu Glu Asp Leu Gly Trp Ala Asp Trp val Leu Ser
20 25 30
Pro Arg Glu val GIn val Thr Met Cys Ile Gly Ala Cys Pro Ser Gln
35 40 45
Phe Arg Ala Ala Asn Met His Ala GIn Ile Lys Thr Ser Leu His Arg
50 55 60

Leu Lys Pro Asp Thr val Pro Ala Pro Cys Cys val Pro Ala Ser Tyr
65 70 75 80
Asn Pro Met val Leu Ile GIn Lys Thr Asp Thr Gly val Ser Leu Gln

85 90 95
Thr Tyr Asp Asp Leu Leu Ala Lys Asp Cys His Cys Ile

100 105
<210> 56
<211> 975
<212> DNA
<213> Artificial Sequence
<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polynucTleotide"

<400> 56
gcacctgaac tcctgggggg accgtcagtc ttcctcttcc ccccaaaacc caaggacacc
ctcatgatct cccggacccc tgaggtcaca tgcgtggtgg tggacgtgag ccacgaagac
cctgaggtca agttcaactg gtacgtggac ggcgtggagg tgcataatgc caagacaaag
ccgcgggagg agcagtacaa cagcacgtac cgtgtggtca gcgtcctcac cgtcctgceac
caggactggc tgaatggcaa ggagtacaag tgcaaggtct ccaacaaagc cctcccagcec

Page 48

60
120
180
240
300



cccatcgaga aaaccatctc caaagccaaa gggcagcccc gagaaccaca ggtgtacacc

ctgcccccat cccgggagga gatgaccaag aaccaggtca gcctgacctg cctggtcaaa

ggcttctatc ccagcgacat cgccgtggag tgggagagca atgggcagcc ggagaacaac

tacgacacca cgcctcccgt gctggactcc gacggctcct tcttcctcta tagcgacctc

accgtggaca agagcaggtg gcagcagggg aacgtcttct catgctccgt gatgcatgag

gctctgcaca accactacac gcagaagagc ctctccctgt ctccgggtgg agaccactgt

ccgctcggge ccgggegttg ctgecgtctg cacacggtcc gcgcgtcgct ggaagacctg

ggctgggccg attgggtgct gtcgccacgg gaggtgcaag tgaccatgtg catcggcgcg

tgcccgagec agttccgggce ggcaaacatg cacgcgcaga tcaagacgag cctgcaccgc

ctgaagcccg acacggtgcec agcgccctgce tgcgtgcccg ccagctacaa tcccatggtg

ctcattcaaa agaccgacac cggggtgtcg ctccagacct atgatgactt gttagccaaa

gactgccact gcata

<210> 57

<211> 325

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

polypeptide"

<400> 57

Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys

1 5 10 15

Pro Lys Asp Thr Leu Met ITe Ser Arg Thr Pro Glu val Thr Cys val

20 25 30
val val Asp val Ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr
35 40 45
val Asp Gly val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu
50 55 60

Gln Tyr Asn Ser Thr Tyr Arg val val Ser val Leu Thr val Leu His

65 70 75 80

Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys
85 90 95

Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln

100 105 110
Pro Arg Glu Pro GIn val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met
115 120 125

A-1850-WO-PCT_SL. txt
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Thr

Ser

145

Tyr

Tyr

Phe

Lys

Gly

Gly

Cys

Gln

Pro

Thr
305

Asp

Asp

Ser

Ser

Ser

210

Arg

Trp

Ile

Ile

Cys

290

Asp

Asn

Thr

Asp

Cys

Ala

Gly

Lys

Cys

Thr

Asp Cys His

<210> 58
<211> 4

<212>
<213>

<220>

<221>
<223>

PRT
Artificial Sequence

source o o _
/note="Description of Artificial Sequence: Synthetic

Gln

Ala

Thr

Leu

180

Ser

Ser

Cys

Asp

Ala

260

Thr

val

Gly

Cys

peptide"

<400> 58
Gly Gly Gly Gly
1

<210> 59

val

val

Pro

165

Thr

val

Leu

Arg

Trp

Cys

Ser

Pro

val

Ile
325

Ser

Glu

150

Pro

val

Met

Ser

Leu

230

val

Pro

Leu

Ala

ser
310

Leu

135

Trp

val

Asp

His

Pro

215

His

Leu

Ser

His

Ser

295

Leu

A-1850-WO-PCT_SL.txt
Thr Cys Leu val Lys Gly

Glu

Leu

Lys

Glu

200

Gly

Thr

Ser

Gln

Arg

Tyr

Gln

Ser

Asp

Ser

185

Ala

Gly

val

Pro

Phe

265

Leu

Asn

Thr

Asn

Ser

170

Arg

Leu

Asp

Arg

Arg

Arg

Lys

Pro

Tyr

pPage 50

Gly

155

Asp

Trp

His

His

Ala

235

Glu

Ala

Pro

Met

140

Gln

Gly

Gln

Asn

220

Ser

val

Ala

Asp

val

300

Asp

Pro

Ser

Gln

His

205

Pro

Leu

Gln

Asn

Thr

285

Leu

Leu

Phe

Glu

Phe

Gly

Tyr

Leu

Glu

val

Met

270

val

Ile

Leu

Tyr

Asn

Phe

175

Asn

Thr

Gly

Asp

Thr

255

Pro

Gln

Ala

Pro

Asn

160

Leu

val

Pro

Leu
240

Met



<211>
<212>
<213>

996
DNA

<220>
<221>
<223>

source o o _
/note="Description of Artificial Sequence: Synthetic

polynucTleotide"

<400> 59
gcacctgaac

ctcatgatct
cctgaggtca
c€cgcgggagg
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacgacacca
accgtggaca
gctctgcaca
gcgcgegacyg
cgcgcegtcegce
gtgaccatgt
atcaagacga
gccagctaca
tatgatgact
<210> 60

<211> 332

<212> PRT
<213>
<220>

<221>
<223>

tcctgggggg

cccggacccc
agttcaactg
agcagtacaa
tgaatggcaa
aaaccatctc
cccgggagga
ccagcgacat
cgcctcecegt
agagcaggtg
accactacac
gagaccactg
tggaagacct
gcatcggcgc
gcctgcaccg
atcccatggt

tgttagccaa

source o o _
/note="Description of Artificial Sequence: Synthetic

polypeptide"

<400> 60

A-1850-WO-PCT_SL. txt

Artificial Sequence

accgtcagtc
tgaggtcaca
gtacgtggac
cagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc
gcagcagggg
gcagaagagc
tccgctcggg
gggctgggcc
gtgcccgagce
cctgaagccc
gctcattcaa

agactgccac

Artificial Sequence

ttcctcttcc
tgcgtggtag
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct
ctctccctgt
cccgggegtt
gattgggtgc
cagttccggg
gacacggtgc
aagaccgaca

tgcata

ccccaaaacc
tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctccgt
ctccgggtgg
gctgccgtct
tgtcgccacg
cggcaaacat
cagcgccctg

ccggggtgtc

caaggacacc
ccacgaagac
caagacaaag
cgtcctgcac
cctcccagec
ggtgtacacc
cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag
aggtggtgga
gcacacggtc
ggaggtgcaa
gcacgcgcag
ctgcgtgccc

gctccagacc

Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys
1 5 1 15

Pro Lys Asp Thr Leu Met ITe Ser Arg Thr Pro Glu val Thr Cys val
20 30

25

val val Asp val Ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr

35

40

Page 51

45

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
996



val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

Asp

Arg

Arg

Arg

Lys

Pro
305

Asp

50

Tyr

Asp

Leu

Arg

Lys

Asp

Asp

Ser

Ser

Ser

210

His

Ala

Glu

Ala

Pro

290

Met

Gly

Asn

Trp

Pro

Glu

115

Asn

Thr

Asp

Cys

Ser

val

Ala

275

Asp

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Pro

Leu

Gln

260

Asn

Thr

Leu

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Leu

Glu

245

val

Met

val

Ile

val

Tyr

Gly

val

Ser

Glu

150

Pro

val

Met

Ser

Gly

Asp

Thr

Pro

Gln
310

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro

215

Pro

Leu

Met

Ala

Ala

295

Lys

A-1850-WO-PCT_SL.txt
Asn Ala Lys Thr Lys Pro
60

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Gly

Gly

Cys

Gln

280

Pro

Thr

val

Tyr

Thr

105

Leu

Cys

Ser

Asp

Ser

185

Ala

Gly

Arg

Trp

Ile

265

Cys

Asp

Ser

Pro

Leu

Asn

Ser

170

Arg

Leu

Gly

Cys

Ala

250

Gly

Lys

Cys

Thr

Page 52

val

75

Cys

Ser

Pro

val

Asp

Trp

His

Gly

Cys

235

Asp

Ala

Thr

val

Gly

Leu

Lys

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Gly

Arg

Trp

Cys

Ser

Pro

300

val

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His

205

Ala

Leu

val

Pro

Leu

285

Ala

Ser

Arg

val

Ser

Lys

Glu

Phe

Glu

Phe

Gly

Tyr

Arg

His

Leu

Ser

270

His

Ser

Leu

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Asp

Thr

Ser

255

Gln

Arg

Tyr

Gln

His
80

Lys

Met

Pro

Asn

160

Leu

val

Gly

val

240

Pro

Phe

Leu

Asn

Thr
320



A-1850-WO-PCT_SL.txt
Tyr Asp Asp Leu Leu Ala Lys Asp Cys His Cys Ile
330

325
<210> 61
<211> 5
<212> PRT
<213> Artificial Sequence
<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic
peptide"
<400> 61
Gly Gly Gly Gly ser
1 5
<210> 62
<211> 1002
<212> DNA
<213> Artificial Sequence
<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polynucTleotide"
<400> 62
gcacctgaac tcctgggggg accgtcagtc ttcctcttcc ccccaaaacc caaggacacc
ctcatgatct cccggacccc tgaggtcaca tgcgtggtgg tggacgtgag ccacgaagac
cctgaggtca agttcaactg gtacgtggac ggcgtggagg tgcataatgc caagacaaag
ccgcgggagg agcagtacaa cagcacgtac cgtgtggtca gcgtcctcac cgtcctgcac
caggactggc tgaatggcaa ggagtacaag tgcaaggtct ccaacaaagc cctcccagcc
cccatcgaga aaaccatctc caaagccaaa gggcagcccc gagaaccaca ggtgtacacc
ctgcccccat cccgggagga gatgaccaag aaccaggtca gcctgacctg cctggtcaaa
ggcttctatc ccagcgacat cgccgtggag tgggagagca atgggcagcc ggagaacaac
tacgacacca cgcctcccgt gctggactcc gacggctcct tcttcctcta tagcgacctc
accgtggaca agagcaggtg gcagcagggg aacgtcttct catgctccgt gatgcatgag
gctctgcaca accactacac gcagaagagc ctctccctgt ctccgggtgg aggtggtgga
tccgcgcgca acggagacca ctgtccgctc gggcccggge gttgectgccg tctgcacacg
gtccgcgegt cgctggaaga cctgggctgg gccgattggg tgctgtcgecc acgggaggtg
caagtgacca tgtgcatcgg cgcgtgcccg agccagttcc gggcggcaaa catgcacgcg
cagatcaaga cgagcctgca ccgcctgaag cccgacacgg tgccagcgcc ctgctgegtg
cccgccagcet acaatcccat ggtgctcatt caaaagaccg acaccggggt gtcgctccag
acctatgatg acttgttagc caaagactgc cactgcatat ga
<210> 63
<211> 333
<212> PRT

Page 53

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1002



<213>

<220>

<221>
<223>

<400> 63

source o
/note="Description of

polypeptide"

Ala Pro Glu Leu Leu
1

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

Gly

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Asp

Ser

Ser

Ser

210

Asp

Asp

Asp

35

Gly

Asn

Trp

Pro

Glu

115

Asn

Ile

Thr

Asp

His

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Cys

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Pro

Gly

Met

His

val

Tyr

Gly

Ile

val

Ser

Glu

150

Pro

val

Met

Ser

Leu
230

Artificial Sequence

Gly

Ile

Glu

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro

215

Gly

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Pro

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

Leu

Cys

Ser

Asp

Ser

185

Ala

Gly

Gly

val Phe Leu

10

Thr

Glu

Lys

Ser

Lys

Ile

Pro

Leu

Asn

Ser

170

Arg

Leu

Gly

Arg

Page 54

Pro

val

Thr

val

75

Cys

Ser

Pro

val

Asp

Trp

His

Gly

Cys

Glu

Lys

Lys

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Synthetic

Phe Pro Pro

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His

205

Ser

Arg

Thr

30

Asn

Arg

val

Ser

Lys

Glu

Phe

Glu

Phe

Gly

Tyr

Ala

Leu

15

Cys

Trp

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Arg

His

Lys

val

Tyr

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val

Gln

Asn

Thr
240



A-1850-WO-PCT_SL. txt

val Arg Ala Ser Leu Glu Asp Leu Gly Trp Ala Asp Trp val Leu Ser
245 250 255
Pro Arg Glu val GIn val Thr Met Cys Ile Gly Ala Cys Pro Ser Gln
260 265 270
Phe Arg Ala Ala Asn Met His Ala GIn Ile Lys Thr Ser Leu His Arg
275 280 285
Leu Lys Pro Asp Thr val Pro Ala Pro Cys Cys val Pro Ala Ser Tyr
290 295 300
Asn Pro Met val Leu Ile GIn Lys Thr Asp Thr Gly val Ser Leu Gln
305 310 315 320
Thr Tyr Asp Asp Leu Leu Ala Lys Asp Cys His Cys Ile
325 330
<210> 64
<211> 10
<212> PRT
<213> Artificial Sequence
<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic
peptide"
<400> 64
Gly Gly Gly Gly ser Gly Gly Gly Gly Ser
1 5 10
<210> 65
<211> 1014
<212> DNA
<213> Artificial Sequence
<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polynucTleotide™
<400> 65
gcacctgaac tcctgggggg accgtcagtc ttcctcttcc ccccaaaacc caaggacacc
ctcatgatct cccggacccc tgaggtcaca tgcgtggtgg tggacgtgag ccacgaagac
cctgaggtca agttcaactg gtacgtggac ggcgtggagg tgcataatgc caagacaaag
ccgcgggagg agcagtacaa cagcacgtac cgtgtggtca gcgtcctcac cgtcctgceac
caggactggc tgaatggcaa ggagtacaag tgcaaggtct ccaacaaagc cctcccagcec
cccatcgaga aaaccatctc caaagccaaa gggcagcccc gagaaccaca ggtgtacacc
ctgcccccat cccgggagga gatgaccaag aaccaggtca gcctgacctg cctggtcaaa
ggcttctatc ccagcgacat cgccgtggag tgggagagca atgggcagcc ggagaacaac
tacgacacca cgcctcccgt gctggactcc gacggctcct tcttcctcta tagcgacctc
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accgtggaca agagcaggtg gcagcagggg aacgtcttct catgctccgt gatgcatgag

gctctgcaca accactacac gcagaagagc ctctccctgt ctccgggtgg aggtggtgga

tccggaggcg gtggaagcgc gcgcaacgga gaccactgtc cgctcgggcc cgggcgttgce

tgccgtctgce acacggtccg cgcgtcgctg gaagacctgg gctgggccga ttgggtgctg

tcgccacggg aggtgcaagt gaccatgtgc atcggcgcgt gcccgagcca gttccgggcg

gcaaacatgc acgcgcagat caagacgagc ctgcaccgcc tgaagcccga cacggtgcca

gcgccctget gcgtgcccge cagctacaat cccatggtgc tcattcaaaa gaccgacacc

ggggtgtcgc tccagaccta tgatgacttg ttagccaaag actgccactg cata

<210> 66

<211> 338

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

polypeptide"

<400> 66

Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys

1 5 10 15

Pro Lys Asp Thr Leu Met ITe Ser Arg Thr Pro Glu val Thr Cys val

20 25 30
val val Asp val Ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr
35 40 45
val Asp Gly val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu
50 55 60

Gln Tyr Asn Ser Thr Tyr Arg val val Ser val Leu Thr val Leu His

65 70 75 80

Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys
85 90 95

Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln

100 105 110
Pro Arg Glu Pro GIn val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met
115 120 125
Thr Lys Asn Gln val Sser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro
130 135 140
Ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn
145 150 155 160

A-1850-WO-PCT_SL. txt

600
660
720
780
840
900
960
1014



Tyr

Tyr

Phe

Lys

Gly

Cys

Asp

Ala

Thr

val

305

Gly

Cys

Asp

Ser

Ser

Ser

210

Ser

Arg

Trp

Cys

Ser

290

Pro

val

Ile

<210> 67
<211> 10
<212> DN

<213>

<220>

<221>
<223>

Thr

Asp

Cys

Leu

Ala

Leu

val

Pro

275

Leu

Ala

Ser

14
A

source o o _
/note="Description of Artificial Sequence: Synthetic

Thr

Leu

180

Ser

Ser

Arg

His

Leu

260

Ser

His

Ser

Leu

Pro

165

Thr

val

Leu

Asn

Thr

245

Ser

Gln

Arg

Tyr

Gln
325

Pro

val

Met

Ser

Gly

val

Pro

Phe

Leu

Asn

310

Thr

polynucleotide"

<400> 67
gcacctgaac tcctgggggg accgtcagtc ttcctcttcc ccccaaaacc

val

Asp

His

Pro

215

Asp

Arg

Arg

Arg

Tyr

Artificial Sequence

A-1850-WO-PCT_SL.txt
Leu Asp Ser Asp Gly Ser
170

Lys

Glu

200

Gly

His

Ala

Glu

Ala

280

Pro

Met

Asp

Ser

185

Ala

Gly

Cys

Ser

val

265

Ala

Asp

val

Asp

Arg

Leu

Gly

Pro

Leu

250

Gln

Asn

Thr

Leu

Leu
330

Trp

His

Gly

Leu

235

Glu

val

Met

val

Ile

315

Leu

Gln

Asn

Asp

Thr

His

Pro

300

Gln

Ala

Gln

His

205

Ser

Pro

Leu

Met

Ala

285

Ala

Lys

Lys

Phe

Gly

Tyr

Gly

Gly

Gly

Cys

270

Gln

Pro

Thr

Asp

ctcatgatct cccggacccc tgaggtcaca tgcgtggtgg tggacgtgag

cctgaggtca agttcaactg gtacgtggac ggcgtggagg tgcataatgc

ccgcgggagg agcagtacaa cagcacgtac cgtgtggtca gcgtcctcac

caggactggc tgaatggcaa ggagtacaag tgcaaggtct ccaacaaagc

Page 57

Phe Leu
175

Asn val

Thr Gln

Gly Gly

Arg Cys

240

Ile Gly

ITle Lys

Cys Cys

Asp Thr

320

Cys His
335

caaggacacc
ccacgaagac
caagacaaag
cgtcctgcac

cctcccagcec

60
120
180
240
300



A-1850-WO-PCT_SL. txt

cccatcgaga aaaccatctc caaagccaaa gggcagcccc gagaaccaca

ctgcccccat cccgggagga gatgaccaag aaccaggtca gcctgacctg

ggcttctatc ccagcgacat cgccgtggag tgggagagca atgggcagcc

tacgacacca cgcctcccgt gctggactcc gacggctcct tcttcctcta

accgtggaca agagcaggtg gcagcagggg aacgtcttct catgctccgt

gctctgcaca accactacac gcagaagagc ctctccctgt ctccgggtgg

tccggaggcg gtggaagcgc gcgcgacgga gaccactgtc cgctcgggcec

tgccgtctgce acacggtccg cgcgtcgctg gaagacctgg gctgggccga

tcgccacggg aggtgcaagt gaccatgtgc atcggcgcgt gcccgagcca

gcaaacatgc acgcgcagat caagacgagc ctgcaccgcc tgaagcccga

gcgccctget gcgtgcccge cagctacaat cccatggtgc tcattcaaaa

ggggtgtcgc tccagaccta tgatgacttg ttagccaaag actgccactg

<210> 68

<211> 338

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthe

polypeptide"

<400> 68

Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro

1 5 10

Pro Lys Asp Thr Leu Met ITe Ser Arg Thr Pro Glu val Thr
20 25 30

val val Asp val Ser His Glu Asp Pro Glu val Lys Phe Asn

35 40 45
val Asp Gly val Glu val His Asn Ala Lys Thr Lys Pro Arg
50 55 60

GIn Tyr Asn Ser Thr Tyr Arg val val Ser val Leu Thr val

65 70 75

Gln Asp Trp Leu Ash Gly Lys Glu Tyr Lys Cys Lys val Ser

85 90

Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys
100 105 110

Pro Arg Glu Pro GIn val Tyr Thr Leu Pro Pro Ser Arg Glu

115 120 125

Page 58

ggtgtacacc
cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag
aggtggtgga
cgggcgttgce
ttgggtgctg
gttccgggcg
cacggtgcca
gaccgacacc

cata

tic

Pro
15

Lys
Cys val
Trp Tyr
Glu Glu

His
80

Leu

Asn
95

Lys
Gly GIn

Glu Met

360
420
480
540
600
660
720
780
840
900
960
1014



Thr

Ser

145

Tyr

Tyr

Phe

Lys

Gly

cys

Asp

Ala

Thr

val

305

Gly

cys

Asp

Asp

Ser

Ser

Ser

210

Ser

Arg

Trp

cys

Ser

290

Pro

val

Ile

<210> 69
<211> 5
<212> PR

<213>

<220>

<221>
<223>

Asn

Thr

Asp

cys

195

Leu

Ala

Leu

val

Pro

275

Leu

Ala

Ser

T

source o o _
/note="Description of Artificial Sequence: Synthetic

Gln

Ala

Thr

Leu

180

Ser

Ser

Arg

His

Leu

260

Ser

His

Ser

Leu

peptide"
<400> 69

val

val

Pro

165

Thr

val

Leu

Asp

Thr

245

Ser

Gln

Arg

Tyr

Gln
325

Ser

Glu

150

Pro

val

Met

Ser

Gly

val

Pro

Phe

Leu

Asn

310

Thr

Leu

135

Trp

val

Asp

His

Pro

215

Asp

Arg

Arg

Arg

Tyr

Artificial Sequence

A-1850-WO-PCT_SL. txt

Thr Cys Leu val

Glu

Leu

Lys

Glu

200

Gly

His

Ala

Glu

Ala

280

Pro

Met

Asp

Ser

Asp

ser

185

Ala

Gly

cys

Ser

val

265

Ala

Asp

val

Asp

Asn

sSer

170

Arg

Leu

Gly

Pro

Leu

250

Gln

Asn

Thr

Leu

Leu
330

Page 59

Gly
155

Asp

Trp

Gly

Leu

235

Glu

val

Met

val

Ile

315

Leu

Lys

140

Gln

Gly

Gln

Asn

Asp

Thr

His

Pro

300

Gln

Ala

Gly

Pro

Ser

Gln

His

205

Ser

Pro

Leu

Met

Ala

285

Ala

Lys

Lys

Phe

Glu

Phe

Gly

Tyr

Gly

Gly

Gly

270

Gln

Pro

Thr

Asp

Tyr

Asn

Phe

175

Asn

Thr

Gly

Arg

cys

Asp

cys
335

Pro

Asn

160

Leu

val

Gln

Gly

cys

240

Gly

Lys

cys

Thr

320

His



Gly Gly Gly Gly Pro
1 5

<210> 70

<211> 999
<212> DNA
<213>

<220>
<221>
<223>

source o o _
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 70
gcacctgaac

ctcatgatct
cctgaggtca
ccgcgggagg
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacgacacca
accgtggaca
gctctgcaca
cccgcgegea
gtccgcgegt
caagtgacca
cagatcaaga
cccgccagcet
acctatgatg
<210> 71

<211> 333

<212> PRT
<213>
<220>

<221>
<223>

tcctgggggg

cccggacccc
agttcaactg
agcagtacaa
tgaatggcaa
aaaccatctc
cccgggagga
ccagcgacat
cgcctceccgt
agagcaggtg
accactacac
acggagacca
cgctggaaga
tgtgcatcgg
cgagcctgca
acaatcccat

acttgttagc

source o o _
/note="Description of Artificial Sequence: Synthetic

polypeptide"

<400> 71

A-1850-WO-PCT_SL. txt

Artificial Sequence

accgtcagtc
tgaggtcaca
gtacgtggac
cagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc
gcagcagggg
gcagaagagc
ctgtccgcetc
cctgggctgg
cgcgtgeccg
ccgcctgaag
ggtgctcatt

caaagactgc

Artificial Sequence

ttcctcttec
tgcgtggtag
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct
ctctccctgt
gggcccgggc
gccgattggg

agccagttcc
cccgacacgg
caaaagaccg

cactgcata

ccccaaaacc
tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctccgt
ctccgggtgg
gttgctgccg
tgctgtcgec
gggcggcaaa
tgccagcgcec

acaccggggt

caaggacacc
ccacgaagac
caagacaaag
cgtcctgeac
cctcccagec
ggtgtacacc
cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag
aggtggtgga
tctgcacacg
acgggaggtg
catgcacgcg
ctgctgcgtg

gtcgctccag

Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys
1 5 1 15

Arg Thr Pro Glu val Thr Cys val

Pro Lys Asp Thr Leu Met Ile Ser
20 25 30

Page 60

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
999



val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

Gly

val

Pro

Phe

Leu

val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Asp

Ser

Ser

Ser

210

Asp

Arg

Arg

Arg

Lys

Asp

35

Gly

Asn

Trp

Pro

Glu

115

Asn

Ile

Thr

Asp

Cys

195

Leu

Ala

Ala
275

Pro

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Cys

Ser

val

260

Ala

Asp

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Pro

Leu

245

Gln

Asn

Thr

His

val

Tyr

70

Gly

Ile

val

Ser

Glu

150

Pro

val

Met

Ser

Leu

230

Glu

val

Met

val

Glu

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro

215

Gly

Asp

Thr

His

Pro
295

A-1850-WO-PCT_SL. txt

Asp Pro Glu val Lys Phe
40 45

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Pro

Leu

Met

Ala

280

Ala

Ala

val

Tyr

Thr

105

Leu

Cys

Ser

Asp

ser

185

Ala

Gly

Gly

Gly

265

Gln

Pro

Lys

Ser

Pro

Leu

Asn

ser

170

Arg

Leu

Gly

Arg

Trp

Ile

Ile

Thr

val

75

Cys

Ser

Pro

val

Asp

Trp

Ala

Gly

Lys

Lys

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Asp

Ala

Thr

Cys Cys val

Page 61

300

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His

205

Pro

Arg

Trp

Cys

Ser

285

Pro

Asn

Arg

val

Ser

Lys

110

Glu

Phe

Glu

Phe

Gly

Tyr

Ala

Leu

val

Pro

270

Leu

Ala

Trp

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Arg

Leu
255

Ser

Ser

Tyr

Glu

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val

Gln

Asn

Thr

240

Ser

Gln

Arg

Tyr



305

A-1850-WO-PCT_SL. txt

Asn Pro Met val Leu Ile GIn Lys Thr Asp Thr Gly val Ser Leu Gln
310

Thr Tyr Asp Asp Leu Leu Ala Lys Asp Cys His Cys Ile
330

<210> 72
<211> 10
<212> PRT
<213>

<220>
<221>
<223>

325

source o o
/note="Description of Artificial Sequence:

peptide"

<400> 72

Artificial Sequence

Gly Gly Gly Gly Pro Gly Gly Gly Gly Pro
1 5 10

<210> 73

<211> 1017
<212> DNA
<213>

<220>
<221>
<223>

source o o
/note="Description of Artificial Sequence:

polynucleotide"

<400> 73
gcacctgaac

ctcatgatct
cctgaggtca
ccgcgggagg
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacgacacca
accgtggaca
gctctgcaca
cctggaggcg
tgccgtctge
tcgccacggg
gcaaacatgc
gcgcectgcet

ggggtgtcgc

tcctgggggg

cccggacccc
agttcaactg
agcagtacaa
tgaatggcaa
aaaccatctc
cccgggagga
ccagcgacat
cgcctcccgt
agagcaggtg
accactacac
gtggaccagc
acacggtccg
aggtgcaagt
acgcgcagat
gcgtgcccge

tccagaccta

Artificial Sequence

accgtcagtc
tgaggtcaca
gtacgtggac
cagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc
gcagcagggg
gcagaagagc
gcgcaacgga
cgcgtcgcetg
gaccatgtgc
caagacgagc
cagctacaat

tgatgacttg

ttcctcttcc
tgcgtggtgg
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct
ctctcecctgt
gaccactgtc
gaagacctgg
atcggcgegt
ctgcaccgcc
cccatggtgce

ttagccaaag

Page 62

ccccaaaacc
tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctccgt
ctccgggtgg
cgctcgggcec
gctgggccga
gcccgageca
tgaagcccga
tcattcaaaa

actgccactg

320

Synthetic

Synthetic

caaggacacc
ccacgaagac
caagacaaag
cgtcctgeac
cctcccagec
ggtgtacacc
cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag
aggtggtgga
cgggcgttgce
ttgggtgctg
gttccgggeg
cacggtgcca
gaccgacacc

catatga

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1017



<210> 74
<211> 33
<212> PR

<213>

<220>

<221>
<223>

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

8
T

source o
/note="Description of

polypeptide"

<400> 74
Ala Pro Glu Leu Leu
1 5

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Lys

Asp

Asp

Ser

Ser

Ser
210

Asp

Asp

35

Gly

Asn

Trp

Pro

Glu

115

Asn

Ile

Thr

Asp

cys

195

Leu

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Gly

Met

His

val

Tyr

70

Gly

Ile

val

Ser

Glu

150

Pro

val

Met

Ser

Artificial Sequence

Gly

Ile

Glu

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro
215

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

Leu

Cys

Ser

Asp

ser

185

Ala

Gly

val Phe Leu

10

Thr

Glu

Lys

Ser

Lys

Ile

Pro

Leu

Asn

ser

170

Arg

Leu

Pro

val

Thr

val

75

cys

Ser

Pro

val

Asp

Trp

His

Glu

Lys

Lys

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Synthetic

Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His
205

Gly Gly Gly Pro

Page 63

220

Pro

Thr

30

Asn

Arg

val

Ser

Lys

110

Glu

Phe

Glu

Phe

Gly

Tyr

Gly

Pro

15

Cys

Trp

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Gly

Lys

val

Tyr

Glu

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val

Gln

Gly



A-1850-WO-PCT_SL. txt

Gly Pro Ala Arg Asn Gly Asp His Cys Pro Leu Gly Pro Gly

225 230 235

Cys Arg Leu His Thr val Arg Ala Ser Leu Glu Asp Leu Gly

245 250

Asp Trp val Leu Ser Pro Arg Glu val Gln val Thr Met Cys
260 265 270

Ala Cys Pro Ser GIn Phe Arg Ala Ala Asn Met His Ala Gln

275 280 285
Thr Ser Leu His Arg Leu Lys Pro Asp Thr val Pro Ala Pro
290 295 300

val Pro Ala Ser Tyr Asn Pro Met val Leu Ile Gln Lys Thr

305 310 315

Gly val ser Leu Gln Thr Tyr Asp Asp Leu Leu Ala Lys Asp

325 330

Cys Ile

<210> 75

<211> 5

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthe

peptide"

<400> 75

Gly Gly Gly Gly Gln

1 5

<210> 76

<211> 1002

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthe

polynucleotide"

<400> 76

gcacctgaac tcctgggggg accgtcagtc ttcctcttcc ccccaaaacc

ctcatgatct cccggacccc tgaggtcaca tgcgtggtgg tggacgtgag

cctgaggtca agttcaactg gtacgtggac ggcgtggagg tgcataatgc

ccgcgggagg agcagtacaa cagcacgtac cgtgtggtca gcgtcctcac

caggactggc tgaatggcaa ggagtacaag tgcaaggtct ccaacaaagc

Page 64

cys

Asp

cys
335

tic

tic

caaggacacc
ccacgaagac
caagacaaag
cgtcctgcac

cctcccagcec

cys

240

Gly

Lys

cys

Thr

320

His

60
120
180
240
300



A-1850-WO-PCT_SL. txt

cccatcgaga aaaccatctc caaagccaaa gggcagcccc gagaaccaca

ctgcccccat cccgggagga gatgaccaag aaccaggtca gcctgacctg

ggcttctatc ccagcgacat cgccgtggag tgggagagca atgggcagcc

tacgacacca cgcctcccgt gctggactcc gacggctcct tcttcctcta

actgtggaca agagcaggtg gcagcagggg aacgtcttct catgctccgt

gctctgcaca accactacac gcagaagagc ctctccctgt ctccgggtgg

caggcgcgca acggagacca ctgtccgctc gggcccgggce gttgctgecg

gtccgcgcgt cgctggaaga cctgggctgg gccgattggg tgctgtcgcec

caagtgacca tgtgcatcgg cgcgtgcccg agccagttcc gggcggcaaa

cagatcaaga cgagcctgca ccgcctgaag cccgacacgg tgccagcgcc

cccgccagcet acaatcccat ggtgctcatt caaaagaccg acaccggggt

acctatgatg acttgttagc caaagactgc cactgcatat ga

<210> 77

<211> 333

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthe

polypeptide"

<400> 77

Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro

1 5 10

Pro Lys Asp Thr Leu Met ITe Ser Arg Thr Pro Glu val Thr
20 25 30

val val Asp val Ser His Glu Asp Pro Glu val Lys Phe Asn

35 40 45
val Asp Gly val Glu val His Asn Ala Lys Thr Lys Pro Arg
50 55 60

GIn Tyr Asn Ser Thr Tyr Arg val val Ser val Leu Thr val

65 70 75

Gln Asp Trp Leu Ash Gly Lys Glu Tyr Lys Cys Lys val Ser

85 90

Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys
100 105 110

Pro Arg Glu Pro GIn val Tyr Thr Leu Pro Pro Ser Arg Glu

115 120 125

Page 65

ggtgtacacc
cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag
aggtggtgga
tctgcacacg
acgggaggtg
catgcacgcg
ctgctgcgtg

gtcgctccag

tic

Pro
15

Lys
Cys val
Trp Tyr
Glu Glu

His
80

Leu

Asn
95

Lys
Gly GIn

Glu Met

360
420
480
540
600
660
720
780
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960
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Thr
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145

Tyr

Tyr

Phe

Lys

Gly

val

Pro

Phe

Leu

Asn
305

Asp

Asp

Ser

Ser

Ser

210

Asp

Arg

Arg

Arg

Lys

Pro

Asn

Thr

Asp

cys

195

Leu

Ala

Ala
275

Pro

Met

Thr Tyr Asp

<210> 78
<211> 10
<212> PR

<213>

<220>

<221>
<223>

T

source o
/note="Description of

Gln

Ala

Thr

Leu

180

Ser

Ser

cys

Ser

val

260

Ala

Asp

val

Asp

peptide"

<400> 78
Gly Gly Gly Gly Gln Gly Gly
1 5

val

val

Pro

165

Thr

val

Leu

Pro

Leu

245

Gln

Asn

Thr

Leu

Leu
325

Ser

Glu

150

Pro

val

Met

Ser

Leu

230

Glu

val

Met

val

Ile

310

Leu

Leu

135

Trp

val

Asp

His

Pro

215

Gly

Asp

Thr

His

Pro

295

Gln

Ala
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Glu

Leu

Lys
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Gly

Pro

Leu

Met

Ala

280
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Lys

Lys

Artificial Sequence:

Ser

Asp
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185

Ala

Gly

Gly

Gly

Cys

265

Gln

Pro

Thr

Asp

Asn

sSer

170

Arg

Leu

Gly

Arg

Trp

Ile

Ile

Cys

Asp

330

Gly Gly Gln
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Gly
155

Asp

Trp

Ala

Gly

Lys

Cys

Thr

315

His

Lys

140

Gln

Gly

Gln

Asn

Asp

Ala

Thr

val

300

Gly

Cys

Gly

Pro

Ser

Gln

His

205

Gln

Arg

Trp

cys

Ser

285

Pro

val

Ile

Phe

Glu

Phe

Gly

Tyr

Ala

Leu

val

Pro

270

Leu

Ala

Ser

Tyr

Asn

Phe

175

Asn

Thr

Arg

Leu
255

Ser

Ser

Leu

Synthetic

Pro

Asn

160

Leu

val

Gln

Asn

Thr

240

Ser

Gln

Arg

Tyr

Gln
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<210>
<211>
<212>
<213>

<220>
<221>
<223>

79
1017
DNA

source o o _
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 79
gcacctgaac

ctcatgatct
cctgaggtca
ccgcgggagg
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacgacacca
accgtggaca
gctctgcaca
cagggaggcg
tgccgtctgce
tcgccacggg
gcaaacatgc
gcgeccctgcet
ggggtgtcgc
<210>
<211>
<212>
<213>
<220>

<221>
<223>

80
338
PRT

tcctgggggg

cccggacccc
agttcaactg
agcagtacaa
tgaatggcaa
aaaccatctc
cccgggagga
ccagcgacat
cgcctcccgt
agagcaggtg
accactacac
gtggacaggc
acacggtccg
aggtgcaagt
acgcgcagat
gcgtgcccge

tccagaccta

source o o _
/note="Description of Artificial Sequence: Synthetic

polypeptide"

<400> 80

1
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Artificial Sequence

accgtcagtc
tgaggtcaca
gtacgtggac
cagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc
gcagcagggg
gcagaagagc
gcgcaacgga
cgcgtcgcetg
gaccatgtgc
caagacgagc
cagctacaat

tgatgacttg

Artificial Sequence

ttcctcttcc
tgcgtggtgg
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct
ctctcecctgt
gaccactgtc
gaagacctgg
atcggcgegt
ctgcaccgcc
cccatggtgce

ttagccaaag
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ccccaaaacc
tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctccgt
ctccgggtgg
cgctcgggcec
gctgggccga
gcccgageca
tgaagcccga
tcattcaaaa

actgccactg

caaggacacc
ccacgaagac
caagacaaag
cgtcctgeac
cctcccagec
ggtgtacacc
cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag
aggtggtgga
cgggcgttgce
ttgggtgctg
gttccgggeg
cacggtgcca
gaccgacacc

catatga

Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys
5 15

Pro Lys Asp Thr Leu Met ITe Ser Arg Thr Pro Glu val Thr Cys val
20 25 30

val val Asp val Ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr
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40
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Thr
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Tyr
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Thr
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305
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Tyr
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Gln
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Trp

cys
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290
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Asn

Trp
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Glu
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Thr
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cys
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Leu
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Leu
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Leu
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Leu
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100

Pro

Gln
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Thr

Leu

180
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Ser

Arg
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Leu

260

Ser

His

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Asn

Thr

245

Ser

Gln

Arg

Tyr

val
Tyr
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Gly

val
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Glu

150

Pro

val

Met
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Gly

val

Pro

Phe

Leu

Asn
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Arg

Lys

Glu

Tyr

Leu

135

Trp

val

Asp
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Pro

215
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Arg

Arg

Arg
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Thr
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Thr

Glu

Leu
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Glu
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Met
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Tyr
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Leu
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Ala

Gly
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265
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Leu
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Pro

Leu
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Asn

Thr

Leu
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Pro

val
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Trp
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Leu
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val
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315

Leu
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Lys
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Lys

140

Gln

Gly

Gln

Asn

Gly

Gly
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Thr
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Pro

300

Gln

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His

205

Gln

Pro

Leu

Met

Ala

285

Ala

Lys

Arg

val

Ser

Lys

110

Glu

Phe

Glu

Phe

Gly

Tyr

Gly

Gly

Gly

270

Gln

Pro

Thr

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Gly

Arg
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cys
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<210>
<211>
<212>
<213>
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DNA

<220>
<221>
<223>

source o o _
/note="Description of Artificial Sequence: Synthetic

polynucTleotide™

<400> 81
gcacctgaac

ctcatgatct
cctgaggtca
c€cgcgggagg
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacgacacca
accgtggaca
gctctgcaca
cagggaggcg
tgccgtctgce
tcgccacggg
gcaaacatgc
gcgccectgcet
ggggtgtcgc
<210> 82
<211> 338
<212> PRT
<213>
<220>

<221>
<223>

tcctgggggg

cccggacccc
agttcaactg
agcagtacaa
tgaatggcaa
aaaccatctc
cccgggagga
ccagcgacat
cgcctcecegt
agagcaggtg
accactacac
gtggacaggc
acacggtccg
aggtgcaagt
acgcgcagat
gcgtgcccgce

tccagaccta

source o o _
/note="Description of Artificial Sequence: Synthetic

polypeptide"

<400> 82
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Artificial Sequence

accgtcagtc
tgaggtcaca
gtacgtggac
cagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc
gcagcagggg
gcagaagagc
gcgcgacgga
cgcgtcgctg
gaccatgtgc
caagacgagc
cagctacaat

tgatgacttg
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ttcctcttcc
tgcgtggtgg
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct
ctctccctgt
gaccactgtc
gaagacctgg
atcggcgegt
ctgcaccgcc
cccatggtgc

ttagccaaag

10
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ccccaaaacc
tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctccgt
ctccgggtgg
cgctcgggcec
gctgggccga
gcccgagceca
tgaagcccga
tcattcaaaa

actgccactg

caaggacacc
ccacgaagac
caagacaaag
cgtcctgcac
cctcccagec
ggtgtacacc
cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag
aggtggtgga
cgggcgttgce
ttgggtgctg
gttccgggeg
cacggtgcca
gaccgacacc
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Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys
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100
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Thr

Leu
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Ser
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Leu
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Leu
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Pro
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Thr
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Leu
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245

Ser
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Met
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Tyr
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Glu
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Pro
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Pro
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Tyr

Leu
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Trp

val
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Pro

215

Asp

Arg

Arg

Arg
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Lys

Thr

120

Thr
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Leu

Lys
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Thr
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Asn
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Leu
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Leu
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Thr
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Lys
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Asn
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Thr
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Phe

45

Pro

Thr

val
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Arg

Gly

Pro

Ser

Gln

His

205

Gln

Pro

Leu

Met

Ala
285

Thr

30

Asn

Arg

val

Ser

Lys

Glu

Phe

Glu

Phe

Gly

Tyr

Gly

Gly

Gly

Cys

270

Gln

Cys

Trp

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe
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Asn

Thr

Gly

Arg

val

Tyr
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Lys
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Pro

Asn
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Leu

val

Gly

Cys

240
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Thr Ser
290

val Pro
305

Gly val

Cys Ile
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<211>
<212>
<213>
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<221>
<223>

83
1005
DNA
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source o o _
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 83
gcacctgaac

ctcatgatct
cctgaggtca
ccgcgggagg
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacgacacca
accgtggaca
gctctgcaca
cagggaggcg
cacacggtcc
gaggtgcaag
cacgcgcaga
tgcgtgcecg
ctccagacct
<210>
<211>

<212>
<213>

84
335
PRT

tcctgggggg

cccggacccc
agttcaactg
agcagtacaa
tgaatggcaa
aaaccatctc
cccgggagga
ccagcgacat
cgcctcccgt
agagcaggtg
accactacac
gtggacaggg
gcgcgtcgcet
tgaccatgtg
tcaagacgag
ccagctacaa

atgatgactt
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Artificial Sequence

accgtcagtc
tgaggtcaca
gtacgtggac
cagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc
gcagcagggg
gcagaagagc
agaccactgt
ggaagacctg
catcggcgeg
cctgcaccgc
tcccatggtg

gttagccaaa

Artificial Sequence

315

330

ttcctcttcc
tgcgtggtgg
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct
ctctcecctgt
ccgctcgggce
ggctgggcecg
tgcccgagec
ctgaagcccg
ctcattcaaa

gactgccact
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Ala Ser Tyr Asn Pro Met val Leu Ile Gln Lys Thr Asp Thr
310

ccccaaaacc
tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctccgt
ctccgggtgg
ccgggegttg
attgggtgct
agttccgggc
acacggtgcc
agaccgacac

gcata

Leu His Arg Leu Lys Pro Asp Thr val Pro Ala Pro Cys Cys
295 3

320

Ser Leu GIn Thr Tyr Asp Asp Leu Leu Ala Lys Asp Cys His

335

caaggacacc
ccacgaagac
caagacaaag
cgtcctgeac
cctcccagec
ggtgtacacc
cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag
aggtggtgga
ctgccgtctg
gtcgccacgg
ggcaaacatg
agcgccctgce

cggggtgtcg
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polypeptide"
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145

Tyr

Tyr
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val

Asp

50

Tyr
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Asp

Asp
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Gln

Thr

Asp

Asp

35

Gly

Asn

Trp

Pro

Glu

115

Asn

Ile

Thr
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Cys
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Leu

Gly

val

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Asp

Arg

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

His

Ala

Gly

Met

His

val

Tyr

70

Gly

Ile

val

Ser

Glu

150

Pro

val

Met

Ser

cys

230

Ser

Gly

Ile

Glu

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp
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Asp
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Pro

215

Pro
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Thr
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Thr

Glu
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Lys

Glu
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Leu
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Tyr

Thr
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Leu
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185
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Gly
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Thr
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Lys
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Leu

Asn
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Thr
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Trp
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Glu
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Arg
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Tyr
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Gln

Met

Pro
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Thr
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/note="Description of
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Asp

Leu
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Trp
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Glu
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Asn

Thr
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Leu

Ala

100

Pro

Gln

5

Leu

Ser

Glu

Thr

Asn
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Pro
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val

val

Ala
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Gly

Met

val

Tyr

Gly
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Gln
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Leu
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Arg
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Glu

Tyr
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Gly
Lys
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cys

Thr
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Thr
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cys
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Pro

val

Ile
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Thr
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Lys
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Trp
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Glu

Tyr
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/note="Description of
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Trp
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20

val
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Asp

His

Pro
215

Artificial Sequence

Gly

Ile

Glu

His

55

Arg

Lys

Glu

Cys

Leu
135

A-1850-WO-PCT_SL. txt

Glu

Leu

Lys

Glu

200

Gly

Artificial Sequence:

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Ser Asn

Lys Ser
170

Ser Arg
185

Ala Leu

Ser val
10

Arg Thr

25

Pro Glu

Ala Lys

val Ser

Tyr Lys

Thr Ile

105

Leu Pro

Cys Leu

Page 74

Gly GIn Pro Glu Asn

155

Asp

Trp

Gly

Gln

His Asn

Phe

Pro

val

Thr

val

75

Cys

Ser

Pro

val

Leu

Glu

Lys

Lys

Leu

Lys

Lys

sSer

Lys
140

Ser Phe Phe

175

GIn Gly Asn

190

His Tyr Thr

205

Synthetic

Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Thr

30

Asn

Arg

val

Ser

Lys

110

Glu

Phe

Pro

15

Cys

Trp

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn
160

Leu

val

Lys

val

Tyr

His

80

Lys

Gln

Met

Pro



Ser
145

Asp

Tyr Asp Thr

Tyr Ser Asp

Phe Ser Cys

195

Ser
210

Lys Leu

<210>
<211>
<212>
<213>

87
984
DNA

<220>
<221>
<223>

sourc
polyn

<400> 87
gccccagagc

ctgatgatct
ccagaggtca
ccccgcgaag
caggactggc
cccatcgaaa
ctgcctcegt
ggcttctatc
tacaaaacta
accgtggaca
gctctccata
gaccactgtc
gaagacctgg
atcggcgegt
ctgcaccgcc
cccatggtgc

ttagccaaag

<210> 88

Ala val

Glu

A-1850-WO-PCT_SL. txt

Trp

150

Thr Pro

165

Leu Thr

180

Ser val

Ser Leu

e

ucleotide"

tgcttggtgg
caagaactcc
agttcaattg
aacagtacaa
ttaatgggaa
agaccatctc
gcaggaagga
ccagcgatat
ccccacccgt
agagccgctg
atcactacac
cgctcgggcec
gctgggccga
gcccgagceca
tgaagcccga
tcattcaaaa

actgccactg

Pro

val

Met

Ser

val

Asp

His
200

Pro
215

Artificial Sequence

accatccgtg
ggaagtgact
gtatgtggac
tagcacctac
ggaatacaag
aaaggcaaag
gatgaccaag
tgctgtggaa
gctgaaatct
gcaacaaggc
tcagaagtca
cgggcgttgce
ttgggtgctg
gttccgggeg
cacggtgcca
gaccgacacc

cata

170

Lys Ser Arg Trp GIn Gln
185

Glu Ala Leu His Asn His

Gly Lys

ttcctgtttc
tgcgtcgtcg
ggagtggaag
cgcgtggtga
tgtaaggtgt
gggcaaccaa
aaccaggtca
tgggagtcaa
gatgggtcct
aatgtcttta
ctgtccctgt
tgccgtctgce
tcgccacggg
gcaaacatgc
gcgccctget

ggggtgtcgc

Page 75

Glu Ser Asn Gly GIn Pro Glu Asn

Leu Asp Ser Asp Gly Ser Phe Phe

205

ctccaaagcc
tggacgtgtc
tgcataacgc
gcgtccttac
ccaacaaggc
gggaacctca
gcctgacttg
atggccagcc
tcttccttta
gctgctcagt
cacctggcgc
acacggtccg
aggtgcaagt
acgcgcagat
gcgtgcccgce

tccagaccta

Gly Asn
190

Tyr Thr

Asn
160

Leu
175

val

Gln

/note="Description of Artificial Sequence: Synthetic

gaaggacacc
acatgaggat
caagaccaaa
tgtgctccac
cctccecget
agtgtacacc
tctcgtgaag
cgagaataac
ctccaagctg
gatgcatgag
gcgcgacgga
cgcgtcgctg
gaccatgtgc
caagacgagc
cagctacaat

tgatgacttg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
984



<211>
<212>
<213>

<220>

<221>
<223>

<400>
Ala Pro Glu Leu Leu Gly Gly
5

1

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

Leu
225

328
PRT_ L
Artificial Sequence

source o
/note="Description of

polypeptide"

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Lys

Asp

Lys

Ser

Ser

Ser

210

Gly

88

Asp

Asp

35

Gly

Asn

Trp

Pro

Glu

115

Asn

Ile

Thr

Lys

Pro

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Gly

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Arg

Met

His

val

Tyr

Gly

Ile

val

Ser

Glu

150

Pro

val

Met

Ser

230

Ile

Glu

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro

215

Cys

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Arg

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

Leu

Cys

Ser

Lys

Ser

185

Ala

Ala

Leu

val Phe Leu

10

Thr

Glu

Lys

Ser

Lys

Ile

Pro

Leu

Asn

Ser

170

Arg

Leu

Arg

Pro

val

Thr

val

75

Cys

Ser

Pro

val

Asp

Trp

His

Asp

Glu

Lys

Lys

Lys

Cys

Lys

140

Gln

Gly

Gln

Asn

Gly
220

His Thr val

Page 76

235

Synthetic

Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His

205

Asp

Arg

Pro

Thr

30

Asn

Arg

val

Ser

Lys

Lys

Phe

Glu

Phe

Gly

Tyr

His

Ala

Pro

15

Cys

Trp

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Cys

Ser

Lys

val

Tyr

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val

Pro

Leu
240



Glu

val

Met

val

Ile

305

Leu

<210>
<211>
<212>
<213>

Asp

Thr

His

Pro

290

Gln

Ala

89
65
DN

<220>

<221>
<223>

<400>

Leu

Met

Ala

275

Ala

Lys

Lys

1
A

source o o _
/note="Description of Artificial Sequence: Synthetic

Gly

Ccys

260

Gln

Pro

Thr

Asp

Trp

Ile

Ile

Cys

Asp

Cys
325

Ala Asp

Gly Ala
Lys Thr

val
295

Cys

Thr
310

Gly

His Cys

Artificial Sequence

polynucleotide"

89

gcacctgaac

ctcatgatct

cctgaggtca

ccgcgggagg
caggactggc

cccatcgaga

ctgcccccat

ggcttctatc

tacgacacca

accgtggaca

gctctgcaca

<210>
<211>
<212>
<213>

90
21
PR

<220>

<221>
<223>

7
T

source o o _
/note="Description of Artificial Sequence: Synthetic

tcctgggggg

cccggacccc
agttcaactg
agcagtacaa
tgaatggcaa
aaaccatctc
cccgggagga
ccagcgacat
cgcctcccgt
agagcaggtg

accactacac

Artificial Sequence

A-1850-WO-PCT_SL. txt

Trp

Cys

Ser

280

Pro

val

Ile

tgaggtcaca
gtacgtggac
cagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc

gcagcagggg

gcagaagagc

val

Pro

265

Leu

Ser

Leu Ser

250

Ser Gln

His Arg
ser

Tyr

Gln
315

Leu

tgcgtggtgg
ggcgtggagg
cgtgtggtca

tgcaaggtct

gggcagcccc

aaccaggtca

tgggagagca
gacggctcct

aacgtcttct

ctctccctgt

Page 77

Pro Arg Glu

Ala
270

Phe Arg

Leu Lys Pro

Asn Pro Met

300

Thr Tyr Asp

tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctccgt

ctccgggtaa

val Gln

255

Ala Asn

Asp Thr
val

Leu

Leu
320

Asp

accgtcagtc ttcctcttcc ccccaaaacc caaggacacc

ccacgaagac
caagacaaag
cgtcctgcac
cctcccagec
ggtgtgcacc
cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag

a

60
120
180
240
300
360
420
480
540
600
651



1

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

polypeptide"
<400> 90

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Lys

Ser

Ser

Ser
210

<210> 91
<211> 21
<212> PR

<213>

<220>

<221>
<223>

Asp

Asp

35

Gly

Asn

Trp

Pro

Glu

115

Asn

Ile

Thr

Lys

cys

195

Leu

6
T

source o
/note="Description of

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Ala Pro Glu Leu Leu
5

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

polypeptide"

Gly

Met

val

Tyr

70

Gly

Ile

val

Ser

Glu

150

Pro

val

Met

Ser

Gly

Ile

Glu

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro
215

Artificial Sequence

A-1850-WO-PCT_SL. txt

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

Leu

cys

Ser

Lys

ser

185

Ala

Lys

val

10

Thr

Glu

Lys

Ser

Pro

Leu

Asn

ser

170

Arg

Leu

Phe

Pro

val

Thr

val

75

cys

Ser

Pro

val

Asp

Trp

His

Leu

Glu

Lys

Lys

Leu

Lys

Lys

Cys

Lys

140

Gln

Gly

Gln

Asn

Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His
205

Pro

Thr

30

Asn

Arg

val

Ser

Lys

110

Lys

Phe

Glu

Phe

Gly

Tyr

Pro
15
cys

Trp

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Artificial Sequence: Synthetic

Page 78

Lys

val

Tyr

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val

Gln



<400> 91

Ala Pro Glu
1

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Asp

Ser

Ser

ser
210

<210> 92
<211> 98
<212> DN

<213>

<220>

<221>
<223>

Asp

Asp

35

Gly

Asn

Trp

Pro

Glu

115

Asn

Ile

Thr

Asp

4
A

source o
/note="Description of

Leu

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Leu

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Gly

Met

His

val

Tyr

Gly

Ile

val

Ser

Glu

150

Pro

val

Met

Ser

polynucTleotide"

Gly

Ile

Glu

His

55

Arg

Lys

Glu

Cys

Leu

135

Trp

val

Asp

His

Pro
215

Artificial Sequence

A-1850-WO-PCT_SL. txt

Pro Ser val

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Arg

25

Pro

Ala

val

Tyr

Thr

105

Leu

Cys

Ser

Asp

Ser

185

Ala

10

Thr

Glu

Lys

Ser

Lys

Ile

Pro

Leu

Asn

Ser

170

Arg

Leu

Phe Leu Phe

Pro

val

Thr

val

75

Cys

Ser

Pro

val

Asp

Trp

His

Glu

Lys

Lys

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

val

Phe

45

Pro

Thr

val

Ala

Pro

Ser

Gln

His
205

Pro

Thr

30

Asn

Arg

val

Ser

Lys

Glu

Phe

Glu

Phe

Gly

Tyr

Pro

15

Cys

Trp

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Artificial Sequence: Synthetic

Page 79

Lys

val

Tyr

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val



<400> 92
gcacctgaac

ctcatgatct
cctgaggtca
ccgcgggagg
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacgacacca
accgtggaca
gctctgcaca
gaccactgtc
gaagacctgg
atcggcgegt
ctgcaccgcc
cccatggtgce
ttagccaaag
<210>
<211>
<212>
<213>
<220>

<221>
<223>

93
328
PRT

sourc

polyp

<400> 93

1

Pro Lys Asp

val val Asp

35

val Asp

50

Gly

Gln
65

Tyr Asn

Gln Asp Trp

tcctgggggg

cccggacccc
agttcaactg
agcagtacaa
tgaatggcaa
aaaccatctc
cccgggagga
ccagcgacat
cgccteccgt
agagcaggtg
accactacac
cgctcgggcec
gctgggecga
gcccgageca
tgaagcccga
tcattcaaaa

actgccactg

e

/note="Description of

eptide"

Ala Pro Glu Leu Leu Gly Gly
5

Thr
20

Leu Me

val Ser Hi

val Glu va

Ser Thr

Ty
70

Leu Asnh GI

A-1850-WO-PCT_SL. txt

accgtcagtc
tgaggtcaca
gtacgtggac
cagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc
gcagcagggg
gcagaagagc
cgggcgttgce
ttgggtgctg
gttccgggcg
cacggtgcca
gaccgacacc

cata

Artificial Sequence

Pro

t Ile Ser

s Glu Asp

40

1 His
55

Asn
val

r Arg

y Lys Glu

ttcctcttcc
tgcgtggtgg
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct
ctctcecctgt
tgccgtctge
tcgccacggg
gcaaacatgc
gcgcectgcet

ggggtgtcgc

Artificial Sequence:

val Phe
10

Ser

Arg Thr Pro

25

Pro Glu val

Ala

Lys Thr

Ser val
75

val

Tyr Lys Cys

pPage 80

ccccaaaacc
tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctccgt
ctccgggtgc
acacggtccg
aggtgcaagt
acgcgcagat
gcgtgcccgce

tccagaccta

Synthe
Phe Pro

Leu

Thr
30

Glu val

Phe
45

Lys Asn

Pro Arg

Thr val

Lys val Ser

caaggacacc
ccacgaagac
caagacaaag
cgtcctgeac
cctcccagcec
ggtgtgcacc
cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag
gcgcaacgga
cgcgtcgetg
gaccatgtgc
caagacgagc
cagctacaat

tgatgacttg

tic

Pro
15

Lys
Cys val
Trp Tyr
Glu Glu

His
80

Leu

Asn Lys

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
984



Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

Leu

225

Glu

val

Met

val

Ile

305

Leu

Leu

Arg

Lys

Asp

Asp

Ser

Ser

Ser

210

Gly

Asp

Thr

Pro
290

Gln

Ala

<210> 94
<211> 65
<212> DN

<213>

Pro

Glu

115

Asn

Ile

Thr

Asp

Cys

195

Leu

Pro

Leu

Met

Ala

275

Ala

Lys

Lys

1
A

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Gly

Gly

cys

260

Gln

Pro

Thr

Asp

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Arg

Trp

Ile

Ile

Cys

Asp

cys
325

Ile

val

Ser

Glu

150

Pro

val

Met

Ser

Cys

230

Ala

Gly

Lys

Cys

Thr
310

Glu

Cys

Leu

135

Trp

val

Asp

His

Pro

215

Cys

Asp

Ala

Thr

val

295

Gly

Cys

Artificial Sequence

A-1850-WO-PCT_SL. txt

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Arg

Trp

cys

Ser

280

Pro

val

Ile

90

Thr Ile
105

Leu Pro

Cys Leu

ser Asn

Asp Ser

170

Ser Arg
185

Ala Leu

Ala Arg

Leu His

val Leu

250

Pro Ser
265
Leu His

Ala Ser

Ser Leu

Page 81

Ser

Pro

val

Asp

Trp

His

Asn

Thr

235

Ser

Gln

Arg

Tyr

Gln
315

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Pro

Phe

Leu

Asn

300

Thr

Ala

Arg

125

Gly

Pro

Ser

Gln

His

205

Asp

Arg

Arg

Arg

Lys

Pro

Tyr

Lys

110

Glu

Phe

Glu

Phe

Gly

Tyr

Ala

Glu

Ala

270

Pro

Met

Asp

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Cys

Ser

val

255

Ala

Asp

val

Asp

Gln

Met

Pro

Asn

160

Leu

val

Gln

Pro

Leu

240

Gln

Asn

Thr

Leu

Leu
320



<220>

<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polynucTleotide™

<400> 94
gccccagagc

ctgatgatct
ccagaggtca
ccccgegaag
caggactggc
cccatcgaaa
ctgccteccgt
ggcttctatc
tacaaaacta
accgtggaca
gctctccata
<210> 95
<211> 984
<212> DNA
<213>
<220>

<221>
<223>

tgcttggtgg
caagaactcc
agttcaattg
aacagtacaa
ttaatgggaa
agaccatctc
gcaggaagga
ccagcgatat
ccccacccgt
agagccgctg

atcactacac

source o o _
/note="Description of Artificial Sequence: Synthetic

polynucTleotide"

<400> 95
gcacctgaac

ctcatgatct
cctgaggtca
ccgcgggagg
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacgacacca
accgtggaca
gctctgcaca
gaccactgtc
gaagacctgg
atcggcgcgt

tcctgggggg

cccggacccc
agttcaactg
agcagtacaa
tgaatggcaa
aaaccatctc
cccgggagga
ccagcgacat
cgcctcecegt
agagcaggtg
accactacac
cgctcgggec
gctgggccga

gcccgagceca

A-1850-WO-PCT_SL. txt

accatccgtg
ggaagtgact
gtatgtggac
tagcacctac
ggaatacaag
aaaggcaaag
gatgaccaag
tgctgtggaa
gctgaaatct
gcaacaaggc

tcagaagtca

Artificial Sequence

accgtcagtc
tgaggtcaca
gtacgtggac
cagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc
gcagcagggg
gcagaagagc
cgggcgttgce
ttgggtgctg
gttccgggeg

ttcctgtttc
tgcgtcgtcg
ggagtggaag
cgcgtggtga
tgtaaggtgt
gggcaaccaa
aaccaggtca
tgggagtcaa
gatgggtcct
aatgtcttta

ctgtccctgt

ttcctcttcc
tgcgtggtag
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct
ctctccctgt
tgccgtctgce
tcgccacggg

gcaaacatgc

Page 82

ctccaaagcc
tggacgtgtc
tgcataacgc
gcgtccttac
ccaacaaggc
gggaacctca
gcctgacttg
atggccagcc
tcttccttta
gctgctcagt

ctccgggtaa

ccccaaaacc
tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctccgt
ctccgggtgce
acacggtccg
aggtgcaagt

acgcgcagat

gaaggacacc
acatgaggat
caagaccaaa
tgtgctccac
cctcececcget
agtgtacacc
tctcgtgaag
cgagaataac
ctccaagctg
gatgcatgag

a

caaggacacc
ccacgaagac
caagacaaag
cgtcctgcac
cctcccagec
ggtgtgcacc
cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag
gcgcgacgga
cgcgtcgctg
gaccatgtgc

caagacgagc

60
120
180
240
300
360
420
480
540
600
651

60
120
180
240
300
360
420
480
540
600
660
720
780
840



A-1850-WO-PCT_SL. txt

ctgcaccgcc tgaagcccga cacggtgcca gcgccctgct gcgtgcccgc cagctacaat 900
cccatggtgc tcattcaaaa gaccgacacc ggggtgtcgc tccagaccta tgatgacttg 960
ttagccaaag actgccactg cata 984
<210> 96

<211> 328

<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide"
<400> 96
Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys
1 5 10 15

Pro Lys Asp Thr Leu Met ITe Ser Arg Thr Pro Glu val Thr Cys val
20 25 30

val val Asp val Ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr
35 40 45

val Asp Gly val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu
50 55 60

Gln Tyr Asn Ser Thr Tyr Arg val val Ser val Leu Thr val Leu His
65 70 75 80

Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys
85 90 95

Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln
100 105 110

Pro Arg Glu Pro GIn val Cys Thr Leu Pro Pro Ser Arg Glu Glu Met
115 120 125

Thr Lys Asn Gln val ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro
130 135 140

Ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn
145 150 155 160

Tyr Asp Thr Thr Pro Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu
165 170 175

Tyr Ser Asp Leu Thr val Asp Lys Ser Arg Trp Gln GIn Gly Asn val
180 185 190

Phe Ser Cys Ser val Met His Glu Ala Leu His Asn His Tyr Thr Gln
195 200 205

Page 83



Ser Leu

210

Lys

Leu Pro

225

Gly

Glu Asp Leu

val Thr Met

Ala
275

Met His

val Pro Ala

290

Ile Gln

305

Lys

Leu Ala Lys

<210>
<211>
<212>
<213>

<220>
<221>
<223>

97
975
DNA

source o o _
/note="Description of Artificial Sequence: Synthetic

Ser

Gly

Gly

Ccys

260

Gln

Pro

Thr

Asp

Leu

Arg

Trp

Ile

Ile

Cys

Asp

Cys
325

Ser

230

Ala

Gly

Lys

Ccys

Thr

310

His

polynucleotide"

<400> 97
gcacctgaac

ctcatgatct
cctgaggtca
ccgcgggagg
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacgacacca
accgtggaca
gctctgcaca

ccgctcgggce

tcctgggggg

cccggacccc
agttcaactg
agcagtacaa
tgaatggcaa
aaaccatctc
cccgggagga
ccagcgacat
cgcctcccgt
agagcaggtg

accactacac

ccgggegttg

Pro

215

Cys

Asp

Ala

Thr

val

295

Gly

Cys

Artificial Sequence

A-1850-WO-PCT_SL. txt

Gly Ala Arg Asp Gly Asp
220

Arg

Trp

Cys

Ser

280

Pro

val

Ile

accgtcagtc
tgaggtcaca
gtacgtggac
cagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc
gcagcagggg
gcagaagagc

ctgccgtctg

Leu

val

Pro

265

Leu

Ala

Ser

His

Leu

250

Ser

His

Ser

Leu

Thr

235

Ser

Gln

Arg

Tyr

Gln
315

ttcctcttcc

tgcgtggtygg
ggcgtggagg

cgtgtggtca

tgcaaggtct

gggcagcccc

aaccaggtca

tgggagagca

gacggctcct

aacgtcttct

ctctccctgt

cacacggtcc

Page 84

val

Pro

Phe

Leu

Asn

300

Thr

Arg

Arg

Arg

Lys

Pro

Tyr

His

Ala

Glu

Ala

270

Pro

Met

Asp

CCCCaaaacc

tggacgtgag
tgcataatgc

gcgtcctcac

CCaacCaaagc

gagaaccaca

gcctgacctg

atgggcagcc

tcttcctcta

catgctccgt

ctccgggtgg
gcgcgtcget

Cys Pro

Leu
240

Ser

val
255

Ala Asn

Asp Thr
val

Leu

Leu
320

Asp

caaggacacc
ccacgaagac
caagacaaag
cgtcctgcac
cctcccagec
ggtgtgcacc
cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag
agaccactgt

ggaagacctg

60
120
180
240
300
360
420
480
540
600
660
720



ggctgggcceg

tgcccgagec

ctgaagcccg

ctcattcaaa

gactgccact

<210> 98
<211> 32

<212>
<213>

<220>

<221>
<223>

1

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

5

PRT
Artificial Sequence

attgggtgct gtcgccacgg gaggtgcaag tgaccatgtg catcggcgcg
agttccgggc ggcaaacatg cacgcgcaga tcaagacgag cctgcaccgc
acacggtgcc agcgccctgc tgcgtgcccg ccagctacaa tcccatggtg

agaccgacac cggggtgtcg ctccagacct atgatgactt gttagccaaa

gcata

source o
/note="Description of

polypeptide"

<400> 98
Ala Pro Glu Leu Leu

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Asp

Ser

Asp

Asp

35

Gly

Asn

Trp

Pro

Glu

115

Asn

Thr

Asp

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

5

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

Gly

Met

val
Tyr

70

Gly

val

Ser

Glu

150

Pro

val

Gly

Ile

Glu

His

55

Arg

Lys

Glu

cys

Leu

135

Trp

val

Asp

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

Leu

Cys

Ser

Asp

Ser

val Phe Leu

10

Thr

Glu

Lys

Ser

Pro

Leu

Asn

Ser
170

Pro

val

Thr

val

75

Cys

Ser

Pro

val

Asp

Glu

Lys

Lys

Lys

sSer

Lys

140

Gln

Gly

Arg Trp Gln

Page 85

Synthetic

Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

Pro

Thr

30

Asn

Arg

val

Ser

Lys

110

Glu

Phe

Glu

Phe

Gly

Pro

15

cys

Trp

Glu

Leu

Asn

95

Gly

Tyr

Asn

Phe

175

Asn

Lys

val

Tyr

Glu

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val

780
840
900
960
975



A-1850-WO-PCT_SL. txt

Asn

Cys

220

Ser

val

Ala

Asp

val

300

Asp

His

205

Pro

Leu

Gln

Asn

Thr

285

Leu

Leu

190

Tyr

Leu

Glu

val

Met

270

val

Ile

Leu

CCCCaaaacc

tggacgtgag
tgcataatgc

gcgtcctcac

CcCaacaaagc

gagaaccaca

gcctgacctg

atgggcagcc

Thr

Gly

Asp

Thr

255

Pro

Gln

Ala

caaggacacc
ccacgaagac
caagacaaag
cgtcctgcac
cctcccagcec
ggtgtgcacc
cctggtcaaa

ggagaacaac

180 185
Phe Ser Cys Ser val Met His Glu Ala Leu His
195 200
Lys Ser Leu Ser Leu Ser Pro Gly Gly Asp His
210 215
Gly Arg Cys Cys Arg Leu His Thr val Arg Ala
225 230 235
Gly Trp Ala Asp Trp val Leu Ser Pro Arg Glu
245 250
Cys ITe Gly Ala Cys Pro Ser GIn Phe Arg Ala
260 265
Gln ITe Lys Thr Ser Leu His Arg Leu Lys Pro
275 280
Pro Cys Cys val Pro Ala Ser Tyr Asn Pro Met
290 295
Thr Asp Thr Gly val Ser Leu Gln Thr Tyr Asp
305 310 315
Asp Cys His Cys Ile
325
<210> 99
<211> 996
<212> DNA
<213> Artificial Sequence
<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polynucTleotide"
<400> 99
gcacctgaac tcctgggggg accgtcagtc ttcctcttcc
ctcatgatct cccggacccc tgaggtcaca tgcgtggtgg
cctgaggtca agttcaactg gtacgtggac ggcgtggagg
ccgcgggagg agcagtacaa cagcacgtac cgtgtggtca
caggactggc tgaatggcaa ggagtacaag tgcaaggtct
cccatcgaga aaaccatctc caaagccaaa gggcagcccc
ctgcccccat cccgggagga gatgaccaag aaccaggtca
ggcttctatc ccagcgacat cgccgtggag tgggagagca
tacgacacca cgcctcccgt gctggactcc gacggctcct

Page 86

tcttcctcta

tagcgacctc

Gln

Pro

Leu

240

Met

60
120
180
240
300
360
420
480
540



A-1850-WO-PCT_SL. txt

accgtggaca agagcaggtg gcagcagggg aacgtcttct catgctccgt

gctctgcaca accactacac gcagaagagc ctctccctgt ctccgggtgg

gcgcgcgacg gagaccactg tccgctcggg cccgggcgtt gctgccgtct

cgcgcgtcge tggaagacct gggctgggcec gattgggtgce tgtcgccacg

gtgaccatgt gcatcggcgc gtgcccgagc cagttccggg cggcaaacat

atcaagacga gcctgcaccg cctgaagccc gacacggtgc cagcgccctg

gccagctaca atcccatggt gctcattcaa aagaccgaca ccggggtgtc

tatgatgact tgttagccaa agactgccac tgcata

<210> 100

<211> 332

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthe

polypeptide"

<400> 100

Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro

1 5 10

Pro Lys Asp Thr Leu Met ITe Ser Arg Thr Pro Glu val Thr
20 25 30

val val Asp val Ser His Glu Asp Pro Glu val Lys Phe Asn

35 40 45
val Asp Gly val Glu val His Asn Ala Lys Thr Lys Pro Arg
50 55 60

Gln Tyr Asn Ser Thr Tyr Arg val val Ser val Leu Thr val

65 70 75

Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser

85 90

Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys
100 105 110

Pro Arg Glu Pro GIn val Cys Thr Leu Pro Pro Ser Arg Glu

115 120 125
Thr Lys Asn Gln val Ser Leu Thr Cys Leu val Lys Gly Phe
130 135 140
Ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly GIn Pro Glu
145 150 155

gatgcatgag
tggaggtggt
gcacacggtc
ggaggtgcaa
gcacgcgcag
ctgcgtgccc

gctccagacc

tic

Pro
15

Lys
Cys val
Trp Tyr

Glu

His
80

Leu

Asn
95

Lys
Gly GlIn
Glu Met
Pro

Tyr

Asn
160

Asn

600
660
720
780
840
900
960
996



Tyr

Tyr

Phe

Lys

Arg

Arg

Arg

Lys

Pro

305

Tyr

<210>
<211>
<212>
<213>

Asp

Ser

Ser

Ser

210

His

Ala

Glu

Ala

Pro

290

Met

Asp

<220>

<221>
<223>

<400>

Thr

Asp

Cys

Ser

val

Ala

275

Asp

val

Asp

101
1014
DNA
Artificial Sequence

source o o _
/note="Description of Artificial Sequence: Synthetic

Thr

Leu

180

Ser

Ser

Pro

Leu

Gln

260

Asn

Thr

Leu

Leu

Pro

165

Thr

val

Leu

Leu

Glu

245

val

Met

val

Ile

Leu
325

A-1850-WO-PCT_SL.txt
Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu
170 175

val Asp Lys Ser Arg Trp GIn GIn Gly Asn val
185 190

Met His Glu Ala Leu His Asn His Tyr Thr Gln
200 205

Ser Pro Gly Gly Gly Gly Gly Ala Arg Asp Gly
215 220

Gly Pro Gly Arg Cys Cys Arg Leu His Thr val
230 235 240

Asp Leu Gly Trp Ala Asp Trp val Leu Ser Pro
250 255

Thr Met Cys Ile Gly Ala Cys Pro Ser Gln Phe
265 270

His Ala Gln ITe Lys Thr Ser Leu His Arg Leu
280 285

Pro Ala Pro Cys Cys val Pro Ala Ser Tyr Asn
295 300

Gln Lys Thr Asp Thr Gly val Ser Leu GIn Thr
310 315 320

Ala Lys Asp Cys His Cys Ile
330

polynucleotide"

101

gcacctgaac tcctgggggg accgtcagtc ttcctcttcc ccccaaaacc caaggacacc

ctcatgatct

cctgaggtca

ccgcgggagg
caggactggc

cccatcgaga

ctgcccccat

cccggacccc tgaggtcaca tgcgtggtgg tggacgtgag ccacgaagac
agttcaactg gtacgtggac ggcgtggagg tgcataatgc caagacaaag
agcagtacaa cagcacgtac cgtgtggtca gcgtcctcac cgtcctgcac
tgaatggcaa ggagtacaag tgcaaggtct ccaacaaagc cctcccagcc
aaaccatctc caaagccaaa gggcagcccc gagaaccaca ggtgtgcacc

cccgggagga gatgaccaag aaccaggtca gcctgacctg cctggtcaaa

Page 88

60
120
180
240
300
360
420



ggcttctatc ccagcgacat cgccgtggag tgggagagca atgggcagcc ggagaacaac

tacgacacca cgcctcccgt gctggactcc gacggctcct tcttcctcta tagcgacctc

accgtggaca agagcaggtg gcagcagggg aacgtcttct catgctccgt gatgcatgag

gctctgcaca accactacac gcagaagagc ctctccctgt ctccgggtgg aggtggtgga

tccggaggcg gtggaagcgc gcgcgacgga gaccactgtc cgctcgggcc cgggcgttgce

tgccgtctge acacggtccg cgcgtcgctg gaagacctgg gctgggccga ttgggtgctg

tcgccacggg aggtgcaagt gaccatgtgc atcggcgcgt gcccgagcca gttccgggcg

gcaaacatgc acgcgcagat caagacgagc ctgcaccgcc tgaagcccga cacggtgcca

gcgccctget gcgtgcccgce cagctacaat cccatggtgc tcattcaaaa gaccgacacc

ggggtgtcgc tccagaccta tgatgacttg ttagccaaag actgccactg cata

<210> 102

<211> 338

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

polypeptide"

<400> 102

Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys

1 5 10 15

Pro Lys Asp Thr Leu Met ITe Ser Arg Thr Pro Glu val Thr Cys val

20 25 30
val val Asp val Ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr
35 40 45
val Asp Gly val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu
50 55 60

Gln Tyr Asn Ser Thr Tyr Arg val val Ser val Leu Thr val Leu His

65 70 75 80

Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys
85 90 95

Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln

100 105 110
Pro Arg Glu Pro GIn val Cys Thr Leu Pro Pro Ser Arg Glu Glu Met
115 120 125
Thr Lys Asn Gln val Ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro
130 135 140

A-1850-WO-PCT_SL. txt

Page 89

480
540
600
660
720
780
840
900
960
1014



A-1850-WO-PCT_SL. txt

Ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn
145 150 155 160

Tyr Asp Thr Thr Pro Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu
165 170 175

Tyr Ser Asp Leu Thr val Asp Lys Ser Arg Trp Gln GIn Gly Asn val
180 185 190

Phe Ser Cys Ser val Met His Glu Ala Leu His Asn His Tyr Thr Gln
195 200 205

Lys Ser Leu Ser Leu Ser Pro Gly Gly Gly Gly Gly Ser Gly Gly Gly
210 215 220

Gly Ser Ala Arg Asp Gly Asp His Cys Pro Leu Gly Pro Gly Arg Cys
225 230 235 240

Cys Arg Leu His Thr val Arg Ala Ser Leu Glu Asp Leu Gly Trp Ala
245 250 255

Asp Trp val Leu Ser Pro Arg Glu val Gln val Thr Met Cys Ile Gly
260 265 270

Ala Cys Pro Ser GIn Phe Arg Ala Ala Asn Met His Ala GIn Ile Lys
275 280 285

Thr Ser Leu His Arg Leu Lys Pro Asp Thr val Pro Ala Pro Cys Cys
290 295 300

val Pro Ala Ser Tyr Asn Pro Met val Leu Ile Gln Lys Thr Asp Thr
305 310 315 320

Gly val Ser Leu GIn Thr Tyr Asp Asp Leu Leu Ala Lys Asp Cys His
325 330 335

Cys Ile

<210> 103

<211> 1014

<212> DNA

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polynucTleotide™
<400> 103
gcacctgaac tcctgggggg accgtcagtc ttcctcttcc ccccaaaacc caaggacacc 60
ctcatgatct cccggacccc tgaggtcaca tgcgtggtgg tggacgtgag ccacgaagac 120

Page 90



cctgaggtca
c€cgcgggagg
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacgacacca
accgtggaca
gctctgcaca
cagggaggcg
tgccgtctgce
tcgccacggg
gcaaacatgc
gcgccectgcet
ggggtgtcgc
<210>
<211>

<212>
<213>

104
338
PRT

<220>
<221>
<223>

sourc

polyp

<400> 104
é]a Pro Glu

Pro Lys Asp

val val Asp

35

val Asp

50

Gly

Gln
65

Tyr Asn

Gln Asp Trp

Ala Leu Pro

agttcaactg
agcagtacaa
tgaatggcaa
aaaccatctc
cccgggagga
ccagcgacat
cgcctcecegt
agagcaggtg
accactacac
gtggacaggc
acacggtccg
aggtgcaagt
acgcgcagat
gcgtgcccgce

tccagaccta

e

/note="Description of

eptide”

Leu Leu
5

Thr
20

Leu
val ser
val Glu
Thr

Ser

Asn
85

Leu

Ala
100

Pro

Gly Gly

Met

val

Tyr

Gly

A-1850-WO-PCT_SL. txt

gtacgtggac
cagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc
gcagcagggg
gcagaagagc
gcgcgacgga
cgcgtcgctg
gaccatgtgc
caagacgagc
cagctacaat

tgatgacttg

Artificial Sequence

Pro

Ile Ser

Glu Asp

40

His Asn

55

Arg val

Lys Glu

Glu Lys

ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct
ctctccctgt
gaccactgtc
gaagacctgg
atcggcgegt
ctgcaccgcc
cccatggtgc

ttagccaaag

Artificial Sequence:

val Phe
10

Ser

Arg Thr Pro

25

Pro Glu val

Ala Lys Thr

val
75

val ser

Tyr Lys

90

Cys

Thr ITe Ser

105

Page 91

tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctccgt
ctccgggtgg
cgctcgggcec
gctgggccga
gcccgagceca
tgaagcccga
tcattcaaaa

actgccactg

Synthe
Phe Pro

Leu

Thr
30

Glu val

Phe
45

Lys Asn

Pro Arg

Thr val

Lys val ser

Lys Ala Lys

caagacaaag
cgtcctgcac
cctcccagec
ggtgtgcacc
cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag
aggtggtgga
cgggcgttgce
ttgggtgctg
gttccgggeg
cacggtgcca
gaccgacacc

cata

tic

Pro
15

Lys
Cys val
Trp Tyr

Glu

His
80

Leu

Asn
95

Lys

Gly

180
240
300
360
420
480
540
600
660
720
780
840
900
960
1014



Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

Gly

Cys

Asp

Ala

Thr

val

305

Gly

Cys

<210>
<211>
<212>
<213>

Asp

Asp

Ser

Ser

Ser

210

Gln

Arg

Trp

Cys

Ser

290

Pro

val

<220>

Glu
115

Asn

Thr

Asp

Ala

Leu

val

Pro

275

Leu

Ala

Ser

105
217
PRT
Artificial Sequence

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Arg

His

Leu

260

Ser

His

Ser

Leu

Gln

val

val

Pro

165

Thr

val

Leu

Asp

Thr

245

Ser

Gln

Arg

Tyr

Gln
325

val

Ser

Glu

150

Pro

val

Met

Ser

Gly

val

Pro

Phe

Leu

Asn

310

Thr

Cys

Leu

135

Trp

val

Asp

His

Pro

215

Asp

Arg

Arg

Arg

Tyr

A-1850-WO-PCT_SL. txt

Thr Leu Pro Pro Ser

120

Thr

Glu

Leu

Lys

Glu

200

Gly

His

Ala

Glu

Ala

280

Pro

Met

Asp

Cys

Ser

Asp

Ser

185

Ala

Gly

Cys

Ser

val

265

Ala

Asp

val

Asp

Leu

Asn

Ser

170

Arg

Leu

Gly

Pro

Leu

250

Gln

Asn

Thr

Leu

Leu
330

Page 92

val

Asp

Trp

His

Gly

Leu

235

Glu

val

Met

val

Ile

315

Leu

Lys

140

Gln

Gly

Gln

Asn

Asp

Thr

His

Pro

300

Gln

Ala

Arg

125

Gly

Pro

Ser

Gln

His

205

Gln

Pro

Leu

Met

Ala

285

Ala

Lys

Lys

Glu

Phe

Glu

Phe

Gly

Tyr

Gly

Gly

Gly

Cys

270

Gln

Pro

Thr

Asp

Glu

Tyr

Asn

Phe

175

Asn

Thr

Gly

Arg

Cys

Asp

Cys
335

Met

Pro

Asn

160

Leu

val

Gly

Cys

240

Gly

Lys

Cys

Thr
320



<221> source

<223> /note="Description of
polypeptide"

<400> 105
Ala Pro Glu Leu Leu

1

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

<210>
<211>
<212>
<213>

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Lys

Ser

Ser

Ser
210

<220>

<221>

Asp

Asp

35

Gly

Asn

Trp

Pro

Glu

115

Asn

Thr

Lys

cys

195

Leu

106
216
PRT
Artificial Sequence

source

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

5

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Gly

Met

val
Tyr

70

Gly

val

Ser

Glu

150

Pro

val

Met

Ser

Gly

Ile

Glu

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro
215

A-1850-WO-PCT_SL. txt

Artificial Sequence: Synthetic

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

Cys

Cys

Ser

Lys

ser

185

Ala

Lys

val Phe Leu

10

Thr

Glu

Lys

Ser

Pro

Leu

Asn

ser

170

Arg

Leu

Page 93

Pro

val

Thr

val

75

cys

Ser

Pro

val

Asp

Trp

Glu

Lys

Lys

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His
205

Pro

Thr

30

Asn

Arg

val

Ser

Lys

110

Lys

Phe

Glu

Phe

Gly

Tyr

Pro

15

Cys

Trp

Glu

Leu

Asn

95

Gly

Tyr

Asn

Phe

175

Asn

Thr

Lys

val

Tyr

Glu

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val

Gln



<223> /note="Description of
polypeptide"

<400> 106
Ala Pro Glu Leu Leu

1

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

<210>
<211>
<212>
<213>

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Asp

Ser

Ser

ser
210

<220>

<221>
<223>

Asp

Asp

35

Gly

Asn

Trp

Pro

Glu

115

Asn

Thr

Asp

107
1014
DNA
Artificial Sequence

source o
/note="Description of

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

5

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Gly

Met

val

Tyr

Gly

val

Ser

Glu

150

Pro

val

Met

Ser

Gly

Ile

Glu

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro
215

A-1850-WO-PCT_SL. txt _
Artificial Sequence: Synthetic

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

Cys

Cys

Ser

Asp

Ser

185

Ala

val Phe Leu

10

Thr

Glu

Lys

Ser

Pro

Leu

Asn

Ser

170

Arg

Leu

Pro

val

Thr

val

75

Cys

Ser

Pro

val

Asp

Trp

His

Glu

Lys

Lys

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His
205

Pro

Thr

30

Asn

Arg

val

Ser

Lys

Glu

Phe

Glu

Phe

Gly

Tyr

Pro

15

Cys

Trp

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Artificial Sequence: Synthetic

Page 94

Lys

val

Tyr

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val



polynucleotide"

<400> 107
gcgccggaac

ctgatgatta
ccggaagtga
ccgcgcgaag
caggattggc
ccgattgaaa
tgcccgecga
ggcttttatc
tatgatacca
accgtggata
gcgctgcata
agcggeggeg
tgccgectgce
agcccgcegeg
gcgaacatgc
gcgeccgtgcet
ggcgtgagec
<210>
<211>
<212>
<213>
<220>

<221>
<223>

108
338
PRT

tgctgggcgg
gccgcacccc
aatttaactg
aacagtataa
tgaacggcaa
aaaccattag
gccgcgaaga
cgagcgatat
ccccgecggt
aaagccgctg
accattatac
gcggcagegce
ataccgtgcg
aagtgcaggt
atgcgcagat
gcgtgeeggce

tgcagaccta

source o
/note="Description of

polypeptide"

<400> 108

Ala Pro Glu Leu

1

Pro Lys Asp Thr
20

val val Asp val

35

val Asp Gly val
50

Gln Tyr Asn Ser

65

Leu Gly
5

Leu Met
Ser His
Glu val

Thr Tyr
70

A-1850-WO-PCT_SL. txt

cccgagcegtg
ggaagtgacc
gtatgtggat
cagcacctat
agaatataaa
caaagcgaaa
aatgaccaaa
tgcggtggaa
gctggatagce
gcagcagggc
ccagaaaagc
gcgcaacggc
cgcgagcctg
gaccatgtgc
taaaaccagc
gagctataac

tgatgatctg

Artificial Sequence

Gly Pro

ITe Ser

Glu Asp

40

His
55

Asn

Arg val

tttctgtttc
tgcgtggtag
ggcgtggaag
cgcgtggtga
tgcaaagtga
ggccagecgce
aaccaggtga
tgggaaagca
gatggcagct
aacgtgttta
ctgagcctga
gatcattgcc
gaagatctgg
attggcgcgt
ctgcatcgcc
ccgatggtgc
ctggcgaaag

Artificial Sequence:

val Phe
10

Ser

Arg Thr Pro

25

Pro Glu val

Ala

Lys Thr

Ser val
75

val

Page 95

cgccgaaacc
tggatgtgag
tgcataacgc
gcgtgctgac
gcaacaaagc
gcgaaccgca
gcctgacctg
acggccagcec
tttttctgta
gctgcagegt
gcccgggegg
cgctgggcecc
gctgggcgga
gcccgageca
tgaaaccgga
tgattcagaa

attgccattg

Synthe
Phe Pro

Leu

val Thr
30

Glu

Phe Asn
45

Lys
Lys
60

Pro Arg

Leu Thr val

gaaagatacc
ccatgaagat
gaaaaccaaa
cgtgctgcat
gctgccggceg
ggtgtatacc
cctggtgaaa
ggaaaacaac
tagcgatctg
gatgcatgaa
€ggcggeggce
gggcegetge
ttgggtgctg
gtttcgcgceg
taccgtgecg
aaccgatacc

catt

tic

Pro
15

Lys
Cys val
Trp Tyr
Glu Glu

His
80

Leu

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1014



Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

Gly

Cys

Asp

Ala

Thr

val

305

Gly

Cys

Asp

Leu

Arg

Asp

Asp

Ser

Ser

Ser

210

Ser

Arg

Trp

Cys

ser

290

Pro

val

Ile

Trp

Pro

Glu

115

Asn

Thr

Asp

cys

195

Leu

Ala

Leu

val

Pro

275

Leu

Ala

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Arg

His

Leu

260

Ser

His

Ser

Leu

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Asn

Thr

245

Ser

Gln

Arg

Tyr

Gln
325

Gly

val

Ser

Glu

150

Pro

val

Met

Ser

Gly

val

Pro

Phe

Leu

Asn

310

Thr

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro

215

Asp

Arg

Arg

Arg

Tyr

A-1850-WO-PCT_SL. txt

Glu Tyr Lys Cys Lys val
90

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

His

Ala

Glu

Ala

280

Pro

Met

Asp

Thr

105

Cys

cys

Ser

Asp

sSer

185

Ala

Gly

cys

Ser

val

265

Ala

Asp

val

Asp

Ile

Pro

Leu

Asn

ser

170

Arg

Leu

Gly

Pro

Leu

250

Gln

Asn

Thr

Leu

Leu
330

Page 96

Ser

Pro

val

Asp

Trp

Gly

Leu

235

Glu

val

Met

val

Ile

315

Leu

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Asp

Thr

His

Pro

300

Gln

Ala

Ala

Arg

Gly

Pro

Ser

Gln

His

205

Ser

Pro

Leu

Met

Ala

285

Ala

Lys

Lys

Ser

Lys

110

Glu

Phe

Glu

Phe

Gly

Tyr

Gly

Gly

Gly

270

Gln

Pro

Thr

Asp

Asn
95

Gly

Tyr

Asn

Phe

175

Asn

Thr

Gly

Arg

cys

Asp

Cys
335

Lys

Gln

Met

Pro

Asn

160

Leu

val

Gln

Gly

cys

240

Gly

Lys

cys

Thr

320

His



A-1850-WO-PCT_SL. txt

caaggacacc
ccacgaagac
caagacaaag
cgtcctgcac
cctcccagcec
ggtgtacacc
cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag

a

Gly
15

Leu

Thr

Asp Lys

Thr Leu

80

Glu Pro

<210> 109

<211> 651

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

polynucTleotide™

<400> 109

gcacctgaac tcctgggggg accgtcagtc ttcctcttcc ccccaaaacc

ctcatgatct cccggacccc tgaggtcaca tgcgtggtgg tggacgtgag

cctgaggtca agttcaactg gtacgtggac ggcgtggagg tgcataatgc

ccgcgggagg agcagtacaa cagcacgtac cgtgtggtca gcgtcctcac

caggactggc tgaatggcaa ggagtacaag tgcaaggtct ccaacaaagc

cccatcgaga aaaccatctc caaagccaaa gggcagcccc gagaaccaca

tgtcccccat cccgggagga gatgaccaag aaccaggtca gcctgacctg

ggcttctatc ccagcgacat cgccgtggag tgggagagca atgggcagcc

tacgacacca cgcctcccgt gctggactcc gacggctcct tcttcctcta

accgtggaca agagcaggtg gcagcagggg aacgtcttct catgctccgt

gctctgcaca accactacac gcagaagagc ctctccctgt ctccgggtaa

<210> 110

<211> 585

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

polypeptide"

<400> 110

Asp Ala His Lys Ser Glu val Ala His Arg Phe Lys Asp Leu

1 5 10

Glu Asn Phe Lys Ala Leu val Leu Ile Ala Phe Ala Gln Tyr
20 25 30

Gln Cys Pro Phe Glu Asp His val Lys Leu val Asn Glu val

35 40 45
Phe Ala Lys Thr Cys val Ala Asp Glu Ser Ala Glu Asn Cys
50 55 60

Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr val Ala

65 70 75

Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gln

85 90

Page 97

95

60
120
180
240
300
360
420
480
540
600
651



Glu

Pro

Asp

Tyr

Cys

Ser

Arg

Lys

val

Arg

Ser

Cys

Leu

305

Glu

Arg

Tyr

Arg

Arg

Asn

130

His

Lys

Leu

Ala

Ala

210

Ala

His

Ala

Lys

Ile

290

Ala

Ala

His

Glu

Asn

Leu

115

Glu

Pro

Ala

Leu

Glu

Thr

Asp

Leu

275

Ala

Ala

Lys

Pro

Thr
355

Glu

100

val

Glu

Tyr

Ala

Pro

180

Gln

Lys

Phe

Glu

Leu

260

Lys

Glu

Asp

Asp

340

Thr

Cys

Arg

Thr

Phe

Phe

165

Lys

Arg

Ala

Ala

Cys

245

Ala

Glu

val

Phe

val

325

Tyr

Leu

Phe

Pro

Phe

Tyr

150

Thr

Leu

Leu

Trp

Glu

230

Ccys

Lys

Cys

Glu

val

310

Phe

Ser

Glu

Leu

Glu

Leu

135

Ala

Glu

Asp

Lys

Ala

215

val

His

Tyr

Cys

Asn

295

Glu

Leu

val

Lys

A-1850-WO-PCT_SL. txt

Gln

val

120

Lys

Pro

Cys

Glu

Cys

200

val

Ser

Gly

Ile

Glu

280

Asp

Ser

Gly

val

Cys
360

His Lys Asp Asp Asn

105

Asp

Lys

Glu

Cys

Leu

185

Ala

Ala

Lys

Asp

Cys

265

Lys

Glu

Lys

Met

Leu

345

Cys

val

Tyr

Leu

Gln

170

Arg

Ser

Arg

Leu

Leu

250

Glu

Pro

Met

Asp

Phe

330

Leu

Met

Leu

Leu

155

Ala

Asp

Leu

Leu

val

235

Leu

Asn

Leu

Pro

val

315

Leu

Leu

Cys

Tyr

140

Phe

Ala

Glu

Gln

Ser

220

Thr

Glu

Gln

Leu

Ala

300

Cys

Tyr

Arg

Ala Ala Ala

Page 98

Thr

125

Glu

Phe

Asp

Gly

Asp

Cys

Asp

Glu

285

Asp

Lys

Glu

Leu

Pro

110

Ala

Ile

Ala

Lys

Lys

Phe

Arg

Leu

Ala

Ser

270

Lys

Leu

Asn

Tyr

Ala

350

Pro

Asn

Phe

Ala

Lys

Ala

175

Ala

Gly

Phe

Thr

Asp

255

Ile

Ser

Pro

Tyr

Ala

335

Lys

His

Leu

Arg

Ser

Pro

Lys

Asp

Ser

His

Ser

Ala

320

Arg

Thr

Glu



Cys Tyr
370

GIn Asn
385

Tyr Lys
GIn val
val Gly
Ala Glu

450

Glu Lys

465

Leu Vval

Tyr val

Ile Cys

Leu val

530

Lys Ala

Ala Asp

Ala Ala

Ala

Leu

Phe

Ser

Ser

435

Asp

Thr

Asn

Pro

Thr

515

Glu

val

Asp

Ser

<210> 111
<211> 2154
<212> DNA
<213> Artificial Sequence

<220>

<221> source
<223> /note="Description of

Lys

Ile

Gln

Thr

420

Lys

Tyr

Pro

Arg

Leu

Met

Lys

Gln
580

val

Lys

Asn

405

Pro

Cys

Leu

val

Ser

val

Asp

Glu

565

Ala

Phe

Gln

390

Ala

Thr

Cys

Ser

Ser

470

Pro

Phe

Glu

Lys

550

Thr

Ala

polynucTleotide"

Asp

375

Asn

Leu

Leu

Lys

val

455

Asp

Cys

Asn

Lys

His

535

Phe

Cys

Leu

A-1850-WO-PCT_SL. txt

Glu Phe Lys Pro Leu Vval
380

Cys

Leu

val

His

440

val

Arg

Phe

Ala

Glu

520

Lys

Ala

Phe

Gly

Glu

val

Glu

425

Pro

Leu

val

Ser

Glu

505

Arg

Pro

Ala

Ala

Leu
585

Leu

Arg

val

Glu

Asn

Thr

Ala

490

Thr

Gln

Lys

Phe

Glu
570

Phe

395

Tyr

Ser

Ala

Gln

Lys

Leu

Phe

Ile

Ala

val

555

Glu

Glu

Thr

Arg

Lys

Leu

460

Cys

Glu

Thr

Lys

Thr

540

Glu

Gly

Gln

Lys

Asn

Arg

Cys

Cys

val

Phe

Lys

Lys

Lys

Lys

Glu

Leu

Lys

Leu

430

Met

val

Thr

Asp

His

510

Gln

Glu

Cys

Lys

Glu

Gly

val

415

Gly

Pro

Leu

Glu

Glu

495

Ala

Thr

Gln

Cys

Leu
575

Artificial Sequence: Synthetic

Page 99

Pro

Glu

400

Pro

Lys

Cys

His

Ser

480

Thr

Asp

Leu



<400> 111
gatgcacaca

gccttggtgt
aaattagtga
aattgtgaca
cgtgaaacct
tgcttcttge
gatgtgatgt
gaaattgcca
tataaagctg
aagctcgatg
gccagtctcc
cagagatttc
gtccacacgg
gccaagtata
aaacctctgt
gacttgcctt
gaggcaaagg
tactctgtcg
tgtgccgctg
gtggaagagc
tacaaattcc
ccaactcttg
cctgaagcaa
tgtgtgttgce
ttggtgaaca
gagtttaatg
agacaaatca
aaagagcaac
gctgacgata
gccgecttag
ggaggcggtg
cgtctgcaca

ccacgggagg

aacatgcacg

agagtgaggt
tgattgcctt
atgaagtaac
aatcacttca
atggtgaaat
aacacaaaga
gcactgcttt
gaagacatcc
cttttacaga
aacttcggga
aaaaatttgg
ccaaagctga
aatgctgcca
tctgtgaaaa
tggaaaaatc
cattagctgc
atgtcttcct
tgctgctgct
cagatcctca
ctcagaattt
agaatgcgct
tagaggtctc
aaagaatgcc
atgagaaaac
ggcgaccatg
ctgaaacatt
agaaacaaac
tgaaagctgt
aggagacctg
gcttaggagg
gaagcgcgcg
cggtccgcegce
tgcaagtgac

cgcagatcaa

A-1850-WO-PCT_SL. txt

tgctcatcga
tgctcagtat
tgaatttgca
tacccttttt
ggctgactgc
tgacaaccca
tcatgacaat
ttacttttat
atgttgccaa
tgaagggaag
agaaagagct
gtttgcagaa
tggagatctg
tcaagattcg
ccactgcatt
tgattttgtt
gggcatgttt
gagacttgcc
tgaatgctat
aatcaaacaa
attagttcgt
aagaaaccta
ctgtgcagaa
gccagtaagt
cttttcagct
caccttccat
tgcacttgtt
tatggatgat
ctttgccgag
tggtggatcc
caacggagac
gtcgctggaa
catgtgcatc

gacgagcctg

tttaaagatt
cttcagcagt
aaaacatgtg
ggagacaaat
tgtgcaaaac
aacctccccc
gaagagacat
gccccggaac
gctgctgata
gcttcgtctg
ttcaaagcat
gtttccaagt
cttgaatgtg
atctccagta
gccgaagtgg
gaaagtaagg
ttgtatgaat
aagacatatg
gccaaagtgt
aattgtgagc
tacaccaaga
ggaaaagtgg
gactatctat
gacagagtca
ctggaagtcg
gcagatatat
gagctcgtga
ttcgcagett
gagggtaaaa
ggaggcggtg
cactgtccgc
gacctgggct
ggcgcgtgcec

caccgcctga
Page 100

tgggagaaga
gtccatttga
ttgctgatga
tatgcacagt
aagaacctga
gattggtgag
ttttgaaaaa
tccttttctt
aagctgcctg
ccaaacagag
gggcagtagc
tagtgacaga
ctgatgacag
aactgaagga
aaaatgatga
atgtttgcaa
atgcaagaag
aaaccactct
tcgatgaatt
tttttgagca
aagtacccca
gcagcaaatg
ccgtggtect
ccaaatgctg
atgaaacata
gcacactttc
aacacaagcc
ttgtagagaa
aacttgttgc
gaagcggagg
tcgggeccgg
gggccgattg
cgagccagtt

dagcccgacac

aaatttcaaa
agatcatgta
gtcagctgaa
tgcaactctt
gagaaatgaa
accagaggtt
atacttatat
tgctaaaagg
cctgttgeca
actcaagtgt
tcgcctgage
tcttaccaaa
ggcggacctt
atgctgtgaa
gatgcctgct
aaactatgct
gcatcctgat
agagaagtgc
taaacctctt
gcttggagag
agtgtcaact
ttgtaaacat
gaaccagtta
cacagaatcc
cgttcccaaa
tgagaaggag
caaggcaaca
gtgctgcaag
ggccagtcag
tggtggatct
gcgttgctge
ggtgctgtcg
ccgggceggea
ggtgccagcg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040



A-1850-WO-PCT_SL.txt
ccctgctgeg tgcccgccag ctacaatccc atggtgctca ttcaaaagac cgacaccggg 2100

gtgtcgctcc agacctatga tgacttgtta gccaaagact gccactgcat atga 2154

<210> 112
<211> 717
<212> PRT
<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide"
<400> 112
Asp Ala His Lys Ser Glu val Ala His Arg Phe Lys Asp Leu Gly Glu
1 5 10 15

Glu Asn Phe Lys Ala Leu val Leu Ile Ala Phe Ala Gln Tyr Leu Gln
20 25 30

Gln Cys Pro Phe Glu Asp His val Lys Leu val Asn Glu val Thr Glu
35 40 45

Phe Ala Lys Thr Cys val Ala Asp Glu Ser Ala Glu Asn Cys Asp Lys
50 55 60

Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr val Ala Thr Leu
65 70 75 80

Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gln Glu Pro
85 90 95

Glu Arg Asn Glu Cys Phe Leu GIn His Lys Asp Asp Ash Pro Asn Leu
100 105 110

Pro Arg Leu Vval Arg Pro Glu val Asp val Met Cys Thr Ala Phe His
115 120 125

Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu Ile Ala Arg
130 135 140

Arg His Pro Tyr Phe Tyr Ala Pro Glu Leu Leu Phe Phe Ala Lys Arg
145 150 155 160

Tyr Lys Ala Ala Phe Thr Glu Cys Cys Gln Ala Ala Asp Lys Ala Ala
165 170 175

Cys Leu Leu Pro Lys Leu Asp Glu Leu Arg Asp Glu Gly Lys Ala Ser
180 185 190

Ser Ala Lys GIn Arg Leu Lys Cys Ala Ser Leu GIn Lys Phe Gly Glu
195 200 205

Page 101



Arg

Ser

Cys

Leu

305

Glu

Arg

Tyr

Cys

Gln

385

Tyr

Gln

val

Ala

Glu
465

Ala

210

Ala

His

Ala

Lys

Ile

290

Ala

Ala

His

Glu

Tyr

370

Asn

Lys

val

Gly

Glu

450

Lys

Phe

Glu

Thr

Asp

Leu

275

Ala

Ala

Lys

Pro

Thr

355

Ala

Leu

Phe

Ser

ser

435

Asp

Thr

Lys

Phe

Glu

Leu

260

Lys

Glu

Asp

Asp

340

Thr

Lys

Ile

Gln

Thr

420

Lys

Tyr

Pro

Ala

Ala

cys

245

Ala

Glu

val

Phe

val

325

Tyr

Leu

val

Lys

Asn

405

Pro

cys

Leu

val

Trp

Glu

230

cys

Lys

Cys

Glu

val

310

Phe

Ser

Glu

Phe

Gln

390

Ala

Thr

cys

Ser

Ser
470

Ala

215

val

His

Tyr

Cys

Asn

295

Glu

Leu

val

Lys

Asp

375

Asn

Leu

Leu

Lys

val

455

Asp

A-1850-WO-PCT_SL. txt

val Ala Arg Leu Ser GIn

Ser

Gly

Ile

Glu

280

Asp

Ser

Gly

val

Cys

360

Glu

Cys

Leu

val

His

440

val

Arg

Lys

Asp

265

Lys

Glu

Lys

Met

Leu

345

Cys

Phe

Glu

val

Glu

425

Pro

Leu

val

Leu

Leu

250

Glu

Pro

Met

Asp

Phe

330

Leu

Ala

Lys

Leu

Arg

val

Glu

Asn

Thr

val Thr
235

Leu Glu

Asn Gln

Leu Leu

Pro Ala
300

val Cys
315

Leu Tyr

Leu Arg

Ala Ala

Pro Leu
380

Phe Glu
395

Tyr Thr

Ser Arg

Ala Lys

Gln Leu

460

Lys Cys
475

Page 102

Asp

cys

Asp

Glu

285

Asp

Lys

Glu

Leu

Gln

Lys

Asn

Arg

Cys

Cys

Arg

Leu

Ala

Ser

270

Lys

Leu

Asn

Tyr

Ala

350

Pro

Glu

Leu

Lys

Leu

430

Met

val

Thr

Phe

Thr

Asp

Ile

Ser

Pro

Tyr

Ala

335

Lys

His

Glu

Gly

val

415

Gly

Pro

Leu

Glu

Pro

Lys

Asp

Ser

His

Ser

Ala

320

Arg

Thr

Glu

Pro

Glu

400

Pro

Lys

cys

His

ser
480



Leu

Tyr

Ile

Leu

Ala

Gly

val

625

Pro

Phe

Leu

Asn

Thr
705

<210>

val

val

cys

val

530

Ala

Asp

Ala

Gly

Asp

610

Arg

Arg

Arg

Lys

Pro

690

Tyr

<211> 9

<212>
<213>

<220>

<221>

Asn

Pro

Thr

515

Glu

val

Asp

Ser

ser

595

His

Ala

Glu

Ala

Pro

675

Met

Asp

113

PRT_ L.
Artificial Sequence

source

Leu

Met

Lys

Gln

580

Gly

cys

Ser

val

Ala

660

Asp

val

Asp

Arg

Glu

Ser

val

Asp

Glu

565

Ala

Gly

Pro

Leu

Gln

645

Asn

Thr

Leu

Leu

Pro

Phe

Thr

Ala

Gly

Leu

Glu

630

val

Met

val

Leu
710

Cys

Asn

Lys

His

535

Phe

Cys

Leu

Gly

Asp

Thr

His

Pro

Gln

695

Ala

A-1850-WO-PCT_SL. txt

Phe Ser Ala Leu Glu val

Ala

Glu

520

Lys

Ala

Phe

Gly

ser

600

Pro

Leu

Met

Ala

Ala

680

Lys

Lys

Glu

505

Arg

Pro

Ala

Ala

Leu

585

Gly

Gly

Gly

Cys

Gln

665

Pro

Thr

Asp

Thr

Gln

Lys

Phe

Glu

570

Gly

Gly

Arg

Trp

Ile

650

Ile

Cys

Asp

Cys

Phe

Ile

Ala

val

555

Glu

Gly

Gly

Cys

Ala

635

Gly

Lys

Cys

Thr

His
715

Thr

Lys

Thr

540

Glu

Gly

Gly

Gly

Asp

Ala

Thr

val

Gly

cys

Page 103

Phe

Lys

Lys

Lys

Lys

Gly

ser

605

Arg

Trp

Cys

Ser

Pro

685

val

Ile

Asp

His

510

Gln

Glu

cys

Lys

ser

590

Ala

Leu

val

Pro

Leu

670

Ala

Ser

Glu

495

Ala

Thr

Gln

cys

Leu

575

Gly

Arg

His

Leu

ser

655

His

Ser

Leu

Thr

Asp

Leu

Gly

Asn

Thr

sSer

640

Gln

Arg

Tyr

Gln



<400> 113

o A-1850-WO-PCT_SL. txt
<223> /note="Description of Artificial Sequence: Synthetic
peptide"

Gly Ser Pro Ala Pro Ala Pro Gly Ser

1

<210>
<211>
<212>
<213>

<220>
<221>
<223>

114
2121
DNA

5

source o o _
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 114
gatgcacaca

gccttggtgt
aaattagtga
aattgtgaca
cgtgaaacct
tgcttcttgce
gatgtgatgt
gaaattgcca
tataaagctg
aagctcgatg
gccagtctcc
cagagatttc
gtccacacgg
gccaagtata
aaacctctgt
gacttgcctt
gaggcaaagg
tactctgtcg
tgtgccgctg
gtggaagagc
tacaaattcc
ccaactcttg
cctgaagcaa
tgtgtgttgce

ttggtgaaca

agagtgaggt
tgattgcctt
atgaagtaac
aatcacttca
atggtgaaat
aacacaaaga
gcactgcttt
gaagacatcc
cttttacaga
aacttcggga
aaaaatttgg
ccaaagctga
aatgctgcca
tctgtgaaaa
tggaaaaatc
cattagctgc
atgtcttcct
tgctgctgct
cagatcctca
ctcagaattt
agaatgcgct
tagaggtctc
aaagaatgcc
atgagaaaac

ggcgaccatg

Artificial Sequence

tgctcatcga
tgctcagtat
tgaatttgca
tacccttttt
ggctgactgc
tgacaaccca
tcatgacaat
ttacttttat
atgttgccaa
tgaagggaag
agaaagagct
gtttgcagaa
tggagatctg
tcaagattcg
ccactgcatt
tgattttgtt
gggcatgttt
gagacttgcc
tgaatgctat
aatcaaacaa
attagttcgt
aagaaaccta
ctgtgcagaa
gccagtaagt

cttttcagct

tttaaagatt
cttcagcagt
aaaacatgtg
ggagacaaat
tgtgcaaaac
aacctccccc
gaagagacat
gccccggaac
gctgctgata
gcttcgtctg
ttcaaagcat
gtttccaagt
cttgaatgtg
atctccagta
gccgaagtgg
gaaagtaagg
ttgtatgaat
aagacatatg
gccaaagtgt
aattgtgagc
tacaccaaga
ggaaaagtgg
gactatctat
gacagagtca

ctggaagtcg

Page 104

tgggagaaga
gtccatttga
ttgctgatga
tatgcacagt
aagaacctga
gattggtgag
ttttgaaaaa
tccttttctt
aagctgcctg
ccaaacagag
gggcagtagc
tagtgacaga
ctgatgacag
aactgaagga
aaaatgatga
atgtttgcaa
atgcaagaag
aaaccactct
tcgatgaatt
tttttgagca
aagtacccca
gcagcaaatg
ccgtggtect
ccaaatgctg

atgaaacata

aaatttcaaa
agatcatgta
gtcagctgaa
tgcaactctt
gagaaatgaa
accagaggtt
atacttatat
tgctaaaagg
cctgttgcca
actcaagtgt
tcgecctgagce
tcttaccaaa
ggcggacctt
atgctgtgaa
gatgcctgct
aaactatgct
gcatcctgat
agagaagtgc
taaacctctt
gcttggagag
agtgtcaact
ttgtaaacat
gaaccagtta
cacagaatcc

cgttcccaaa

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500



A-1850-WO-PCT_SL. txt

gagtttaatg ctgaaacatt caccttccat gcagatatat gcacactttc

agacaaatca agaaacaaac tgcacttgtt gagctcgtga aacacaagcc

aaagagcaac tgaaagctgt tatggatgat ttcgcagctt ttgtagagaa

gctgacgata aggagacctg ctttgccgag gagggtaaaa aacttgttgc

gccgecttag gcttaggatc cccagctcca gctccaggaa gcgcgcgcaa

tgtccgctcg ggcccgggeg ttgctgccgt ctgcacacgg tccgcgegtc

ctgggctggg ccgattgggt gctgtcgcca cgggaggtgc aagtgaccat

gcgtgcccga gccagttccg ggcggcaaac atgcacgcgc agatcaagac

cgcctgaagc ccgacacggt gccagcgccc tgctgcgtgc ccgccagcta

gtgctcattc aaaagaccga caccggggtg tcgctccaga cctatgatga

aaagactgcc actgcatatg a

<210> 115

<211> 706

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthe

polypeptide"

<400> 115

Asp Ala His Lys Ser Glu val Ala His Arg Phe Lys Asp Leu

1 5 10

Glu Asn Phe Lys Ala Leu val Leu Ile Ala Phe Ala Gln Tyr
20 25 30

Gln Cys Pro Phe Glu Asp His val Lys Leu val Asn Glu val

35 40 45
Phe Ala Lys Thr Cys val Ala Asp Glu Ser Ala Glu Asn Cys
50 55 60

Ser Leu His Thr Leu Phe Gly Asp Lys Leu Cys Thr val Ala

65 70 75

Arg Glu Thr Tyr Gly Glu Met Ala Asp Cys Cys Ala Lys Gln

85 90

Glu Arg Asn Glu Cys Phe Leu GIn His Lys Asp Asp Ash Pro
100 105 110

Pro Arg Leu Vval Arg Pro Glu val Asp val Met Cys Thr Ala

115 120 125
Asp Asn Glu Glu Thr Phe Leu Lys Lys Tyr Leu Tyr Glu Ile

Page 105

tgagaaggag
caaggcaaca
gtgctgcaag
ggccagtcag
cggagaccac
gctggaagac
gtgcatcggc
gagcctgcac
caatcccatg

cttgttagcc

tic

Gly Glu

15

Leu Gln

Thr Glu

Asp Lys

Thr Leu

80

Glu
95

Pro
Asn Leu
His

Phe

Ala Arg

1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2121



Tyr

cys

Ser

Arg

Arg

Ser

Cys

Leu

305

Glu

Arg

Tyr

Cys

Gln

385

Tyr

130

His

Lys

Leu

Ala

Ala

210

Ala

His

Ala

Lys

Ile

290

Ala

Ala

His

Glu

Tyr

370

Asn

Lys

Pro

Ala

Leu

Lys

Phe

Glu

Thr

Asp

Leu

275

Ala

Ala

Lys

Pro

Thr

355

Ala

Leu

Phe

Tyr

Ala

Pro

180

Gln

Lys

Phe

Glu

Leu

260

Lys

Glu

Asp

Asp

340

Thr

Lys

Ile

Gln

Phe

Phe

165

Lys

Arg

Ala

Ala

cys

245

Ala

Glu

val

Phe

val

325

Tyr

Leu

val

Lys

Asn

Tyr

150

Thr

Leu

Leu

Trp

Glu

230

cys

Lys

Cys

val

310

Phe

Ser

Glu

Phe

Gln

390

Ala

135

Ala

Glu

Asp

Lys

Ala

215

val

His

Tyr

Cys

Asn

295

Glu

Leu

val

Lys

Asp

375

Asn

Leu

A-1850-WO-PCT_SL. txt

Pro Glu Leu

Cys

Glu

Cys

200

val

Ser

Gly

Ile

Glu

280

Asp

Ser

Gly

val

Cys

360

Glu

cys

Leu

cys

Leu

185

Ala

Ala

Lys

Asp

265

Lys

Glu

Lys

Met

Leu

345

Cys

Phe

Glu

val

Gln

170

Arg

Ser

Arg

Leu

Leu

250

Glu

Pro

Met

Asp

Phe

330

Leu

Ala

Lys

Leu

Leu

155

Ala

Asp

Leu

Leu

val

235

Leu

Asn

Leu

Pro

val

315

Leu

Leu

Ala

Pro

Phe
395

140

Phe

Ala

Glu

Gln

Ser

220

Thr

Glu

Gln

Leu

Ala

300

Cys

Tyr

Arg

Ala

Leu

380

Glu

Arg Tyr Thr
Page 106

Phe

Asp

Gly

Asp

cys

Asp

Glu

285

Asp

Lys

Glu

Leu

Gln

Lys

Ala

Lys

Lys

Phe

Arg

Leu

Ala

Ser

270

Lys

Leu

Asn

Tyr

Ala

350

Pro

Glu

Leu

Lys

Lys

Ala

175

Ala

Gly

Phe

Thr

Ser

Pro

Tyr

Ala

335

Lys

Glu

Gly

val

Arg
160

Ser

Pro

Lys

Asp

Ser

His

Ser

Ala

320

Arg

Thr

Glu

Pro

Glu

400

Pro



Gln

val

Ala

Glu

465

Leu

Tyr

Ile

Leu

Ala

Thr

val

val

Gly

Glu

450

Lys

val

val

cys

val

530

Ala

Asp

Ala

Ser

Arg

Trp

Cys

Ser

Pro

Ser

ser

435

Asp

Thr

Asn

Pro

Thr

515

Glu

val

Asp

Ser

Ala

595

Leu

val

Pro

Leu

Ala

Thr

420

Lys

Tyr

Pro

Arg

Leu

Met

Lys

Gln

580

Arg

His

Leu

Ser

His

660

Ser

405

Pro

Cys

Leu

val

Arg

Glu

Ser

val

Asp

Glu

565

Ala

Asn

Thr

Ser

Gln

645

Arg

Tyr

Thr

Cys

Ser

Ser

470

Pro

Phe

Thr

Ala

Gly

val

Pro

630

Phe

Leu

Asn

Leu

Lys

val

455

Asp

Cys

Asn

Lys

His

535

Phe

Cys

Leu

Asp

Arg

Arg

Lys

Pro

A-1850-WO-PCT_SL. txt

val

His

440

val

Arg

Phe

Ala

Glu

520

Lys

Ala

Phe

Gly

His

600

Ala

Glu

Ala

Pro

Met

410

Glu val Ser Arg

425

Pro

Leu

val

Ser

Glu

505

Arg

Pro

Ala

Ala

Leu

585

cys

Ser

val

Ala

Asp

val

Glu

Asn

Thr

Ala

490

Thr

Gln

Lys

Phe

Glu

570

Gly

Pro

Leu

Gln

Asn

650

Thr

Ala

Gln

Lys

Leu

Phe

Ile

Ala

val

555

Glu

Ser

Leu

Glu

val

635

Met

val

Lys

Leu

460

Cys

Glu

Thr

Lys

Thr

540

Glu

Gly

Pro

Gly

Asp

Thr

His

Pro

Leu I1e Gln
Page 107

Asn

Cys

val

Phe

Lys

Lys

Lys

Lys

Ala

Pro

605

Leu

Met

Ala

Ala

Lys

Leu

430

Met

val

Thr

Asp

His

510

Gln

Glu

Cys

Lys

Pro

590

Gly

Gly

Cys

Gln

Pro

670

Thr

415

Gly

Pro

Leu

Glu

495

Ala

Thr

Gln

Cys

Leu

575

Ala

Arg

Trp

Ile
655

Cys

Asp

Lys

Cys

His

ser

480

Thr

Asp

Leu

Pro

cys

Gly

Lys

Cys

Thr



A-1850-WO-PCT_SL. txt

675 680

685

Gly val Ser Leu Gln Thr Tyr Asp Asp Leu Leu Ala Lys Asp Cys His
690 695 700

Cys Ile

705

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

Gly Ser Pro Ala Pro Ala Pro Pro Ala Pro Ala Pro Gly Ser

1

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

116

14

PRT

Artificial Sequence

source

/note="Description of Artificial Sequence: Synthetic

peptide"
116

5
117
2136

DNA
Artificial Sequence

source

10

/note="Description of Artificial Sequence: Synthetic

polynucleotide"

117

gatgcacaca agagtgaggt tgctcatcga

gccttggtgt tgattgcctt tgctcagtat

aaattagtga atgaagtaac tgaatttgca

aattgtgaca aatcacttca tacccttttt

cgtgaaacct atggtgaaat ggctgactgc

tgcttcttgc aacacaaaga tgacaaccca

gatgtgatgt gcactgcttt tcatgacaat

gaaattgcca gaagacatcc ttacttttat

tataaagctg cttttacaga atgttgccaa

aagctcgatg aacttcggga tgaagggaag

gccagtctcc aaaaatttgg agaaagagct

cagagatttc ccaaagctga gtttgcagaa

gtccacacgg aatgctgcca tggagatctg

gccaagtata tctgtgaaaa tcaagattcg

aaacctctgt tggaaaaatc ccactgcatt

gacttgcctt cattagctgc tgattttgtt

tttaaagatt tgggagaaga
cttcagcagt gtccatttga
aaaacatgtg ttgctgatga
ggagacaaat tatgcacagt
tgtgcaaaac aagaacctga
aacctccccc gattggtgag
gaagagacat ttttgaaaaa
gccccggaac tccttttett
gctgctgata aagctgcctg
gcttcgtctg ccaaacagag
ttcaaagcat gggcagtagc
gtttccaagt tagtgacaga
cttgaatgtg ctgatgacag
atctccagta aactgaagga
gccgaagtgg aaaatgatga

gaaagtaagg atgtttgcaa
Page 108

aaatttcaaa
agatcatgta
gtcagctgaa
tgcaactctt
gagaaatgaa
accagaggtt
atacttatat
tgctaaaagg
cctgttgcca
actcaagtgt
tcgecctgagce
tcttaccaaa
ggcggacctt
atgctgtgaa
gatgcctgct

aaactatgct

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960



gaggcaaagg
tactctgtcg

tgtgccgctg
gtggaagagc
tacaaattcc
ccaactcttg
cctgaagcaa
tgtgtgttgc
ttggtgaaca
gagtttaatg
agacaaatca
aaagagcaac
gctgacgata
gccgecttag
cgcaacggag
gcgtcgetgg
accatgtgca
aagacgagcc
agctacaatc
gatgacttgt
<210>

<211>
<212>

118
711
PRT

atgtcttcct
tgctgctgct
cagatcctca
ctcagaattt
agaatgcgct
tagaggtctc
aaagaatgcc
atgagaaaac
ggcgaccatg
ctgaaacatt
agaaacaaac
tgaaagctgt
aggagacctg
gcttaggatc
accactgtcc
aagacctggg
tcggcgegtg
tgcaccgcct
ccatggtgct

tagccaaaga

A-1850-WO-PCT_SL.txt
gggcatgttt ttgtatgaat atgcaagaag gcatcctgat

gagacttgcc aagacatatg aaaccactct agagaagtgc

tgaatgctat gccaaagtgt tcgatgaatt taaacctctt
aatcaaacaa aattgtgagc tttttgagca gcttggagag
attagttcgt tacaccaaga aagtacccca agtgtcaact
aagaaaccta ggaaaagtgg gcagcaaatg ttgtaaacat

ctgtgcagaa gactatctat ccgtggtcct gaaccagtta

gccagtaagt gacagagtca ccaaatgctg cacagaatcc

cttttcagct ctggaagtcg atgaaacata cgttcccaaa

caccttccat gcagatatat gcacactttc tgagaaggag
tgcacttgtt gagctcgtga aacacaagcc caaggcaaca
tatggatgat ttcgcagctt ttgtagagaa gtgctgcaag
ctttgccgag

gagggtaaaa aacttgttgc ggccagtcag

cccagctcca gctccacccg cacctgcccc

tggaagcgcg
gctcgggccc gggcgttgct gccgtctgca cacggtccge
ctgggccgat tgggtgctgt
ttccgggegg

gaagcccgac acggtgccag

cgccacggga ggtgcaagtg
cccgagcecag caaacatgca cgcgcagatc
cgccctgetg cgtgcccgec

cattcaaaag accgacaccg gggtgtcgct ccagacctat

ctgccactgc atatga

<213> Artificial Sequence

<220>
<221>

source

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 118

Asp Ala His Lys Ser Glu val

1

Glu Asn

Gln Cys

Phe Ala
50

5

Phe Lys Ala Leu val

20

Pro Phe Glu Asp His val Lys
3 40

Lys Thr Cys val Ala Asp Glu

Ala His Arg Phe Lys Asp Leu Gly Glu
10 15

Leu ITe Ala Phe Ala Gln Tyr Leu GIn
25 30

Leu val Asn Glu val Thr Glu

Ser Ala Glu Asn Cys Asp Lys
55 60
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1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2136



ser

65

Arg

Glu

Pro

Asp

Tyr

cys

Ser

Arg

Arg

Ser

cys

Leu

305

Glu

Leu

Glu

Arg

Arg

Asn

130

His

Lys

Leu

Ala

Ala

210

Ala

His

Ala

Lys

Ile

290

Ala

Ala

His

Thr

Asn

Leu

115

Glu

Pro

Ala

Leu

Lys

Phe

Glu

Thr

Asp

Leu

275

Ala

Ala

Lys

Thr

Tyr

Glu

100

val

Glu

Tyr

Ala

Pro

180

Gln

Lys

Phe

Glu

Leu

260

Lys

Glu

Asp

Asp

Leu

Gly

85

cys

Arg

Thr

Phe

Phe

165

Lys

Arg

Ala

Ala

Cys

245

Ala

Glu

val

Phe

val
325

Phe

70

Glu

Phe

Pro

Phe

Tyr

150

Thr

Leu

Leu

Trp

Glu

230

Cys

Lys

cys

Glu

val

310

Phe

Gly

Met

Leu

Glu

Leu

135

Ala

Glu

Asp

Lys

Ala

215

val

His

Tyr

Cys

Asn

295

Glu

Leu

A-1850-WO-PCT_SL. txt

Asp Lys Leu Cys Thr val
75

Ala

Gln

val

120

Lys

Pro

Cys

Glu

cys

200

val

Ser

Gly

Ile

Glu

280

Asp

Ser

Gly

Asp

His

105

Asp

Lys

Glu

cys

Leu

185

Ala

Ala

Lys

Asp

265

Lys

Glu

Lys

Met

Cys

90

Lys

val

Tyr

Leu

Gln

170

Arg

Ser

Arg

Leu

Leu

250

Glu

Pro

Met

Asp

Phe
330

Cys

Asp

Met

Leu

Leu

155

Ala

Asp

Leu

Leu

val

235

Leu

Asn

Leu

Pro

val

315

Leu

Ala

Asp

Cys

Tyr

140

Phe

Ala

Glu

Gln

Ser

220

Thr

Glu

Gln

Leu

Ala

300

cys

Tyr

Page 110

Lys

Asn

Thr

125

Glu

Phe

Asp

Gly

Asp

Cys

Asp

Glu

285

Asp

Lys

Glu

Ala
Gln
Pro
110
Ala
Ile
Ala
Lys
Lys
1

Phe
Arg
Leu
Ala
Ser
270
Lys
Leu

Asn

Tyr

Thr

Glu

95

Asn

Phe

Ala

Lys

Ala

175

Ala

Gly

Phe

Thr

Asp

Ile

Ser

Pro

Tyr

Ala
335

Leu

80

Pro

Leu

His

Arg

Arg

160

Ala

Ser

Glu

Pro

Lys

Asp

Ser

His

Ser

Ala

320

Arg



Arg

Tyr

cys

Gln

385

Tyr

Gln

val

Ala

Glu

465

Leu

Tyr

Ile

Leu

Ala

Pro

Glu

Tyr

370

Asn

Lys

val

Gly

Glu

450

Lys

val

val

Cys

val

530

Ala

Asp

Ala

Ala

Pro

Thr

355

Ala

Leu

Phe

Ser

ser

435

Asp

Thr

Asn

Pro

Thr

515

Glu

val

Asp

Ser

Pro
595

340

Thr

Lys

Ile

Gln

Thr

420

Lys

Tyr

Pro

Arg

Leu

Met

Lys

Gln

580

Ala

Tyr

Leu

val

Lys

Asn

405

Pro

Cys

Leu

val

Arg

Glu

Ser

val

Asp

Glu

565

Ala

Pro

Ser

Glu

Phe

Gln

390

Ala

Thr

Cys

Ser

Ser

470

Pro

Phe

Thr

Ala

Gly

val

Lys

Asp

375

Asn

Leu

Leu

Lys

val

455

Asp

Cys

Asn

Lys

His

535

Phe

Cys

Leu

Ser

A-1850-WO-PCT_SL. txt

val

Cys

360

Glu

Cys

Leu

val

His

440

val

Arg

Phe

Ala

Glu

520

Lys

Ala

Phe

Gly

Ala
600

Leu Leu Leu Arg Leu

345

Cys

Phe

Glu

val

Glu

425

Pro

Leu

val

Ser

Glu

505

Arg

Pro

Ala

Ala

Leu

585

Arg

Ala

Lys

Leu

Arg

val

Glu

Asn

Thr

Ala

490

Thr

Gln

Lys

Phe

Glu

570

Gly

Asn

Ala Ala
Pro Leu

380

Phe Glu

395

Tyr Thr

Ser Arg

Ala Lys

Gln Leu

460

Lys Cys

Leu Glu

Phe Thr

Ile Lys

Ala Thr

540

val Glu
555
Glu Gly

Ser Pro

Gly Asp

Page 111

Asp

365

val

Gln

Lys

Asn

cys

val

Phe

Lys

Lys

Lys

Lys

Ala

His
605

Ala

350

Pro

Glu

Leu

Lys

Leu

430

Met

val

Thr

Asp

His

510

Gln

Glu

cys

Lys

Pro

590

Cys

Lys

Gly

val

415

Gly

Pro

Leu

Glu

495

Ala

Thr

Gln

cys

Leu

575

Ala

Pro

Thr

Glu

Pro

Glu

400

Pro

Lys

Cys

His

ser

480

Thr

Asp

Leu

Pro

Leu



A-1850-WO-PCT_SL. txt

Gly Pro Gly Arg Cys Cys Arg Leu His Thr val Arg Ala Ser Leu Glu
610 615 620

Asp Leu Gly Trp Ala Asp Trp val Leu Ser Pro Arg Glu val Gln val

625 630 635 640

Thr Met Cys Ile Gly Ala Cys Pro Ser Gln Phe Arg Ala Ala Asn Met
645 650 655

His Ala GIn ITe Lys Thr Ser Leu His Arg Leu Lys Pro Asp Thr val

660 665 670
Pro Ala Pro Cys Cys val Pro Ala Ser Tyr Asn Pro Met val Leu Ile
675 680 685
Gln Lys Thr Asp Thr Gly val Ser Leu GIn Thr Tyr Asp Asp Leu Leu
690 695 700

Ala Lys Asp Cys His Cys Ile

705 710

<210> 119

<211> 11

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

peptide"

<400> 119

Gly Ser Ala Ala Gln Ala Ala GIn Gln Gly Ser

1 5 10

<210> 120

<211> 2127

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 120

gatgcacaca agagtgaggt tgctcatcga tttaaagatt tgggagaaga aaatttcaaa

gccttggtgt tgattgcctt tgctcagtat cttcagcagt gtccatttga agatcatgta

aaattagtga atgaagtaac tgaatttgca aaaacatgtg ttgctgatga gtcagctgaa

aattgtgaca aatcacttca tacccttttt ggagacaaat tatgcacagt tgcaactctt

cgtgaaacct atggtgaaat ggctgactgc tgtgcaaaac aagaacctga gagaaatgaa

tgcttcttgc aacacaaaga tgacaaccca aacctccccc gattggtgag accagaggtt

gatgtgatgt gcactgcttt tcatgacaat gaagagacat ttttgaaaaa atacttatat

Page 112

60
120
180
240
300
360
420



gaaattgcca
tataaagctg
aagctcgatg
gccagtctcc
cagagatttc
gtccacacgg
gccaagtata
aaacctctgt
gacttgcctt
gaggcaaagg
tactctgtcg
tgtgccgcetg
gtggaagagc
tacaaattcc
ccaactcttg
cctgaagcaa
tgtgtgttgc
ttggtgaaca
gagtttaatg
agacaaatca
aaagagcaac
gctgacgata
gccgcecttag
gaccactgtc
gaagacctgg
atcggcgegt
ctgcaccgcc
cccatggtgce
ttagccaaag
<210>
<211>
<212>
<213>
<220>

<221>
<223>

121
708
PRT

gaagacatcc
cttttacaga
aacttcggga
aaaaatttgg
ccaaagctga
aatgctgcca
tctgtgaaaa
tggaaaaatc
cattagctgc
atgtcttcct
tgctgctgct
cagatcctca
ctcagaattt
agaatgcgct
tagaggtctc
aaagaatgcc
atgagaaaac
ggcgaccatg
ctgaaacatt
agaaacaaac
tgaaagctgt
aggagacctg
gcttaggatc
cgctcgggcec
gctgggecga
gcccgagceca
tgaagcccga
tcattcaaaa

actgccactg

source o o _
/note="Description of Artificial Sequence: Synthetic

A-1850-WO-PCT_SL. txt

ttacttttat
atgttgccaa
tgaagggaag
agaaagagct
gtttgcagaa
tggagatctg
tcaagattcg
ccactgcatt
tgattttgtt
gggcatgttt
gagacttgcc
tgaatgctat
aatcaaacaa
attagttcgt
aagaaaccta
ctgtgcagaa
gccagtaagt
cttttcagct
caccttccat
tgcacttgtt
tatggatgat
ctttgccgag
cgccgctcag
cgggcgttgce
ttgggtgctg
gttccgggcg
cacggtgcca
gaccgacacc

catatga

Artificial Sequence

gccccggaac
gctgctgata
gcttcgtctg
ttcaaagcat
gtttccaagt
cttgaatgtg
atctccagta
gccgaagtgg
gaaagtaagg
ttgtatgaat
aagacatatg
gccaaagtgt
aattgtgagc
tacaccaaga
ggaaaagtgg
gactatctat
gacagagtca
ctggaagtcg
gcagatatat
gagctcgtga
ttcgcagett
gagggtaaaa
gctgcacagce
tgccgtctge
tcgccacggg
gcaaacatgc
gcgcectgcet

ggggtgtcgc

Page 113

tccttttctt
aagctgcctg
ccaaacagag
gggcagtagc
tagtgacaga
ctgatgacag
aactgaagga
aaaatgatga
atgtttgcaa
atgcaagaag
aaaccactct
tcgatgaatt
tttttgagca
aagtacccca
gcagcaaatg
ccgtggtect
ccaaatgctg
atgaaacata
gcacactttc
aacacaagcc
ttgtagagaa
aacttgttgc
aaggaagcgc
acacggtccg
aggtgcaagt
acgcgcagat
gcgtgcccgce

tccagaccta

tgctaaaagg
cctgttgeca
actcaagtgt
tcgcctgage
tcttaccaaa
ggcggacctt
atgctgtgaa
gatgcctgct
aaactatgct
gcatcctgat
agagaagtgc
taaacctctt
gcttggagag
agtgtcaact
ttgtaaacat
gaaccagtta
cacagaatcc
cgttcccaaa
tgagaaggag
caaggcaaca
gtgctgcaag
ggccagtcag
gcgcaacgga
cgcgtcgetg
gaccatgtgc
caagacgagc
cagctacaat

tgatgacttg

480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2127



Glu

Gln

Phe

ser

65

Arg

Glu

Pro

Asp

Tyr

cys

Ser

Arg

Arg

polypeptide"

<400> 121
Asp Ala His Lys Ser
1 5

Asn

cys

Ala

50

Leu

Glu

Arg

Arg

Asn

130

His

Lys

Leu

Ala

Ala

210

Ala

His

Ala

Phe

Pro

35

Lys

Thr

Asn

Leu

115

Glu

Pro

Ala

Leu

Glu

Thr

Asp

Thr

Thr

Tyr

Glu

100

val

Glu

Tyr

Ala

Pro

180

Gln

Lys

Phe

Glu

Leu

Ala

Glu

cys

Leu

Gly

85

cys

Arg

Thr

Phe

Phe

165

Lys

Arg

Ala

Ala

cys

245

Ala

Leu

Asp

val

Phe

70

Glu

Phe

Pro

Phe

Tyr

150

Thr

Leu

Leu

Trp

Glu

230

cys

Lys

val

val

His

Ala

55

Gly

Met

Leu

Glu

Leu

135

Ala

Glu

Asp

Lys

Ala

215

val

His

Tyr

A-1850-WO-PCT_SL. txt

Ala His Arg

Leu

val

40

Asp

Asp

Ala

Gln

val

120

Lys

Pro

cys

Glu

Cys

200

val

Ser

Gly

Ile

Ile

25

Lys

Glu

Lys

Asp

His

105

Asp

Lys

Glu

cys

Leu

185

Ala

Ala

Lys

Asp

cys

10

Ala

Leu

Ser

Leu

Cys

Lys

val

Tyr

Leu

Gln

170

Arg

Ser

Arg

Leu

Leu
250

Phe

Phe

val

Ala

Cys

cys

Asp

Met

Leu

Leu

155

Ala

Asp

Leu

Leu

val

235

Leu

Lys

Ala

Asn

Glu

60

Thr

Ala

Asp

Cys

Tyr

140

Phe

Ala

Glu

Gln

Ser

220

Thr

Glu

Glu Asn Gln
Page 114

Asp

Gln

Glu

45

Asn

val

Lys

Asn

Thr

125

Glu

Phe

Asp

Gly

Asp

cys

Asp

Leu

Tyr

30

val

cys

Ala

Gln

Pro

110

Ala

Ile

Ala

Lys

Lys

Phe

Arg

Leu

Ala

Ser

Gly

15

Leu

Thr

Asp

Thr

Glu

95

Asn

Phe

Ala

Lys

Ala

175

Ala

Gly

Phe

Thr

Asp

Ile

Gln

Glu

Lys

Leu

80

Pro

Leu

His

Arg

Arg

160

Ser

Pro

Lys

Asp

Ser



Ser

Cys

Leu

305

Glu

Arg

Tyr

Cys

Gln

385

Tyr

Gln

val

Ala

Glu

465

Leu

Tyr

Ile

Leu

Lys
Ile
290

Ala

Ala

Glu

Tyr

370

Asn

Lys

val

Gly

Glu

450

Lys

val

val

cys

val

Leu

275

Ala

Ala

Lys

Pro

Thr

355

Ala

Leu

Phe

Ser

ser

435

Asp

Thr

Asn

Pro

Thr

515

Glu

260

Lys

Glu

Asp

Asp

340

Thr

Lys

Ile

Gln

Thr

420

Lys

Tyr

Pro

Arg

Leu

Glu

val

Phe

val

325

Tyr

Leu

val

Lys

Asn

405

Pro

cys

Leu

val

Arg

Glu

Ser

val

Cys

Glu

val

310

Phe

Ser

Glu

Phe

Gln

390

Ala

Thr

cys

Ser

Ser

470

Pro

Phe

Lys

Cys

Asn

295

Glu

Leu

val

Lys

Asp

375

Asn

Leu

Leu

Lys

val

455

Asp

Cys

Asn

Lys

His

A-1850-WO-PCT_SL. txt

Glu

280

Asp

Ser

Gly

val

Cys

360

Glu

Cys

Leu

val

His

440

val

Arg

Phe

Ala

Glu

520

Lys

265

Lys

Glu

Lys

Met

Leu

345

cys

Phe

Glu

val

Glu

425

Pro

Leu

val

Ser

Glu

505

Arg

Pro

Pro Leu

Met Pro

Asp val

315

Phe Leu

330

Leu Leu

Ala Ala

Lys Pro

Leu Phe

395

Arg Tyr

val Ser

Glu Ala

Asn Gln

Thr Lys

Ala Leu

490

Thr Phe

Gln Ile

Lys Ala
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Leu

Ala

300

Cys

Tyr

Arg

Ala

Leu

380

Glu

Thr

Arg

Lys

Leu

460

Cys

Glu

Thr

Lys

Thr

Glu

285

Asp

Lys

Glu

Leu

365

val

Gln

Lys

Asn

Cys

val

Phe

Lys

Lys

270

Lys

Leu

Asn

Tyr

Ala

350

Pro

Glu

Leu

Lys

Leu

430

Met

val

Thr

Asp

His

510

Gln

Glu

Ser

Pro

Tyr

Ala

335

Lys

Gly

val

415

Gly

Pro

Leu

Glu
495
Ala

Thr

Gln

His

Ser

Ala

320

Arg

Thr

Glu

Pro

Glu

400

Pro

Lys

cys

His

ser

480

Thr

Asp

Leu



Ala

Gln

Arg

Ile

cys

Asp

cys
705

530

Ala

Asp

Ala

Gln

cys

610

Ala

Gly

Lys

cys

Thr
690

<210> 12
<211> 18

<212>
<213>

<220>

<221>
<223>

1

Gly

val

Asp

Ser

Asp

Ala

Thr

val

675

Gly

cys

2

PRT_ L.
Artificial Sequence

source o o _
/note="Description of Artificial Sequence: Synthetic

Met

Lys

Gln

580

Ser

Arg

Trp

cys

Ser

660

Pro

val

Ile

peptide"

<400> 12
Gly Ser Ala Ala Gln Ala Ala GIn Gln Ala Ala GIn Ala Ala GIln GIn

Ser

2

<210> 123
<211> 2148

Asp

Glu

565

Ala

Ala

Leu

val

Pro

645

Leu

Ala

Ser

5

550

Thr

Ala

Arg

Leu

630

Ser

His

Ser

Leu

535

Phe

Cys

Leu

Asn

Thr

615

Ser

Gln

Arg

Tyr

Gln
695

A-1850-WO-PCT_SL. txt

Ala Ala Phe

Phe

Gly

Gly

val

Pro

Phe

Leu

Asn

680

Thr

Ala

Leu

585

Asp

Arg

Arg

Arg

Tyr

Glu

570

Gly

His

Ala

Glu

Ala

650

Pro

Met

Asp

10

val

555

Glu

Ser

cys

Ser

val

635

Ala

Asp

val

Asp

540

Glu

Gly

Ala

Pro

Leu

620

Gln

Asn

Thr

Leu

Leu
700

Page 116

Lys

Lys

Ala

Leu

605

Glu

val

Met

val

Ile

685

Leu

cys

Lys

Gln

590

Gly

Asp

Thr

His

Pro

670

Gln

Ala

cys

Leu

575

Ala

Pro

Leu

Met

Ala

655

Ala

Lys

Lys

15

Gly

Gly

cys

640

Gln

Pro

Thr

Asp



<212>
<213>

<220>
<221>
<223>

DNA

source o o _
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 123
gatgcacaca

gccttggtgt
aaattagtga
aattgtgaca
cgtgaaacct
tgcttcttge
gatgtgatgt
gaaattgcca
tataaagctg
aagctcgatg
gccagtctcc
cagagatttc
gtccacacgg
gccaagtata
aaacctctgt
gacttgcctt
gaggcaaagg
tactctgtcg
tgtgccgctg
gtggaagagc
tacaaattcc
ccaactcttg
cctgaagcaa
tgtgtgttgc
ttggtgaaca
gagtttaatg
agacaaatca
aaagagcaac
gctgacgata

gccgecttag

agagtgaggt
tgattgcctt
atgaagtaac
aatcacttca
atggtgaaat
aacacaaaga
gcactgcttt
gaagacatcc
cttttacaga
aacttcggga
aaaaatttgg
ccaaagctga
aatgctgcca
tctgtgaaaa
tggaaaaatc
cattagctgc
atgtcttcct
tgctgctgct
cagatcctca
ctcagaattt
agaatgcgct
tagaggtctc
aaagaatgcc
atgagaaaac
ggcgaccatg
ctgaaacatt
agaaacaaac
tgaaagctgt
aggagacctg

gcttaggatc

A-1850-WO-PCT_SL. txt

Artificial Sequence

tgctcatcga tttaaagatt tgggagaaga

tgctcagtat
tgaatttgca
tacccttttt
ggctgactgc
tgacaaccca
tcatgacaat
ttacttttat
atgttgccaa
tgaagggaag
agaaagagct
gtttgcagaa
tggagatctg
tcaagattcg
ccactgcatt
tgattttgtt
gggcatgttt
gagacttgcc
tgaatgctat
aatcaaacaa
attagttcgt
aagaaaccta
ctgtgcagaa
gccagtaagt
cttttcagct
caccttccat
tgcacttgtt
tatggatgat
ctttgccgag

cgccgcetcag

cttcagcagt
aaaacatgtg
ggagacaaat
tgtgcaaaac
aacctccccc
gaagagacat
gccccggaac
gctgctgata
gcttcgtctg
ttcaaagcat
gtttccaagt
cttgaatgtg
atctccagta
gccgaagtgg
gaaagtaagg
ttgtatgaat
aagacatatg
gccaaagtgt
aattgtgagc
tacaccaaga
ggaaaagtgg
gactatctat
gacagagtca
ctggaagtcg
gcagatatat
gagctcgtga
ttcgcagett
gagggtaaaa

gctgcacagc
Page 117

gtccatttga
ttgctgatga
tatgcacagt
aagaacctga
gattggtgag
ttttgaaaaa
tccttttctt
aagctgcctg
ccaaacagag
gggcagtagc
tagtgacaga
ctgatgacag
aactgaagga
aaaatgatga
atgtttgcaa
atgcaagaag
aaaccactct
tcgatgaatt
tttttgagca
aagtacccca
gcagcaaatg
ccgtggtect
ccaaatgctg
atgaaacata
gcacactttc
aacacaagcc
ttgtagagaa
aacttgttgc

aagcagccca

aaatttcaaa
agatcatgta
gtcagctgaa
tgcaactctt
gagaaatgaa
accagaggtt
atacttatat
tgctaaaagg
cctgttgcca
actcaagtgt
tcgcctgagce
tcttaccaaa
ggcggacctt
atgctgtgaa
gatgcctgct
aaactatgct
gcatcctgat
agagaagtgc
taaacctctt
gcttggagag
agtgtcaact
ttgtaaacat
gaaccagtta
cacagaatcc
cgttcccaaa
tgagaaggag
caaggcaaca
gtgctgcaag
ggccagtcag

agcagctcag

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800



cagggaagcg

cacacggtcc

gaggtgcaag

cacgcgcaga

tgcgtgcccg

ctccagacct

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

124
715
PRT
Artificial Sequence

source o
/note="Description of

cgcgcaacgg
gcgcgtcgcet
tgaccatgtg
tcaagacgag
ccagctacaa

atgatgactt

polypeptide"

124

Asp Ala His Lys Ser Glu val
1 5

Glu

Gln

Phe

Ser

65

Arg

Glu

Pro

Asp

Arg

Tyr

Asn

cys

Ala

50

Leu

Glu

Arg

Arg

Asn

130

Lys

Phe

Pro

35

Lys

Thr

Asn

Leu

115

Pro

Ala

Lys

20

Phe

Thr

Thr

Tyr

Glu

100

val

Glu

Tyr

Ala

Ala

Glu

cys

Leu

Gly

85

Cys

Arg

Thr

Phe

Phe
165

Leu

Asp

val

Phe

70

Phe

Pro

Phe

Tyr

150

Thr

val

His

Ala

55

Gly

Met

Leu

Glu

Leu

135

Ala

Glu

A-1850-WO-PCT_SL. txt

ggaagacctg
catcggcgeg
cctgcaccgc
tcccatggtg

gttagccaaa

Artificial Sequence:

ggctgggcecg
tgcccgagcec
ctgaagcccg
ctcattcaaa

gactgccact

agaccactgt ccgctcgggc

Ala His Arg

Leu

val

40

Asp

Asp

Ala

Gln

val

120

Lys

Pro

Cys

Ile

25

Lys

Glu

Lys

Asp

His

105

Asp

Lys

Glu

Cys

Ala

Leu

Ser

Leu

Lys

val

Tyr

Leu

Gln
170

Phe Lys

Phe Ala

val Asn

Ala Glu

60

Cys Thr

Cys Ala

Asp Asp

Met Cys

Leu Tyr

140

Leu Phe
155

Ala Ala

Page 118

ccgggegttg
attgggtgct
agttccgggc
acacggtgcc
agaccgacac

gcatatga

Synthetic

Asp

Gln

Glu

45

Asn

val

Lys

Asn

Thr

125

Glu

Phe

Asp

Leu

Tyr

30

val

Cys

Ala

Gln

Pro

110

Ala

Ile

Ala

Lys

Gly

15

Leu

Thr

Asp

Thr

Glu

95

Asn

Phe

Ala

Lys

Ala
175

ctgccgtctg
gtcgccacgg
ggcaaacatg
agcgccctgce

cggggtgtcg

Glu

Gln

Lys

Leu

80

Pro

Leu

His

Arg

1860
1920
1980
2040
2100
2148



cys

Ser

Arg

Arg

Ser

cys

Leu

305

Glu

Arg

Tyr

cys

Gln

385

Tyr

Gln

val

Leu

Ala

Ala

210

Ala

Ala

Lys

Ile

290

Ala

Ala

Glu

Tyr

370

Asn

Lys

val

Gly

Leu

Glu

Thr

Asp

Leu

275

Ala

Ala

Lys

Pro

Thr

355

Ala

Leu

Phe

Ser

Ser
435

Pro

180

Gln

Lys

Phe

Glu

Leu

260

Lys

Glu

Asp

Asp

Asp

340

Thr

Lys

Ile

Gln

Thr

420

Lys

Lys

Arg

Ala

Ala

cys

245

Ala

Glu

val

Phe

val

325

Tyr

Leu

val

Lys

Asn

405

Pro

cys

Leu

Leu

Trp

Glu

230

cys

Lys

cys

Glu

val

310

Phe

Ser

Glu

Phe

Gln

390

Ala

Thr

cys

Asp

Lys

Ala

215

val

His

Tyr

Cys

Asn

295

Glu

Leu

val

Lys

Asp

375

Asn

Leu

Leu

Lys

A-1850-WO-PCT_SL. txt

Glu Leu Arg Asp Glu Gly Lys
185 190

cys

200

val

Ser

Gly

Ile

Glu

280

Asp

Ser

Gly

val

Cys

360

Glu

cys

Leu

val

His
440

Ala

Ala

Lys

Asp

265

Lys

Glu

Lys

Met

Leu

345

Cys

Phe

Glu

val

Glu

425

Pro

Ser

Arg

Leu

Leu

250

Glu

Pro

Met

Asp

Phe

330

Leu

Ala

Lys

Leu

Arg

val

Glu

Leu Gln

Leu Ser
220

val Thr
235

Leu Glu

Asn Gln

Leu Leu

Pro Ala

300

val Cys
315

Leu Tyr

Leu Arg

Ala Ala

Pro Leu

380

Phe Glu
395
Tyr Thr

Ser Arg

Ala Lys

Page 119

Lys

205

Gln

Asp

cys

Asp

Glu

285

Asp

Lys

Glu

Leu

Asp

365

val

Gln

Lys

Asn

Phe

Arg

Leu

Ala

Ser

270

Lys

Leu

Asn

Tyr

Ala

350

Pro

Glu

Leu

Lys

Leu

430

Met

Ala

Gly

Phe

Thr

255

Ile

Ser

Pro

Tyr

Ala

335

Lys

His

Glu

Gly

val

415

Gly

Pro

Ser

Glu

Pro

Lys

Asp

Ser

His

Ser

Ala

320

Arg

Thr

Pro

Glu

400

Pro

Lys

cys



Ala

Glu

465

Leu

Tyr

Ile

Leu

Ala

Gln

His

Ala

625

Glu

Ala

Pro

Met

705

Glu

450

Lys

val

val

Cys

val

530

Ala

Asp

Ala

Gln

Cys

610

Ser

val

Ala

Asp

val

690

Asp

Asp

Thr

Asn

Pro

Thr

515

val

Asp

Ser

Ala

595

Pro

Leu

Gln

Asn

Thr

675

Leu

Leu

Tyr

Pro

Arg

Leu

Met

Lys

Gln

580

Ala

Leu

Glu

val

Met

660

val

Ile

Leu

Leu

val

Ser

val

Asp

Glu

565

Ala

Gln

Gly

Asp

Thr

645

Pro

Gln

Ala

Ser

Ser

470

Pro

Phe

Glu

Lys

550

Thr

Ala

Ala

Pro

Leu

630

Met

Ala

Ala

Lys

Lys

val

455

Asp

Cys

Asn

Lys

His

535

Phe

Cys

Leu

Ala

Cys

Gln

Pro

Thr

695

Asp

A-1850-WO-PCT_SL. txt

val Leu Asn Gln Leu Cys
460

Arg

Phe

Ala

Glu

520

Lys

Ala

Phe

Gly

Gln

600

Arg

Trp

Ile

Ile

Cys

680

Asp

cys

val

Ser

Glu

505

Arg

Pro

Ala

Ala

Leu

585

Gln

cys

Ala

Gly

Cys

Thr

His

Thr

Ala

490

Thr

Gln

Lys

Phe

Glu

570

Gly

Gly

Cys

Asp

Ala

650

Thr

val

Gly

Cys

Phe

Ile

Ala

val

555

Glu

Ser

Ser

Arg

Trp

Cys

Ser

Pro

val

Ile
715

Cys

Glu

Thr

Lys

Thr

540

Glu

Gly

Ala

Ala

Leu

620

val

Pro

Leu

Ala

Ser
700

Page 120

Cys

val

Phe

Lys

Lys

Lys

Lys

Ala

Leu

Ser

Ser
685

Leu

val

Thr

Asp

His

510

Gln

Glu

Cys

Lys

Gln

590

Asn

Thr

Ser

Gln

Arg

Tyr

Gln

Leu

Glu

Glu

495

Ala

Thr

Gln

Cys

Leu

575

Ala

Gly

val

Pro

Phe

655

Leu

Asn

Thr

His

ser

480

Thr

Asp

Leu

Asp

Arg

Arg

Lys

Pro

Tyr



<210> 125
<211> 22

<212> PRT
<213>

<220>
<221>
<223>

source o o _
/note="Description of Artificial Sequence: Synthetic

peptide"

<400> 125

A-1850-WO-PCT_SL. txt

Artificial Sequence

%1y Gly Asn Ala Glu Ala Ala Ala Lys %gu Ala Ala Ala Lys Glu Ala

5

Ala Ala Lys éga Gly Gly

<210>
<211>
<212>
<213>

<220>
<221>
<223>

126
2175
DNA

source o o _
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 126
gatgcacaca

gccttggtgt
aaattagtga
aattgtgaca
cgtgaaacct
tgcttcttgce
gatgtgatgt
gaaattgcca
tataaagctg
aagctcgatg
gccagtctcc
cagagatttc
gtccacacgg
gccaagtata
aaacctctgt
gacttgcctt
gaggcaaagg
tactctgtcg

tgtgccgctg

agagtgaggt
tgattgcctt
atgaagtaac
aatcacttca
atggtgaaat
aacacaaaga
gcactgcttt
gaagacatcc
cttttacaga
aacttcggga
aaaaatttgg
ccaaagctga
aatgctgcca
tctgtgaaaa
tggaaaaatc
cattagctgc
atgtcttcct
tgctgctgct

cagatcctca

Artificial Sequence

tgctcatcga
tgctcagtat
tgaatttgca
tacccttttt
ggctgactgc
tgacaaccca
tcatgacaat
ttacttttat
atgttgccaa
tgaagggaag
agaaagagct
gtttgcagaa
tggagatctg
tcaagattcg
ccactgcatt
tgattttgtt
gggcatgttt
gagacttgcc

tgaatgctat

tttaaagatt
cttcagcagt
aaaacatgtg
ggagacaaat
tgtgcaaaac
aacctccccc
gaagagacat
gccccggaac
gctgctgata
gcttcgtctg
ttcaaagcat
gtttccaagt
cttgaatgtg
atctccagta
gccgaagtgg
gaaagtaagg
ttgtatgaat
aagacatatg

gccaaagtgt

tgggagaaga
gtccatttga
ttgctgatga
tatgcacagt
aagaacctga
gattggtgag
ttttgaaaaa
tccttttctt
aagctgcctg
ccaaacagag
gggcagtagc
tagtgacaga
ctgatgacag
aactgaagga
aaaatgatga
atgtttgcaa
atgcaagaag
aaaccactct

tcgatgaatt

Page 121

15

aaatttcaaa
agatcatgta
gtcagctgaa
tgcaactctt
gagaaatgaa
accagaggtt
atacttatat
tgctaaaagg
cctgttgcca
actcaagtgt
tcgcctgagce
tcttaccaaa
ggcggacctt
atgctgtgaa
gatgcctgct
aaactatgct
gcatcctgat
agagaagtgc

taaacctctt

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1080
1140



gtggaagagc
tacaaattcc
ccaactcttg
cctgaagcaa
tgtgtgttgc
ttggtgaaca
gagtttaatg
agacaaatca
aaagagcaac
gctgacgata
gccgcecttag
gccgcagcaa
ctcgggcececg
tgggccgatt
ccgagccagt
aagcccgaca
attcaaaaga
tgccactgca
<210>
<211>
<212>
<213>
<220>

<221>
<223>

127
724
PRT

ctcagaattt
agaatgcgct
tagaggtctc
aaagaatgcc
atgagaaaac
ggcgaccatg
ctgaaacatt
agaaacaaac
tgaaagctgt
aggagacctg
gcttaggagg
aagaggctgc
ggcgttgctg
gggtgctgtc
tccgggeggce
cggtgccagce
ccgacaccgg

tatga

source o
/note="Description of

polypeptide"

<400> 127

Asp Ala His Lys Ser
1 5

Glu Asn

Gln Cys
35

Phe Ala
50

Ser Leu
65

Phe Lys Ala

Pro Phe Glu

Lys Thr Cys

His Thr Leu

20

Glu val

Leu val

Asp His

val Ala

Phe Gly
70

A-1850-WO-PCT_SL. txt

aatcaaacaa aattgtgagc tttttgagca

attagttcgt
aagaaaccta
ctgtgcagaa
gccagtaagt
cttttcagct
caccttccat
tgcacttgtt
tatggatgat
ctttgccgag
caacgccgag
agctaaggcc
ccgtctgcac
gccacgggag
aaacatgcac
gccctgetgce

ggtgtcgctc

Artificial Sequence

Leu

val
40

Asp
55

Asp

Ala His Arg

Ile

25

Lys

Glu

Lys

tacaccaaga
ggaaaagtgg
gactatctat
gacagagtca
ctggaagtcg
gcagatatat
gagctcgtga
ttcgcagett
gagggtaaaa
gctgccgcta
ggaggagcgc
acggtccgceg
gtgcaagtga
gcgcagatca
gtgcccgeca

cagacctatg

Phe

Ala

Leu

Ala

Ser

Leu
75

Page 122

Phe Ala

val Asn

Cys Thr

aagtacccca
gcagcaaatg
ccgtggtect
ccaaatgctg
atgaaacata
gcacactttc
aacacaagcc
ttgtagagaa
aacttgttgc
aggaagccgc
gcaacggaga
cgtcgctgga
ccatgtgcat
agacgagcct
gctacaatcc

atgacttgtt

Lys

30

45

Glu
60

Asp Leu

Gln Tyr

Glu val

Asn Cys

val Ala

gcttggagag
agtgtcaact
ttgtaaacat
gaaccagtta
cacagaatcc
cgttcccaaa
tgagaaggag
caaggcaaca
gtgctgcaag
ggccagtcag
tgccaaggag
ccactgtccg
agacctgggc
cggcgcgtge
gcaccgcctg
catggtgctc

dagCCaaagac

Artificial Sequence: Synthetic

Gly Glu

15

Leu Gln

Thr
Asp

Lys

Thr Leu

80

1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2175



Arg

Glu

Pro

Asp

Arg

Tyr

Cys

Ser

Arg

Arg

Ser

cys

Leu

305

Glu

Arg

Glu

Arg

Arg

Asn

130

Lys

Leu

Ala

Ala

210

Ala

Ala

Lys

Ile

290

Ala

Ala

Thr

Asn

Leu

115

Glu

Pro

Ala

Leu

Glu

Thr

Asp

Leu

275

Ala

Ala

Lys

Pro

Tyr

Glu

100

val

Glu

Tyr

Ala

Pro

180

Gln

Lys

Phe

Glu

Leu

260

Lys

Glu

Asp

Asp

Asp
340

Gly

85

Cys

Arg

Thr

Phe

Phe

165

Lys

Arg

Ala

Ala

Cys

245

Ala

Glu

val

Phe

val

325

Tyr

Glu

Phe

Pro

Phe

Tyr

150

Thr

Leu

Leu

Trp

Glu

230

Cys

Lys

Cys

Glu

val

310

Phe

Ser

Met

Leu

Glu

Leu

135

Ala

Glu

Asp

Lys

Ala

215

val

His

Tyr

Cys

Asn

295

Glu

Leu

val

A-1850-WO-PCT_SL. txt

Ala Asp Cys Cys Ala Lys
90

Gln

val

120

Lys

Pro

Cys

Glu

Cys

200

val

Ser

Gly

Ile

Glu

280

Asp

Ser

Gly

val

His

105

Asp

Lys

Glu

Cys

Leu

185

Ala

Ala

Lys

Asp

265

Lys

Glu

Lys

Met

Leu
345

Lys

val

Tyr

Leu

Gln

170

Arg

Ser

Arg

Leu

Leu

250

Glu

Pro

Met

Asp

Phe

330

Leu

Asp

Met

Leu

Leu

155

Ala

Asp

Leu

Leu

val

235

Leu

Asn

Leu

Pro

val

315

Leu

Leu

Asp

Cys

Tyr

140

Phe

Ala

Glu

Gln

Ser

220

Thr

Glu

Gln

Leu

Ala

300

cys

Tyr

Arg

Page 123

Asn

Thr

125

Glu

Phe

Asp

Gly

Asp

cys

Asp

Glu

285

Asp

Lys

Glu

Leu

Gln

Pro

110

Ala

Ile

Ala

Lys

Lys

Phe

Arg

Leu

Ala

Ser

270

Lys

Leu

Asn

Tyr

Ala
350

Glu

95

Asn

Phe

Ala

Lys

Ala

175

Ala

Gly

Phe

Thr

255

Ile

Ser

Pro

Tyr

Ala

335

Lys

Pro

Leu

His

Arg

Ser

Glu

Pro

Lys

Asp

Ser

His

Ser

Ala

320

Arg

Thr



Tyr

cys

Gln

385

Tyr

Gln

val

Ala

Glu

465

Leu

Tyr

Ile

Leu

Ala

Ala

Lys

Glu

Tyr

370

Asn

Lys

val

Gly

Glu

450

Lys

val

val

Cys

val

530

Ala

Asp

Ala

Lys

Ala
610

Thr

355

Ala

Leu

Phe

Ser

ser

435

Asp

Thr

Asn

Pro

Thr

515

val

Asp

Ser

Glu

595

Gly

Thr

Lys

Ile

Gln

Thr

420

Lys

Tyr

Pro

Arg

Leu

Met

Lys

Gln

580

Ala

Gly

Leu

val

Lys

Asn

405

Pro

cys

Leu

val

Ser

val

Asp

Glu

565

Ala

Ala

Ala

Glu

Phe

Gln

390

Ala

Thr

cys

Ser

Ser

470

Pro

Phe

Glu

Lys

550

Thr

Ala

Ala

Arg

Lys

Asp

375

Asn

Leu

Leu

Lys

val

455

Asp

Cys

Asn

Lys

His

535

Phe

Cys

Leu

Lys

Asn
615

A-1850-WO-PCT_SL. txt

Cys Cys Ala Ala Ala Asp

360

Glu

Cys

Leu

val

His

440

val

Arg

Phe

Ala

Glu

520

Lys

Ala

Phe

Gly

Glu

600

Gly

Phe

Glu

val

Glu

425

Pro

Leu

val

Ser

Glu

505

Arg

Pro

Ala

Ala

Leu

585

Ala

Asp

Lys

Leu

Arg

val

Glu

Asn

Thr

Ala

490

Thr

Gln

Lys

Phe

Glu

570

Gly

Ala

His

Pro

Phe

395

Tyr

Ser

Ala

Gln

Phe

Ile

Ala

val

555

Glu

Gly

Ala

Cys

Leu

380

Glu

Thr

Arg

Lys

Leu

460

Cys

Glu

Thr

Lys

Thr

540

Glu

Gly

Asn

Lys

Pro
620

Page 124

365

val

Gln

Lys

Asn

Arg

cys

cys

val

Phe

Lys

Lys

Lys

Lys

Ala

Glu

605

Leu

Pro

Glu

Leu

Lys

Leu

430

Met

val

Thr

Asp

His

510

Gln

Glu

Cys

Lys

Glu

590

Ala

Gly

Glu

Gly

val

415

Gly

Pro

Leu

Glu

Glu

495

Ala

Thr

Gln

Cys

Leu

575

Ala

Ala

Pro

Glu

Pro

Glu

400

Pro

Lys

cys

His

ser

480

Thr

Asp

Leu

Gly



Arg

Trp

Ile

Ile

Cys

Cys

<210>
<211>
<212>
<213>

Cys

Ala

Gly

Lys

cys

690

Thr

<220>

<221>
<223>

<400>
%1y Gly Gly Gly Ser Gly Gly
5

Gly Gly Gly ggr Gly Gly Gly

<210>
<211>
<212>
<213>

Cys

Asp

Ala

Thr

675

val

Gly

Cys

128
30

PRT
Artificial Sequence

source o
/note="Description of

Arg

Trp

cys

660

Ser

Pro

val

Ile

Leu

val

645

Pro

Leu

Ser

polypeptide"

<220>

<221>
<223>

<400>

128

129
2184
DNA
Artificial Sequence

source o o
/note="Description of Artificial Sequence:

His
630

Leu

Ser

Ser

Leu
710

polynucleotide"

129

A-1850-WO-PCT_SL. txt

val Arg Ala Ser Leu Glu

Pro

Phe

Leu

680

Asn

Thr

Artificial Sequence:

Arg

Arg

Lys

Pro

Tyr

Glu

650

Ala

Pro

Met

Asp

Gln

Asn

Thr

Leu

700

Leu

Gly Gly ser Gly Gly
10

Gly ser Gly Gly Gly
25

val

Met

val

685

Ile

Leu

Asp

Thr

His

670

Pro

Gln

Ala

Leu Gly

Met Cys

655

Ala G1n

Ala Pro

Lys Thr

Lys Asp
720

Synthetic

Gly Gly Ser Gly
15

Gly

ser
30

Synthetic

gatgcacaca agagtgaggt tgctcatcga tttaaagatt tgggagaaga

gccttggtgt tgattgcctt tgctcagtat cttcagcagt gtccatttga

aaattagtga atgaagtaac tgaatttgca aaaacatgtg ttgctgatga

aattgtgaca aatcacttca tacccttttt ggagacaaat tatgcacagt

cgtgaaacct atggtgaaat ggctgactgc tgtgcaaaac aagaacctga

Page 125

aaatttcaaa
agatcatgta
gtcagctgaa
tgcaactctt

gagaaatgaa

60
120
180
240
300



tgcttcttge
gatgtgatgt
gaaattgcca
tataaagctg
aagctcgatg
gccagtctcc
cagagatttc
gtccacacgg
gccaagtata
aaacctctgt
gacttgcctt
gaggcaaagg
tactctgtcg
tgtgccgctg
gtggaagagc
tacaaattcc
ccaactcttg
cctgaagcaa
tgtgtgttgc
ttggtgaaca
gagtttaatg
agacaaatca
aaagagcaac
gctgacgata
gccgecttag
ggaggcggtg
cactgtccgce
gacctgggct
ggcgcegtgec
caccgcctga
atggtgctca
gccaaagact

<210> 130
<211> 777

aacacaaaga
gcactgcttt
gaagacatcc
cttttacaga
aacttcggga
aaaaatttgg
ccaaagctga
aatgctgcca
tctgtgaaaa
tggaaaaatc
cattagctgc
atgtcttcct
tgctgctgct
cagatcctca
ctcagaattt
agaatgcgct
tagaggtctc
aaagaatgcc
atgagaaaac
ggcgaccatg
ctgaaacatt
agaaacaaac
tgaaagctgt
aggagacctg
gcttaggagg
gaagcggagg
tcgggcccgg
gggccgattg
cgagccagtt
agcccgacac
ttcaaaagac

gccactgcat

A-1850-WO-PCT_SL. txt

tgacaaccca
tcatgacaat
ttacttttat
atgttgccaa
tgaagggaag
agaaagagct
gtttgcagaa
tggagatctg
tcaagattcg
ccactgcatt
tgattttgtt
gggcatgttt
gagacttgcc
tgaatgctat
aatcaaacaa
attagttcgt
aagaaaccta
ctgtgcagaa
gccagtaagt
cttttcagct
caccttccat
tgcacttgtt
tatggatgat
ctttgccgag
tggtggctct
tggtggatct
gcgttgctge
ggtgctgtcg
ccgggcggea
ggtgccagcg
cgacaccggg

atga

aacctccccc
gaagagacat
gccccggaac
gctgctgata
gcttcgtctg
ttcaaagcat
gtttccaagt
cttgaatgtg
atctccagta
gccgaagtgg
gaaagtaagg
ttgtatgaat
aagacatatg
gccaaagtgt
aattgtgagc
tacaccaaga
ggaaaagtgg
gactatctat
gacagagtca
ctggaagtcg
gcagatatat
gagctcgtga
ttcgcagett
gagggtaaaa
ggaggcggtg
ggaggcggtg
cgtctgcaca
ccacgggagg
aacatgcacg
ccctgetgeg

gtgtcgctcc

Page 126

gattggtgag
ttttgaaaaa
tccttttctt
aagctgcctg
ccaaacagag
gggcagtagc
tagtgacaga
ctgatgacag
aactgaagga
aaaatgatga
atgtttgcaa
atgcaagaag
aaaccactct
tcgatgaatt
tttttgagca
aagtacccca
gcagcaaatg
ccgtggtect
ccaaatgctg
atgaaacata
gcacactttc
aacacaagcc
ttgtagagaa
aacttgttgc
gaagcggagg
gaagcgcgceg
cggtccgegc
tgcaagtgac
cgcagatcaa
tgcccgcecag

agacctatga

accagaggtt
atacttatat
tgctaaaagg
cctgttgcca
actcaagtgt
tcgcctgagce
tcttaccaaa
ggcggacctt
atgctgtgaa
gatgcctgct
aaactatgct
gcatcctgat
agagaagtgc
taaacctctt
gcttggagag
agtgtcaact
ttgtaaacat
gaaccagtta
cacagaatcc
cgttcccaaa
tgagaaggag
caaggcaaca
gtgctgcaag
ggccagtcag
cggtggatcc
caacggagac
gtcgctggaa
catgtgcatc
gacgagcctg
ctacaatccc

tgacttgtta

360
420
480
540
600
660
720
780
840
900
960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2184



<212>
<213>

<220>

<221>
<223>

<400>

PRT
Artificial Sequence

source o
/note="Description of

polypeptide"

130

Asp Ala His Lys Ser
1 5

Glu

Gln

Phe

Gly

65

Leu

Thr

Asp

Thr

Glu

145

Asn

Phe

Ala

Lys

Ala
225

Asn

cys

Ala

50

Glu

Gln

Glu

Lys

Leu

130

Pro

Leu

Arg

Arg

Ala

Phe

Pro

35

Asp

Glu

Gln

Phe

Ser

115

Arg

Pro

Asp

Tyr

cys

Ala

Asn

cys

Ala

100

Leu

Glu

Arg

Arg

Asn

180

His

Lys

Leu

Ala

Glu

His

Phe

Pro

85

Lys

Thr

Asn

Leu

165

Glu

Pro

Ala

Leu

Glu

Leu

Asp

Lys

Thr

Thr

Tyr

Glu

150

val

Glu

Tyr

Ala

Pro
230

val

val

His

ser

55

Ala

Glu

Cys

Leu

Arg

Thr

Phe

Phe

215

Lys

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Ala His Arg Phe Lys
10

Leu

val

40

Glu

Leu

Asp

val

Phe

120

Glu

Phe

Pro

Phe

Tyr

200

Thr

Leu

Ile

25

Lys

val

val

His

Ala

105

Gly

Met

Leu

Glu

Leu

185

Ala

Glu

Asp

Ala

Leu

Ala

Leu

val

90

Asp

Asp

Ala

Gln

val

170

Lys

Pro

Cys

Glu

Phe

val

His

Ile

75

Lys

Glu

Lys

Asp

His

155

Asp

Lys

Glu

cys

Leu
235

Ala

Asn

Arg

60

Ala

Leu

Ser

Leu

Cys

140

Lys

val

Tyr

Leu

Gln

220

Arg

Page 127

Synthetic

Asp

Gln

Glu

45

Phe

Phe

val

Ala

Asp

Met

Leu

Leu

205

Ala

Asp

Leu

Tyr

30

val

Lys

Ala

Asn

Glu

110

Thr

Ala

Asp

cys

Tyr

190

Phe

Ala

Glu

Gly

15

Leu

Thr

Asp

Gln

Glu

95

Asn

val

Lys

Asn

Thr

175

Glu

Phe

Asp

Gly

Gln

Glu

Leu

Tyr

80

val

cys

Gln

Pro
160

Ile

Lys

Lys



Ala

Phe

Thr

305

Ile

Ser

Pro

Tyr

Ala

385

Lys

His

Glu

val
465

Gly

Pro

Ser

Glu

Pro

Lys

Asp

Ser

Ser

Ala

370

Arg

Thr

Glu

Pro

Glu

450

Pro

Lys

Cys

Ser

Arg

Lys

val

Arg

Ser

Cys

Leu

355

Glu

Arg

Tyr

Cys

Gln

435

Tyr

Gln

val

Ala

Ala

Ala

260

Ala

His

Ala

Lys

Ile

340

Ala

Ala

His

Glu

Tyr

420

Asn

Lys

val

Gly

Glu
500

Lys

Phe

Glu

Thr

Asp

Leu

325

Ala

Ala

Lys

Pro

Thr

405

Ala

Leu

Phe

Ser

Ser

485

Asp

Gln

Lys

Phe

Glu

Leu

310

Lys

Glu

Asp

Asp

Asp

390

Thr

Lys

Ile

Gln

Thr

470

Lys

Tyr

Arg

Ala

Ala

Cys

295

Ala

Glu

val

Phe

val

375

Tyr

Leu

val

Lys

Asn

455

Pro

Cys

Leu

A-1850-WO-PCT_SL. txt

Leu Lys Cys Ala Ser Leu
250

Trp

Glu

280

Cys

Lys

Cys

Glu

val

360

Phe

Ser

Glu

Phe

Gln

440

Ala

Thr

Cys

Ser

Ala

265

val

His

Tyr

Cys

Asn

345

Glu

Leu

val

Lys

Asp

Asn

Leu

Leu

Lys

val
505

val

Ser

Gly

Ile

Glu

330

Asp

Ser

Gly

val

Cys

Glu

Cys

Leu

val

His

490

val

Ala Arg

Lys Leu

Asp Leu

300

Cys Glu

Lys Pro

Glu Met

Lys Asp

Met Phe

380

Leu Leu

395

Cys Ala

Phe Lys

Glu Leu

val Arg

Glu val

475

Pro Glu

Leu Asn

Page 128

Leu

val

285

Leu

Asn

Leu

Pro

val

365

Leu

Leu

Ala

Pro

Phe

445

Tyr

Ser

Ala

Gln

Gln

Ser

270

Thr

Glu

Gln

Leu

Ala

350

cys

Tyr

Arg

Ala

Leu

430

Glu

Thr

Arg

Lys

Leu
510

Lys

Gln

Asp

Cys

Asp

Glu

335

Asp

Lys

Glu

Leu

Gln

Lys

Asn

Phe

Arg

Leu

ser

320

Lys

Leu

Asn

Tyr

Ala

400

Pro

Leu

Lys

Leu

480

Met

val



Leu

Glu

Glu

545

Ala

Thr

Gln

cys

Leu

625

Gly

Gly

Pro

Leu

Gln

705

Asn

Thr

Leu

Leu

ser

530

Thr

Asp

Ala

Leu

Lys

610

val

Gly

Gly

Leu

Glu

690

val

Met

val

Ile

Leu
770

Glu
515

Leu

Tyr

Leu

Ala

Gly

Gly

Asp

Thr

Pro

Gln
755

Ala

Lys

val

val

cys

val

580

Ala

Asp

Ala

Gly

Ser

660

Pro

Leu

Met

Ala

Ala

740

Lys

Lys

Thr

Asn

Pro

Thr

565

Glu

val

Asp

Ser

Ser

645

Gly

Gly

Gly

Cys

Gln

725

Pro

Thr

Asp

Pro

Arg

Leu

Met

Lys

Gln

630

Gly

Gly

Arg

Trp

Ile

710

cys

Asp

Cys

val

Ser

val

Asp

Glu

615

Ala

Gly

Gly

Cys

Ala

695

Gly

Lys

Cys

Thr

His
775

A-1850-WO-PCT_SL. txt

Ser Asp Arg val Thr Lys

520

Pro

Phe

Glu

Lys

Asp

600

Thr

Ala

Gly

Gly

Cys

680

Asp

Ala

Thr

val

Gly

Cys

cys

Asn

Lys

His

585

Phe

cys

Leu

Gly

ser

665

Arg

Trp

Cys

Ser

Pro

745

val

Phe

Ala

Glu

570

Lys

Ala

Phe

Gly

ser

650

Ala

Leu

val

Pro

Leu

730

Ala

Ser

Ser

Glu

555

Arg

Pro

Ala

Ala

Leu

635

Gly

Arg

Leu

ser

715

Ser

Leu

Ala

540

Thr

Gln

Lys

Phe

Glu

620

Gly

Gly

Asn

Thr

ser

700

Gln

Arg

Tyr

Gln

Page 129

525

Leu

Phe

Ile

Ala

val

605

Glu

Gly

Gly

Gly

val

685

Pro

Phe

Leu

Asn

Thr
765

cys

Glu

Thr

Lys

Thr

590

Glu

Gly

Gly

Gly

Asp

Arg

Arg

Arg

Lys

Pro

750

Tyr

cys

val

Phe

Lys

Lys

Lys

Gly

ser

655

Ala

Ala
Pro
735

Met

Asp

Thr

Asp

His

560

Gln

Glu

cys

Lys

sSer

640

Gly

cys

Ser

val

Ala

720

Asp

val

Asp



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

131
217
PRT
Artificial Sequence

source o
/note="Description of

polypeptide"

131

Ala Pro Glu Leu Leu Gly Gly
1 5

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Lys

Asp

Lys

Ser

Ser

ser
210

Asp

Asp

35

Gly

Gly

Trp

Pro

Glu

115

Asn

Thr

Lys

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Met

val

Tyr

Gly

val

Ser

Glu

150

Pro

val

Met

Ser

Ile

Glu

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro
215

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Pro Ser val Phe Leu

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Arg

25

Pro

Ala

val

Tyr

Thr

105

Leu

Cys

Ser

Lys

Ser

185

Ala

Lys

Thr

Glu

Lys

Ser

Pro

Leu

Asn

Ser

170

Arg

Leu

Pro

val

Thr

val

75

Cys

Ser

Pro

val

Asp

Trp

His

Glu

Lys

Lys

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Page 130

Synthetic

Phe Pro Pro

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His
205

Thr

30

Asn

Arg

val

Ser

Lys

Lys

Phe

Glu

Phe

Gly

Tyr

15

Cys

Trp

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Lys

val

Tyr

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>
Ala Pro Glu Leu Leu Gly Gly
5

1

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

132
216
PRT
Artificial Sequence

source o
/note="Description of

polypeptide"

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Asp

Ser

Ser

Ser
210

132

Asp

Asp

35

Gly

Gly

Trp

Pro

Glu

115

Asn

Thr

Asp

cys

195

Leu

<210> 133

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Met

val
Tyr

70

Gly

val

Ser

Glu

150

Pro

val

Met

Ser

Ile

Glu

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro
215

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

Leu

Cys

Ser

Asp

ser

185

Ala

val Phe Leu

10

Thr

Glu

Lys

Ser

Pro

Leu

Asn

sSer

170

Arg

Leu

Pro

val

Thr

val

75

cys

Ser

Pro

val

Asp

Trp

Glu

Lys

Lys

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Page 131

Synthetic

Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His
205

Pro

Thr

30

Asn

Arg

val

Ser

Lys

110

Glu

Phe

Glu

Phe

Gly

Tyr

Pro

15

Cys

Trp

Glu

Leu

Asn

95

Gly

Tyr

Asn

Phe

175

Asn

Thr

Lys

val

Tyr

Glu

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val

Gln



<211>
<212>
<213>

975
DNA

<220>
<221>
<223>

source o o _
/note="Description of Artificial Sequence: Synthetic

polynucTleotide"

<400> 133
gcacctgaac

ctcatgatct
cctgaggtca
c€cgcgggagg
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacgacacca
accgtggaca
gctctgcaca
ccgctegggce
ggctgggcecg
tgcccgagcec
ctgaagcccg
ctcattcaaa
gactgccact
<210>
<211>

<212>
<213>

134
325
PRT

<220>
<221>
<223>

tcctgggggg

cccggacccc
agttcaactg
agcagtacgg
tgaatggcaa
aaaccatctc
cccgggagga
ccagcgacat
cgcctcecegt
agagcaggtg
accactacac
ccgggegttg
attgggtgct
agttccgggc
acacggtgcc
agaccgacac

gcata

source o o _
/note="Description of Artificial Sequence: Synthetic

polypeptide"

<400> 134

A-1850-WO-PCT_SL. txt

Artificial Sequence

accgtcagtc
tgaggtcaca
gtacgtggac
gagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc
gcagcagggg
gcagaagagc
ctgccgtctg
gtcgccacgg
ggcaaacatg
agcgccctgce

cggggtgtcg

Artificial Sequence

ttcctcttcc
tgcgtggtag
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct
ctctccctgt
cacacggtcc
gaggtgcaag
cacgcgcaga
tgcgtgcccg

ctccagacct

ccccaaaacc
tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctccgt
ctccgggtgg
gcgcgtcget
tgaccatgtg
tcaagacgag
ccagctacaa

atgatgactt

caaggacacc
ccacgaagac
caagacaaag
cgtcctgcac
cctcccagec
ggtgtacacc
cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag
agaccactgt
ggaagacctg
catcggcgcg
cctgcaccgce
tcccatggtg

gttagccaaa

Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys
1 5 1 15

Pro Lys Asp Thr Leu Met ITe Ser Arg Thr Pro Glu val Thr Cys val
20 30

25

val val Asp val Ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr

35

40

Page 132

45

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
975



val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

Gly

Gly

Cys

Gln

Pro

Thr
305

Asp

50

Tyr

Asp

Leu

Arg

Lys

Asp

Asp

Ser

Ser

Ser

210

Arg

Trp

Ile

Ile

Cys

Asp

Gly

Gly

Trp

Pro

Glu

115

Asn

Thr

Asp

Cys

Ala

Gly

Lys

Cys

Thr

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Cys

Asp

Ala

260

Thr

val

Gly

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Arg

Cys

Ser

Pro

val

val

Tyr

Gly

val

Ser

Glu

150

Pro

val

Met

Ser

Leu

230

val

Pro

Leu

Ala

ser
310

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro

215

His

Leu

Ser

His

Ser

295

Leu

A-1850-WO-PCT_SL.txt
Asn Ala Lys Thr Lys Pro
60

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Thr

Ser

Gln

Tyr

Gln

val ser

Tyr Lys

Thr Ile

105

Leu Pro

Cys Leu

Ser Asn

Asp Ser

170

Ser Arg

185

Ala Leu

Gly Asp

val Arg

Pro Arg

Phe Arg

265

Leu Lys

Asn Pro

Thr Tyr

val

75

Cys

Ser

Pro

val

Asp

Trp

His

His

Ala

235

Glu

Ala

Pro

Met

Asp
315

Leu

Lys

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

220

Ser

val

Ala

Asp

val

300

Asp

Page 133

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His

205

Pro

Leu

Gln

Asn

Thr

285

Leu

Leu

Arg

val

Ser

Lys

Glu

Phe

Glu

Phe

Gly

Tyr

Leu

Glu

val

Met

270

val

Ile

Leu

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Gly

Asp

Thr

255

His

Pro

Gln

Ala

His
80

Lys

Met

Pro

Asn

160

Leu

val

Pro

Leu
240

Met



Asp Cys His Cys Ile

<210>
<211>
<212>
<213>

<220>
<221>
<223>

135
654
DNA

325

source o o _
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 135
gcacctgaac

ctcatgatct
cctgaggtca
ccgcgggagg
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacaagacca
accgtggaca
gctctgcaca
<210>
<211>
<212>
<213>
<220>

<221>
<223>

136
984
DNA

tcctgggggg

cccggacccc
agttcaactg
agcagtacgg
tgaatggcaa
aaaccatctc
cccggaagga
ccagcgacat
cgcctcccgt
agagcaggtg

accactacac

source o o _
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 136
gcacctgaac

ctcatgatct
cctgaggtca
ccgegggagg
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacgacacca

accgtggaca

tcectgggggg

cccggacccc
agttcaactg
agcagtacgg
tgaatggcaa
aaaccatctc
cccgggagga
ccagcgacat

cgcctceccgt

agagcaggtg

A-1850-WO-PCT_SL. txt

Artificial Sequence

accgtcagtc
tgaggtcaca
gtacgtggac
gagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctgaagtcc
gcagcagggg

gcagaagagc

Artificial Sequence

accgtcagtc
tgaggtcaca
gtacgtggac
gagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc

gcagcagggg

ttcctcttec
tgcgtggtag
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct

ctctccctgt

ttcctcttcc
tgcgtggtgg
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct

aacgtcttct
Page 134

ccccaaaacc
tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctccgt

ctccgggtaa

ccccaaaacc
tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta

catgctccgt

caaggacacc
ccacgaagac
caagacaaag
cgtcctgcac
cctcccagec
ggtgtacacc
cctggtcaaa
ggagaacaac
tagcaagctc
gatgcatgag

atga

caaggacacc
ccacgaagac
caagacaaag
cgtcctgcac
cctcccagec
ggtgtacacc
cctggtcaaa
ggagaacaac
tagcgacctc

gatgcatgag

60
120
180
240
300
360
420
480
540
600
654

60
120
180
240
300
360
420
480
540
600



gctctgcaca accactacac gcagaagagc ctctccctgt ctccgggtgc gcgcgacgga

gaccactgtc cgctcgggcc cgggcgttgc tgccgtctgc acacggtccg cgcgtcgetg

gaagacctgg gctgggccga ttgggtgctg tcgccacggg aggtgcaagt gaccatgtgc

atcggcgcgt gcccgagcca gttccgggcg gcaaacatgc acgcgcagat caagacgagc

ctgcaccgcc tgaagcccga cacggtgcca gcgccctgct gcgtgcccgc cagctacaat

cccatggtgc tcattcaaaa gaccgacacc ggggtgtcgc tccagaccta tgatgacttg

ttagccaaag actgccactg cata

<210> 137

<211> 328

<212> PRT

<213> Artificial Sequence

<220>

<221> source )

<223> /note="Description of Artificial Sequence: Synthetic

polypeptide"

<400> 137

Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys

1 5 10 15

Pro Lys Asp Thr Leu Met ITe Ser Arg Thr Pro Glu val Thr Cys val

20 25 30
val val Asp val Ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr
35 40 45
val Asp Gly val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu
50 55 60

Gln Tyr Gly Ser Thr Tyr Arg val val Ser val Leu Thr val Leu His

65 70 75 80

Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys
85 90 95

Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln

100 105 110
Pro Arg Glu Pro GIn val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met
115 120 125
Thr Lys Asn Gln val Ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro
130 135 140

Ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn

145 150 155 160

Tyr Asp Thr Thr Pro Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu

A-1850-WO-PCT_SL. txt

Page 135

660
720
780
840
900
960
984



Tyr

Phe

Lys

Leu

225

Glu

val

Met

val

Ile

305

Leu

<210>
<211>
<212>
<213>

Ser

Ser

Ser

210

Gly

Asp

Thr

His

Pro

290

Gln

Ala

<220>

<221>
<223>

<400>
gcacctgaac tcctgggggg

Asp

cys

195

Leu

Pro

Leu

Met

Ala

275

Ala

Lys

Lys

138
996
DNA
Artificial Sequence

source o o _
/note="Description of Artificial Sequence: Synthetic

Leu

180

Ser

Ser

Gly

Gly

cys

260

Gln

Pro

Thr

Asp

165

Thr

val

Leu

Arg

Trp

Ile

Ile

cys

Asp

cys
325

val

Met

Ser

cys

230

Ala

Gly

Lys

cys

Thr

310

His

polynucTleotide™

138

ctcatgatct

cctgaggtca

ccgcgggagg
caggactggc

cccatcgaga

ctgcccccat

cccggacccc
agttcaactg
agcagtacgg
tgaatggcaa

aaaccatctc

cccgggagga

Asp

His

Pro

215

Cys

Asp

Ala

Thr

val

295

Gly

Cys

A-1850-WO-PCT_SL. txt

Lys

Glu

200

Gly

Arg

Trp

cys

Ser

280

Pro

val

Ile

accgtcagtc
tgaggtcaca
gtacgtggac
gagcacgtac
ggagtacaag
caaagccaaa

gatgaccaag

170

Ser Arg
185

Trp

Ala Leu His

Ala Arg Asp

Thr
235

Leu His

val Leu Ser

250

Pro Ser Gln

265

Leu His Arg

Ala Ser Tyr

Gln
315

Ser Leu

ttcctcttcc
tgcgtggtag
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc

aaccaggtca

GIn GIn Gly

His
205

Asn Tyr

Gly Asp

val Arg Ala

Pro Arg Glu

Ala
270

Phe Arg

Leu

Pro

Asn
300

Met

Thr Tyr Asp

ccccaaaacc
tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca

gcctgacctg

Page 136

175

Asn val

Thr Gln

Cys Pro

Ser Leu

240

val Gln

255

Ala Asn

Asp Thr
val

Leu

Leu
320

Asp

caaggacacc
ccacgaagac
caagacaaag
cgtcctgcac
cctcccagcec
ggtgtacacc

cctggtcaaa

60
120
180
240
300
360
420



A-1850-WO-PCT_SL. txt

ggcttctatc ccagcgacat cgccgtggag tgggagagca atgggcagcc

tacgacacca cgcctcccgt gctggactcc gacggctcct tcttcctcta

accgtggaca agagcaggtg gcagcagggg aacgtcttct catgctccgt

gctctgcaca accactacac gcagaagagc ctctccctgt ctccgggtgg

gcgcgcgacg gagaccactg tccgctcggg cccgggcgtt gctgccgtct

cgcgcgtcge tggaagacct gggctgggcec gattgggtgc tgtcgccacg

gtgaccatgt gcatcggcgc gtgcccgagc cagttccggg cggcaaacat

atcaagacga gcctgcaccg cctgaagccc gacacggtgc cagcgcecctg

gccagctaca atcccatggt gctcattcaa aagaccgaca ccggggtgtc

tatgatgact tgttagccaa agactgccac tgcata

<210> 139

<211> 332

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthe

polypeptide"

<400> 139

Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro

1 10

Pro Lys Asp Thr Leu Met ITe Ser Arg Thr Pro Glu val Thr
20 25 30

val val Asp val Ser His Glu Asp Pro Glu val Lys Phe Asn

35 40 45
val Asp Gly val Glu val His Asn Ala Lys Thr Lys Pro Arg
50 55 60

Gln Tyr Gly Ser Thr Tyr Arg val val Ser val Leu Thr val

65 70 75

Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser

85 90

Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys
100 105 110

Pro Arg Glu Pro GIn val Tyr Thr Leu Pro Pro Ser Arg Glu

115 120 125
Thr Lys Asn Gln val Ser Leu Thr Cys Leu Vval Lys Gly Phe
130 135 140

Page 137

ggagaacaac
tagcgacctc
gatgcatgag
aggtggtgga
gcacacggtc
ggaggtgcaa
gcacgcgcag
ctgcgtgccc

gctccagacc

tic

Pro
15

Lys
Cys val
Trp Tyr

Glu

His
80

Leu

Asn
95

Lys
Gly GlIn
Glu

Met

Tyr Pro

480
540
600
660
720
780
840
900
960
996



Ser

145

Tyr

Tyr

Phe

Lys

Asp

Arg

Arg

Arg

Lys

Pro
305

Asp

Asp

Ser

Ser

Ser

210

His

Ala

Glu

Ala

Pro

290

Met

Thr

Asp

Cys

Ser

val

Ala

275

Asp

val

Tyr Asp Asp

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>
Ala Pro Glu Leu Leu Gly Gly
5

1

140
217
PRT
Artificial Sequence

source o
/note="Description of

Ala

Thr

Leu

180

Ser

Ser

Pro

Leu

Gln

260

Asn

Thr

Leu

Leu

val

Pro

165

Thr

val

Leu

Leu

Glu

245

val

Met

val

Ile

Leu
325

polypeptide"

140

Glu

150

Pro

val

Met

Ser

Gly

Asp

Thr

Pro

Gln
310

Ala

Trp

val

Asp

His

Pro

215

Pro

Leu

Met

Ala

Ala

295

Lys

Lys

Pro Lys Asp Thr Leu Met Ile
20

val val Asp val Ser His Glu

A-1850-WO-PCT_SL.txt
Glu Ser Asn Gly Gln Pro

Leu

Lys

Glu

200

Gly

Gly

Gly

Cys

Gln

280

Pro

Thr

Asp

Artificial Sequence:

Asp

Ser

185

Ala

Gly

Arg

Trp

Ile

265

Cys

Asp

Cys

Ser

170

Arg

Leu

Gly

Cys

Ala

250

Gly

Lys

Cys

Thr

His
330

155

Asp

Trp

His

Gly

Cys

235

Asp

Ala

Thr

val

Gly

Cys

Gly

Gln

Asn

Gly

Arg

Trp

Cys

Ser

Pro

300

val

Ser

Gln

His

205

Ala

Leu

val

Pro

Leu

285

Ala

Ser

Glu

Phe

Gly

Tyr

Arg

His

Leu

Ser

270

His

Ser

Leu

Asn

Phe

175

Asn

Thr

Asp

Thr

Ser

255

Gln

Arg

Tyr

Gln

Synthetic

Asn
160

Leu

val

Gly

val

240

Pro

Phe

Leu

Asn

Thr
320

Pro Ser val Phe Leu Phe Pro Pro Lys

Ser Arg Thr Pro Glu val T
3

25

10

15

hr Cys val
0

Asp Pro Glu val Lys Phe Asn Trp Tyr
Page 138



val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

<210>
<211>
<212>
<213>

Asp

50

Tyr

Asp

Leu

Arg

Asp

Lys

Ser

Ser

Ser
210

<220>

<221>
<223>

<400>
Ala Pro Glu Leu Leu Gly Gly
5

1

35

Gly

Gly

Trp

Pro

Glu

115

Asn

Ile

Thr

Lys

cys

195

Leu

141
216
PRT
Artificial Sequence

source o
/note="Description of

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

polypeptide"

141

val

Tyr

70

Gly

Ile

val

Ser

Glu

150

Pro

val

Met

Ser

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro
215

Pro Lys Asp Thr Leu Met Ile
20

val val Asp val Ser His Glu

35

A-1850-WO-PCT_SL. txt

40

Asn Ala Lys

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Artificial Sequence:

val

Tyr

Thr

105

Leu

cys

Ser

Lys

ser

185

Ala

Lys

Ser

Pro

Leu

Asn

ser

170

Arg

Leu

Thr

val

75

Cys

sSer

Pro

val

Asp

Trp

His

Lys

Leu

Lys

Lys

Cys

Lys

140

Gln

Gly

Gln

Asn

Pro Ser val Phe Leu

10

Ser Arg Thr Pro Glu
25

Asp Pro Glu val Lys

40

Page 139

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His
205

Arg

val

Ser

Lys

110

Lys

Phe

Glu

Phe

Gly

Tyr

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Synthetic

Glu

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val

Gln

Phe Pro Pro Lys

15

val Thr cys val
30

Phe Asn Trp Tyr

45



val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

<210>
<211>
<212>
<213>

Asp

50

Tyr

Asp

Leu

Arg

Asp

Asp

Ser

Ser

ser
210

<220>

<221>
<223>

<400>

Gly

Gly

Trp

Pro

Glu

115

Asn

Thr

Asp

142
975
DNA
Artificial Sequence

source o o _
/note="Description of Artificial Sequence: Synthetic

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

A-1850-WO-PCT_SL. txt

val His Asn Ala Lys Thr Lys Pro Arg Glu Glu
55 60

Tyr Arg val val Ser val Leu Thr val Leu His
70 75 80

Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys

ITe Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln
105 110

val Cys Thr Leu Pro Pro Ser Arg Glu Glu Met
120 125

Ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro
135 140

Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn
150 155 160

Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu
170 175

val Asp Lys Ser Arg Trp GIn Gln Gly Asn val
185 190

Met His Glu Ala Leu His Asn His Tyr Thr Gln
200 205

Ser Pro Gly
215

polynucTleotide"

142

gcacctgaac tcctgggggg accgtcagtc ttcctcttcc ccccaaaacc caaggacacc

ctcatgatct

cctgaggtca

ccgcgggagg
caggactggc

cccatcgaga

cccggacccc tgaggtcaca tgcgtggtgg tggacgtgag ccacgaagac
agttcaactg gtacgtggac ggcgtggagg tgcataatgc caagacaaag
agcagtacgg cagcacgtac cgtgtggtca gcgtcctcac cgtcctgcac
tgaatggcaa ggagtacaag tgcaaggtct ccaacaaagc cctcccagcc

aaaccatctc caaagccaaa gggcagcccc gagaaccaca ggtgtgcacc

Page 140

60
120
180
240
300
360



A-1850-WO-PCT_SL. txt

ctgcccccat cccgggagga gatgaccaag aaccaggtca gcctgacctg

ggcttctatc ccagcgacat cgccgtggag tgggagagca atgggcagcc

tacgacacca cgcctcccgt gctggactcc gacggctcct tcttcctcta

accgtggaca agagcaggtg gcagcagggg aacgtcttct catgctccgt

gctctgcaca accactacac gcagaagagc ctctccctgt ctccgggtgg

ccgctcggge ccgggegttg ctgccgtctg cacacggtcc gcgcgtcgct

ggctgggccg attgggtgct gtcgccacgg gaggtgcaag tgaccatgtg

tgcccgagcc agttccgggc ggcaaacatg cacgcgcaga tcaagacgag

ctgaagcccg acacggtgcc agcgccctgce tgcgtgcccg ccagctacaa

ctcattcaaa agaccgacac cggggtgtcg ctccagacct atgatgactt

gactgccact gcata

<210> 143

<211> 325

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthe

polypeptide"

<400> 143

Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro

1 5 10

Pro Lys Asp Thr Leu Met ITe Ser Arg Thr Pro Glu val Thr
20 25 30

val val Asp val Ser His Glu Asp Pro Glu val Lys Phe Asn

35 40 45
val Asp Gly val Glu val His Asn Ala Lys Thr Lys Pro Arg
50 55 60

Gln Tyr Gly Ser Thr Tyr Arg val val Ser val Leu Thr val

65 70 75

Gln Asp Trp Leu Ash Gly Lys Glu Tyr Lys Cys Lys val Ser

85 90

Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys
100 105 110

Pro Arg Glu Pro GIn val Cys Thr Leu Pro Pro Ser Arg Glu

115 120 125
Thr Lys Asn GIn val Ser Leu Thr Cys Leu val Lys Gly Phe

Page 141

cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag
agaccactgt
ggaagacctg
catcggcgcg
cctgcaccgce
tcccatggtg

gttagccaaa

tic

Pro
15

Lys
Cys val
Trp Tyr
Glu Glu

His
80

Leu

Asn
95

Lys

Gln

Glu

Met

Tyr Pro

420
480
540
600
660
720
780
840
900
960
975



A-1850-WO-PCT_SL. txt
130 135 140

Ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn
145 150 155 160

Tyr Asp Thr Thr Pro Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu
165 170 175

Tyr Ser Asp Leu Thr val Asp Lys Ser Arg Trp Gln GIn Gly Asn val
180 185 190

Phe Ser Cys Ser val Met His Glu Ala Leu His Asn His Tyr Thr Gln
195 200 205

Lys Ser Leu Ser Leu Ser Pro Gly Gly Asp His Cys Pro Leu Gly Pro
210 215 220

Gly Arg Cys Cys Arg Leu His Thr val Arg Ala Ser Leu Glu Asp Leu
225 230 235 240

Gly Trp Ala Asp Trp val Leu Ser Pro Arg Glu val Gln val Thr Met
245 250 255

Cys ITe Gly Ala Cys Pro Ser GIn Phe Arg Ala Ala Asn Met His Ala
260 265 270

Gln ITe Lys Thr Ser Leu His Arg Leu Lys Pro Asp Thr val Pro Ala
275 280 285

Pro Cys Cys val Pro Ala Ser Tyr Asn Pro Met val Leu Ile Gln Lys
290 295 300

Thr Asp Thr Gly val Ser Leu Gln Thr Tyr Asp Asp Leu Leu Ala Lys
305 310 315 320

Asp Cys His Cys Ile
325

<210> 144
<211> 651
<212> DNA
<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polynucTleotide"
<400> 144
gccccagagce tgcttggtgg accatccgtg ttcctgtttc ctccaaagcc gaaggacacc 60
ctgatgatct caagaactcc ggaagtgact tgcgtcgtcg tggacgtgtc acatgaggat 120
ccagaggtca agttcaattg gtatgtggac ggagtggaag tgcataacgc caagaccaaa 180

Page 142



ccccgcgaag
caggactggc
cccatcgaaa
ctgcctccgt
ggcttctatc
tacaaaacta
accgtggaca
gctctccata
<210>
<211>

<212>
<213>

145
984
DNA

<220>
<221>
<223>

aacagtacgg
ttaatgggaa
agaccatctc
gcaggaagga
ccagcgatat
ccccacccgt
agagccgctg

atcactacac

source o o _
/note="Description of Artificial Sequence: Synthetic

polynucTleotide™

<400> 145
gcacctgaac

ctcatgatct
cctgaggtca
c€cgcgggagg
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacgacacca
accgtggaca
gctctgcaca
gaccactgtc
gaagacctgg
atcggcgegt
ctgcaccgcec
cccatggtgce
ttagccaaag
<210>
<211>

<212>
<213>

146
328
PRT

tcctgggggg

cccggacccc
agttcaactg
agcagtacgg
tgaatggcaa
aaaccatctc
cccgggagga
ccagcgacat
cgcctcecegt
agagcaggtg
accactacac
cgctcgggec
gctgggccga
gcccgagceca
tgaagcccga
tcattcaaaa

actgccactg

A-1850-WO-PCT_SL.txt
gagcacctac cgcgtggtga gcgtccttac

ggaatacaag tgtaaggtgt ccaacaaggc

aaaggcaaag
gatgaccaag
tgctgtggaa
gctgaaatct
gcaacaaggc

tcagaagtca

Artificial Sequence

accgtcagtc
tgaggtcaca
gtacgtggac
gagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc
gcagcagggg
gcagaagagc
cgggcgttgce
ttgggtgctg
gttccgggeg
cacggtgcca
gaccgacacc

cata

Artificial Sequence

gggcaaccaa
aaccaggtca
tgggagtcaa
gatgggtcct
aatgtcttta

ctgtccctgt

ttcctcttcc
tgcgtggtag
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct
ctctccctgt
tgccgtctgce
tcgccacggg
gcaaacatgc
gcgccctget

ggggtgtcgc

Page 143

gggaacctca
gcctgacttg
atggccagcc
tcttccttta
gctgctcagt

ctccgggtaa

ccccaaaacc
tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctccgt
ctccgggtgc
acacggtccg
aggtgcaagt
acgcgcagat
gcgtgcccgce

tccagaccta

tgtgctccac
cctcececcget
agtgtacacc
tctcgtgaag
cgagaataac
ctccaagctg
gatgcatgag

a

caaggacacc
ccacgaagac
caagacaaag
cgtcctgcac
cctcccagec
ggtgtgcacc
cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag
gcgcgacgga
cgcgtcgctg
gaccatgtgc
caagacgagc
cagctacaat

tgatgacttg

240
300
360
420
480
540
600
651

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
984



<220>

<221> source

<223> /note="Description of
polypeptide"

<400> 146

Ala Pro Glu Leu Leu
1

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

Leu

225

Glu

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Lys

Asp

Asp

Ser

Ser

Ser

210

Gly

Asp

Asp

Asp

35

Gly

Gly

Trp

Pro

Glu

115

Asn

Ile

Thr

Asp

Pro

Leu

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Gly

Gly

5

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Arg

Gly

Met

His

val

Gly

Ile

val

Ser

Glu

150

Pro

val

Met

Ser

230

Ala

Gly

Ile

Glu

His

55

Arg

Lys

Glu

Cys

Leu

135

Trp

val

Asp

His

Pro

215

Cys

Asp

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Arg

Trp

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

Leu

Cys

Ser

Asp

Ser

185

Ala

Ala

Leu

val

val Phe Leu

10

Thr

Glu

Lys

Ser

Pro

Leu

Asn

Ser

170

Arg

Leu

Arg

His

Leu
250

Pro

val

Thr

val

75

Cys

Ser

Pro

val

Asp

Trp

His

Asp

Thr

235

Ser

Glu

Lys

Lys
Lys
Ser
Lys
140
Gln
Gly
Gln
Asn
Gly
2

val

Pro

Page 144

Synthetic

Phe Pro Pro

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His

205

Asp

Arg

Arg

Thr

30

Asn

Arg

val

Ser

Lys

Glu

Phe

Glu

Phe

Gly

Tyr

His

Ala

Glu

15

Cys

Trp

Glu

Leu

Asn

95

Glu

Tyr

Asn

Phe

175

Asn

Thr

Cys

Ser

val
255

Lys

val

Tyr

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val

Gln

Pro

Leu
240



val Thr Met

His Ala
275

Met

Pro Ala
290

val

Ile
305

Gln Lys

Leu Ala Lys

<210>
<211>
<212>
<213>

<220>
<221>
<223>

147
217
PRT

source

Ccys

260

Gln

Pro

Thr

Asp

Ile

Ile

Cys

Asp

Cys
325

polypeptide"

<400> 147

1

Pro Lys Asp

val val Asp

35

val Asp

50

Gly

Gln
65

Tyr Gly

Gln Asp Trp

Ala Leu Pro

Glu
115

Pro Arg

Thr Asn

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala Pro Glu Leu Leu
5

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

Gly

Lys

Ccys

Thr

310

His

Gly

Met

val

Tyr

70

Gly

Ile

val

Ser

Ala

Thr

val

295

Gly

Cys

Artificial Sequence

/note="Description of

Gly

Ile

Glu

His

55

Arg

Lys

Glu

Tyr

Leu
135

A-1850-WO-PCT_SL. txt

Cys Pro Ser GIn Phe

Ser

280

Pro

val

Ile

Artificial Sequence:

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

265

Leu His Arg

Ala Ser Tyr

Ser Leu Gln
315

val Phe

10

Ser

Arg Thr Pro

25

Pro Glu val

Ala Lys Thr

val
75

val Ser

Tyr

Cys

Thr
105

Ser

Cys Pro Pro

Cys Leu val

Page 145

Leu

Asn

300

Thr

Leu

Glu

Lys

Lys

Leu

Lys

Lys

sSer

Lys
140

Arg Ala Ala
270

Lys Pro Asp
285

Pro Met val

Tyr Asp Asp

Synthetic

Phe Pro Pro

15

Thr
30

val Cys

Phe
45

Asn Trp

Pro Arg Glu

Thr val Leu

val Ser Asn

95

Ala Lys Gly

110

Arg Glu Glu

Gly Phe Tyr

Asn

Thr

Leu

Leu
320

Lys

val

Tyr

His

80

Lys

Gln

Met

Pro



Ser

145

Tyr

Tyr

Phe

Lys

<210>
<211>
<212>
<213>

Asp

Lys

Ser

Ser

Ser
210

<220>

<221>
<223>

<400>

Ile

Thr

Lys

cys

195

Leu

148
216
PRT
Artificial Sequence

source o
/note="Description of

Ala

Thr

Leu

180

Ser

Ser

val

Pro

165

Thr

val

Leu

polypeptide"

148

Ala Pro Glu Leu Leu
1

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Asp

35

Gly

Gly

Trp

Pro

Glu

115

Asn

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

Glu

150

Pro

val

Met

Ser

Gly

Met

His

val

Tyr

Gly

val

Ser

Trp

val

Asp

His

Pro
215

Gly

Ile

Glu

His

55

Arg

Lys

Glu

Tyr

Leu
135

A-1850-WO-PCT_SL. txt

Glu Ser Asn Gly GIn Pro Glu Asn

Leu

Lys

Glu

200

Gly

Artificial Sequence:

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Lys

ser

185

Ala

Lys

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

Cys

Cys

Ser Asp Gly Ser Phe Phe

170

Arg Trp GIn GIn

Leu His Asn His

val

10

Thr

Glu

Lys

Ser

Lys

Ile

Pro

Leu

Phe Leu

Pro Glu

val Lys

Thr Lys

val Leu

75

Cys Lys

ser Lys

Pro Ser

val Lys
140

Page 146

205

Gly
190

Tyr

175

Asn

Thr

Synthetic

Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Thr

30

Asn

Arg

val

Ser

Lys

Glu

Phe

Pro

15

Cys

Trp

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

160

Leu

val

Gln

Lys

val

Tyr

His

80

Lys

Gln

Met

Pro



Ser
145

Asp

Tyr Asp Thr

Tyr Ser Asp

Phe

Ser

ser
210

Lys

<210>
<211>
<212>
<213>

<220>
<221>
<223>

149
984
DNA

sourc
polyn

<400> 149
gcgccggaac

ctgatgatta
ccggaagtga
ccgcgcgaag
caggattggc
ccgattgaaa
tgcccgecga
ggcttttatc
tataaaacca
accgtggata
gcgctgcata
gatcattgcc
gaagatctgg
attggcgcgt
ctgcatcgcc
ccgatggtgce
ctggcgaaag

<210> 150
<211> 328

Ala val

Glu

A-1850-wO-PCT_SL. txt

Trp

150

Thr Pro

165

Leu Thr

180

Ser val

Ser Leu

e

ucleotide"

tgctgggegg
gccgcacccc
aatttaactg
aacagtatgg
tgaacggcaa
aaaccattag
gccgcaaaga
cgagcgatat
ccccgecggt
aaagccgctg
accattatac
cgctgggecc
gctgggcgga
gcccgageca
tgaaaccgga
tgattcagaa

attgccattg

Pro

val

Met

Ser

val

Asp

His
200

Pro
215

Gly

Artificial Sequence

cccgagcegtg
ggaagtgacc
gtatgtggat
cagcacctat
agaatataaa
caaagcgaaa
aatgaccaaa
tgcggtggaa
gctgaaaagc
gcagcagggc
ccagaaaagc
gggccgctgce
ttgggtgctg
gtttcgcgcg
taccgtgccg
aaccgatacc

catt

155

170

Lys Ser Arg Trp GIn Gln
185

Glu Ala Leu His Asn His

tttctgtttc
tgcgtggtgg
ggcgtggaag
cgcgtggtga
tgcaaagtga
ggccagccgce
aaccaggtga
tgggaaagca
gatggcagct
aacgtgttta
ctgagcctga
tgccgectge
agcccgegeg
gcgaacatgc
gcgcecgtgcet
ggcgtgagcec

Page 147

Glu Ser Asn Gly GIn Pro Glu Asn

Leu Asp Ser Asp Gly Ser Phe Phe

205

cgccgaaacc
tggatgtgag
tgcataacgc
gcgtgctgac
gcaacaaagc
gcgaaccgca
gcctgacctg
acggccagcec
tttttctgta
gctgcagegt
gcccgggegce
ataccgtgcg
aagtgcaggt
atgcgcagat
gcgtgccggce

tgcagaccta

Gly Asn
190

Tyr Thr

Asn
160

Leu
175

val

/note="Description of Artificial Sequence: Synthetic

gaaagatacc
ccatgaagat
gaaaaccaaa
cgtgctgcat
gctgccggceg
ggtgtatacc
cctggtgaaa
ggaaaacaac
tagcaaactg
gatgcatgaa
gcgcaacggce
cgcgagcctg
gaccatgtgc
taaaaccagc
gagctataac

tgatgatctg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
984



<212>
<213>

<220>

<221>
<223>

<400>
Ala Pro Glu Leu Leu Gly Gly
5

1

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

Leu
225

PRT
Artificial Sequence

source o
/note="Description of

polypeptide"

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Lys

Ser

Ser

Ser

210

Gly

150

Asp

Asp

35

Gly

Gly

Trp

Pro

Glu

115

Asn

Ile

Thr

Lys

Cys

195

Leu

Pro

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Gly

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Arg

Met

val

Tyr

70

Gly

Ile

val

Ser

Glu

150

Pro

val

Met

Ser

cys
230

Ile

Glu

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro

215

Cys

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Arg

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

Cys

cys

Ser

Lys

ser

185

Ala

Ala

Leu

val Phe Leu

10

Thr

Glu

Lys

Ser

Pro

Leu

Asn

ser

170

Arg

Leu

Arg

His

Pro

val

Thr

val

75

Cys

Ser

Pro

val

Asp

Trp

His

Asn

Thr
235

Glu

Lys

Lys

Leu

Lys

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

val

Page 148

Synthetic

Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His

205

Asp

Arg

Pro

Thr

30

Asn

Arg

val

Ser

Lys

110

Lys

Phe

Glu

Phe

Gly

Tyr

Ala

Pro
15
cys

Trp

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

cys

Ser

Lys

val

Tyr

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val

Gln

Pro

Leu
240



A-1850-WO-PCT_SL. txt

Glu Asp Leu Gly Trp Ala Asp Trp val Leu Ser Pro Arg Glu val Gln

245 250 255
val Thr Met Cys Ile Gly Ala Cys Pro Ser GIn Phe Arg Ala Ala Asn

260 265 270
Met His Ala GIn Ile Lys Thr Ser Leu His Arg Leu Lys Pro Asp Thr
275 280 285
val Pro Ala Pro Cys Cys val Pro Ala Ser Tyr Asn Pro Met val Leu
290 295 300

Ile GIn Lys Thr Asp Thr Gly val Ser Leu Gln Thr Tyr Asp Asp Leu
305 310 315 320
Leu Ala Lys Asp Cys His Cys Ile

325
<210> 151
<211> 651
<212> DNA
<213> Artificial Sequence
<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polynucTleotide"

<400> 151
gcacctgaac tcctgggggg accgtcagtc ttcctcttcc ccccaaaacc caaggacacc
ctcatgatct cccggacccc tgaggtcaca tgcgtggtgg tggacgtgag ccacgaagac
cctgaggtca agttcaactg gtacgtggac ggcgtggagg tgcataatgc caagacaaag
ccgcgggagg agcagtacgg gagcacgtac cgtgtggtca gcgtcctcac cgtcctgceac
caggactggc tgaatggcaa ggagtacaag tgcaaggtct ccaacaaagc cctcccagcec
cccatcgaga aaaccatctc caaagccaaa gggcagcccc gagaaccaca ggtgtacacc
tgtcccccat cccgggagga gatgaccaag aaccaggtca gcctgacctg cctggtcaaa
ggcttctatc ccagcgacat cgccgtggag tgggagagca atgggcagcc ggagaacaac
tacgacacca cgcctcccgt gctggactcc gacggctcct tcttcctcta tagcgacctc
accgtggaca agagcaggtg gcagcagggg aacgtcttct catgctccgt gatgcatgag
gctctgcaca accactacac gcagaagagc ctctccctgt ctccgggtaa a
<210> 152
<211> 984
<212> DNA
<213> Artificial Sequence
<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polynucTleotide™

Page 149

60
120
180
240
300
360
420
480
540
600
651



<400> 152
gcgccggaac

ctgatgatta
ccggaagtga
ccgcgcegaag
caggattggc
ccgattgaaa
tgcccgecga
ggcttttatc
tataaaacca
accgtggata
gcgctgcata
gatcattgcc
gaagatctgg
attggcgcgt
ctgcatcgcec
ccgatggtgce
ctggcgaaag
<210>
<211>

<212>
<213>

153
328
PRT

<220>
<221>
<223>

tgctgggcgg
gccgcacccc
aatttaactg
aacagtatgg
tgaacggcaa
aaaccattag
gccgcaaaga
cgagcgatat
ccccgecggt
aaagccgctg
accattatac
cgctgggccc
gctgggcgga
gcccgagceca
tgaaaccgga
tgattcagaa

attgccattg

source o
/note="Description of

polypeptide™

<400> 153

Ala Pro Glu Leu Leu
1

Pro

val

val

Gln
65

Lys Asp Thr Leu
20
val Asp val Ser
35
Asp Gly val Glu
50

Tyr Gly Ser Thr

5

Gly Gly
Met Ile
His Glu
val His

Tyr Arg
7

A-1850-WO-PCT_SL. txt

cccgagcgtg tttctgtttc cgccgaaacc

ggaagtgacc
gtatgtggat
cagcacctat
agaatataaa
caaagcgaaa
aatgaccaaa
tgcggtggaa
gctgaaaagc
gcagcagggc
ccagaaaagc
gggccgetge
ttgggtgctg
gtttcgcgcg
taccgtgccg
aaccgatacc

catt

Artificial Sequence

55

Pro Ser
Ser Arg

25
Asp Pro
40

Asn Ala

val val

tgcgtggtag
ggcgtggaag
cgcgtggtga
tgcaaagtga
ggccagccgce
aaccaggtga
tgggaaagca
gatggcagct
aacgtgttta
ctgagcctga
tgccgectgce
agcccgegeg
gcgaacatgc
gcgccgtget
ggcgtgagcc

Artificial Sequence:

val Phe

10

Thr Pro

Glu val
Lys Thr

val
75

Ser

tggatgtgag
tgcataacgc
gcgtgctgac
gcaacaaagc
gcgaaccgca
gcctgacctg
acggccagcc
tttttctgta
gctgcagcgt
gcccgggegc
ataccgtgcg
aagtgcaggt
atgcgcagat
gcgtgccggce

tgcagaccta

Synthe
Phe Pro

Leu

val Thr
30

Glu

Phe Asn
45

Lys
Pro Arg

Lys
60

Leu Thr val

Page 150

gaaagatacc
ccatgaagat
gaaaaccaaa
cgtgctgcat
gctgccggeg
ggtgtatacc
cctggtgaaa
ggaaaacaac
tagcaaactg
gatgcatgaa
gcgcgatggce
cgcgagcctg
gaccatgtgc
taaaaccagc
gagctataac

tgatgatctg

tic

Pro
15

Lys
Cys val
Trp Tyr
Glu

Glu

His
80

Leu

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
984



Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

Leu

225

Glu

val

Met

val

Ile
305

Asp

Leu

Arg

Asp

Lys

Ser

Ser

Ser

210

Gly

Asp

Thr

His

Pro

290

Gln

Trp

Pro

Glu

115

Asn

Thr

Lys

Pro

Leu

Met

Ala

275

Ala

Lys

Leu Ala Lys

<210>
<211>
<212>
<213>

154
210
PRT
Artificial Sequence

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Gly

Gly

Ccys

260

Gln

Pro

Thr

Asp

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Arg

Trp

Ile

Ile

Cys

Asp

Cys
325

Gly

val

Ser

Glu

150

Pro

val

Met

Ser

230

Ala

Gly

Lys

Cys

Thr
310

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro

215

Cys

Asp

Ala

Thr

val

295

Gly

Cys

A-1850-WO-PCT_SL.txt
Glu Tyr Lys Cys Lys val
90

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Arg

Trp

Cys

Ser

280

Pro

val

Ile

Thr

105

Cys

Cys

Ser

Lys

Ser

185

Ala

Ala

Leu

val

Pro

265

Leu

Ala

Ser

Ile

Pro

Leu

Asn

Ser

170

Arg

Leu

Arg

His

Leu

250

Ser

His

Ser

Leu

Ser

Pro

val

Asp

Trp

His

Asp

Thr

235

Ser

Gln

Arg

Tyr

Gln
315

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Pro

Phe

Leu

Asn

300

Thr

Page 151

Ala

Arg

Gly

Pro

Ser

Gln

His

205

Asp

Arg

Arg

Arg

Lys

Pro

Tyr

Ser

Lys

Lys

Phe

Glu

Phe

Gly

Tyr

His

Ala

Glu

Ala

270

Pro

Met

Asp

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Cys

Ser

val

255

Ala

Asp

val

Asp

Lys

Met

Pro

Asn

160

Leu

val

Pro

Leu

240

Asn

Thr

Leu

Leu
320



<220>

<221> source
<223> /note="Description of

Ser

Asp

Asn

val

65

Glu

Lys

Thr

Thr

Glu

145

Leu

Lys

Glu

Gly

<210>
<211>
<212>
<213>

polypeptide"

<400> 154
Pro Ser val Phe Leu
1 5

Arg

Pro

Ala

50

val

Tyr

Thr

Leu

cys

130

Ser

Lys

Ser

Ala

Lys
210

Thr

Glu

35

Lys

Ser

Lys

Pro

115

Leu

Asn

Ser

Arg

Leu
195

155
209
PRT
Artificial Sequence

Pro

20

val

Thr

val

Cys

Ser

100

Pro

val

Gly

Asp

Trp

180

His

Glu

Lys

Lys

Leu

Lys

Ser

Lys

Gln

Asn

Phe

val

Phe

Pro

Thr

70

val

Ala

Arg

Gly

Pro

150

Ser

Gln

Pro

Thr

Asn

Arg

55

val

Ser

Lys

Lys

Phe

135

Glu

Phe

Gly

Tyr

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Pro Lys Pro
10

Cys

Trp

40

Glu

Leu

Asn

Gly

Glu

120

Tyr

Asn

Phe

Asn

Thr
200

val

25

Tyr

Glu

His

Lys

Gln

105

Met

Pro

Asn

Leu

val

185

Gln

val

val

Gln

Gln

Ala

90

Pro

Thr

Ser

Tyr

Tyr

170

Phe

Lys

Page 152

Lys

val

Asp

Tyr

Asp

75

Leu

Arg

Lys

Asp

Ser

Ser

Asp

Asp

Gly

Asn

60

Trp

Pro

Glu

Asn

Ile

140

Thr

Lys

cys

Leu

Synthetic

Thr

val

val

45

Ser

Leu

Ala

Pro

Gln

125

Ala

Thr

Leu

Ser

Ser
205

Leu

sSer

30

Glu

Thr

Asn

Pro

Gln

110

val

val

Pro

Thr

val

190

Leu

Met

15

val

Tyr

Gly

Ile

95

val

Ser

Pro
val
175

Met

Ser

Ile

Glu

His

Arg

Tyr

Leu

Trp

val

160

Asp

His

Pro



<220>

<221> source
<223> /note="Description of

Pro Ser val Phe Leu
1

Ser

Asp

Asn

val

65

Glu

Lys

Thr

Thr

Glu

145

Leu

Lys

Glu

Gly

<210>
<211>
<212>
<213>

polypeptide"
<400> 155

Arg

Pro

Ala

50

val

Tyr

Thr

Leu

Cys

Ser

Asp

Ser

Ala

<220>

Thr

Glu

35

Lys

Ser

Lys

Pro

115

Leu

Asn

Ser

Arg

Leu
195

156
954
DNA
Artificial Sequence

Pro

20

val

Thr

val

Cys

Ser

100

Pro

val

Gly

Asp

Trp

His

5

Glu

Lys

Lys

Leu

Lys

Lys

Ser

Lys

Gln

Asn

Phe

val

Phe

Pro

Thr

70

val

Ala

Arg

Gly

Pro

150

Ser

Gln

Pro

Thr

Asn

Arg

55

val

Ser

Lys

Glu

Phe

135

Glu

Phe

Gly

Tyr

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Pro

Cys

Trp

40

Glu

Leu

Asn

Gly

Glu

120

Tyr

Asn

Phe

Asn

Thr
200

Lys

val

25

Tyr

Glu

His

Lys

Gln

105

Met

Pro

Asn

Leu

val

185

Gln

Pro

10

val

val

Gln

Gln

Ala

90

Pro

Thr

Ser

Tyr

Tyr

170

Phe

Lys

Lys

val

Asp

Tyr

Asp

75

Leu

Arg

Lys

Asp

Ser

Ser

Asp

Asp

Gly

Asn

60

Trp

Pro

Glu

Asn

Ile

140

Thr

Asp

Cys

Leu

Page 153

Synthetic

Thr

val

val

45

Ser

Leu

Ala

Pro

Gln

125

Ala

Thr

Leu

Ser

ser
205

Leu

Ser

30

Glu

Thr

Asn

Pro

Gln

110

val

val

Pro

Thr

val

190

Leu

Met

15

His

val

Tyr

Gly

Ile

95

val

Ser

Glu

Pro

val

175

Met

Ser

Tyr

Leu

Trp

val

160

Asp

Pro



<221> source o o )
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 156
ccgtcagtct

gaggtcacat
tacgtggacg
agcacgtacc
gagtacaagt
aaagccaaag
atgaccaaga
gccgtggagt
ctggactccg
cagcagggga
cagaagagcc
tgccgtctgce
tcgccacggg
gcaaacatgc
gcgcectget
ggggtgtcgc
<210>

<211>
<212>

157
318
PRT

tcctcttecc
gcgtggtggt
gcgtggaggt
gtgtggtcag
gcaaggtctc
ggcagccccg
accaggtcag
gggagagcaa
acggctecctt
acgtcttctc
tctccctgtce
acacggtccg
aggtgcaagt
acgcgcagat
gcgtgcccge

tccagaccta

A-1850-WO-PCT_SL. txt

cccaaaaccc aaggacaccc tcatgatctc ccggacccct

ggacgtgagc
gcataatgcc
cgtcctcacc
caacaaagcc
agaaccacag
cctgacctgc
tgggcagceg
cttcctctat
atgctccgtg
tccgggtgga
cgcgtcgcetg
gaccatgtgc
caagacgagc
cagctacaat

tgatgacttg

<213> Artificial Sequence

<220>
<221>
<223>

source o
/note="Description of

polypeptide"

<400> 157

Pro Ser val Phe
1
Ser Arg Thr Pro
Asp Pro Glu val
35
Asn Ala Lys Thr
50

val val Ser val

65

Leu Ph
5

Glu va
20

Lys Ph

Lys Pr

Leu Th
70

e Pro

1 Thr

e Asn

0 Arg

r val

cacgaagacc
aagacaaagc
gtcctgcacc
ctcccagecc
gtgtacaccc
ctggtcaaag
gagaacaact
agcgacctca
atgcatgagg
gaccactgtc
gaagacctgg
atcggcgegt
ctgcaccgcc
cccatggtgc

ttagccaaag

Artificial Sequence:

Pro Lys Pro
10

Cys val

Trp Tyr

40

Glu Glu

Leu His

ctgaggtcaa
cgcgggagga
aggactggct
ccatcgagaa
tgcccccatce
gcttctatcc
acgacaccac
ccgtggacaa
ctctgcacaa
cgctcgggcec
gctgggccga
gcccgageca
tgaagcccga
tcattcaaaa

actgccactg

Synthe
Lys Asp Thr Leu

val val Asp val Ser

30

val Asp Gly val Glu

45

GIn Tyr Asn Ser Thr
60

Gln Asp Trp

75

Leu Asn

Page 154

gttcaactgg
gcagtacaac
gaatggcaag
aaccatctcc
ccgggaggag
cagcgacatc
gcctcecgtg
gagcaggtgg
ccactacacg
cgggcgttgce
ttgggtgctg
gttccgggcg
cacggtgcca
gaccgacacc

cata

tic

Met Ile

15
Glu
val His

Tyr Arg

Lys

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
954



Glu Tyr Lys

Lys Thr Ile

Thr Leu Pro

115

Thr Cys Leu
130

Glu Ser Asn

145

Leu Asp Ser

Lys Ser Arg

Glu Ala Leu

195

Gly Gly Asp
210

Thr val Arg

225

Sser Pro Arg

Gln Phe Arg

Arg Leu Lys

Tyr Asn Pro
290

Gln Thr Tyr

305

<210>
<211>
<212>
<213>

<220>
<221>

158
633
DNA

cys

Ser

100

Pro

val

Gly

Asp

Trp

His

His

Ala

Glu

Ala

260

Pro

Met

Asp

Lys

Lys

Ser

Lys

Gln

Asn

cys

Ser

val

245

Ala

Asp

val

Asp

val

Ala

Arg

Gly

Pro

150

Ser

Gln

Pro

Leu

230

Gln

Asn

Thr

Leu

Leu
310

Ser

Lys

Glu

Phe

135

Glu

Phe

Gly

Tyr

Leu

215

Glu

val

Met

val

Ile

295

Leu

Artificial Sequence

source

A-1850-WO-PCT_SL. txt

Asn Lys Ala Leu Pro Ala
90

Gly

Glu

120

Tyr

Asn

Phe

Asn

Thr

200

Gly

Asp

Thr

His

Pro

280

Gln

Ala

Gln

105

Met

Pro

Asn

Leu

val

185

Gln

Pro

Leu

Met

Ala

265

Ala

Lys

Lys

Pro

Thr

Ser

Tyr

Tyr

170

Phe

Lys

Gly

Gly

250

Gln

Pro

Thr

Asp

Page 155

Arg

Lys

Asp

sSer

Ser

Arg

Trp

Ile

Ile

Cys

Asp

315

Glu

Asn

Ile

140

Thr

Asp

Cys

Leu

220

Ala

Gly

Lys

Cys

Thr

300

His

Pro

Gln

125

Ala

Thr

Leu

Ser

Ser

205

cys

Asp

Ala

Thr

val

285

Gly

Cys

Pro

Gln

110

val

val

Pro

Thr

val

190

Leu

Arg

Trp

Cys

Ser

270

Pro

val

Ile

Ile

95

val

Ser

Glu

Pro

val

175

Met

Ser

Leu

val

Pro

255

Leu

Ala

Ser

Glu

Tyr

Leu

Trp

val

160

Asp

His

Pro

His

Leu

240

Ser

His

Ser

Leu



<400> 158
ccgtcagtct

gaggtcacat
tacgtggacg
agcacgtacc
gagtacaagt
aaagccaaag
atgaccaaga
gccgtggagt
ctgaagtccg
cagcagggga

cagaagagcc

<210>
<211>
<212>
<213>

159
963
DNA

<220>
<221>
<223>

tcctcttecc
gcgtggtggt
gcgtggaggt
gtgtggtcag
gcaaggtctc
ggcagccccg
accaggtcag
gggagagcaa
acggctcctt
acgtcttctc

tctcecctgtc

source o o _
/note="Description of Artificial Sequence: Synthetic

polynucTleotide™

<400> 159
ccgtcagtct

gaggtcacat
tacgtggacg
agcacgtacc
gagtacaagt
aaagccaaag
atgaccaaga
gccgtggagt
ctggactccg
cagcagggga
cagaagagcc
gggcgttgct
tgggtgctgt
ttccgggegg
acggtgccag

tcctcttecc
gcgtggtggt
gcgtggaggt
gtgtggtcag
gcaaggtctc
ggcagccccg
accaggtcag
gggagagcaa
acggctcctt
acgtcttctc
tctccctgtce
gccgtctgea
cgccacggga
caaacatgca

cgccctgcetg

o A-1850-WO-PCT_SL. txt _
<223> /note="Description of Artificial Sequence: Synthetic
polynucTleotide™

cccaaaaccc
ggacgtgagc
gcataatgcc
cgtcctcacc
caacaaagcc
agaaccacag
cctgacctgc
tgggcagccg
cttcctctat
atgctccgtg

tccgggtaaa

Artificial Sequence

cccaaaaccc
ggacgtgagc
gcataatgcc
cgtcctcacc
caacaaagcc
agaaccacag
cctgacctgc
tgggcagccg
cttcctctat
atgctccgtg
tccgggtgeg
cacggtccgc
ggtgcaagtg
cgcgcagatc

cgtgcccgcec

aaggacaccc
cacgaagacc
aagacaaagc
gtcctgcacc
ctcccagecc
gtgtacaccc
ctggtcaaag
gagaacaact
agcaagctca
atgcatgagg
tga

aaggacaccc
cacgaagacc
aagacaaagc
gtcctgcacc
ctcccagecc
gtgtacaccc
ctggtcaaag
gagaacaact
agcgacctca
atgcatgagg
cgcgacggag
gcgtcgectgg
accatgtgca
aagacgagcc
agctacaatc

Page 156

tcatgatctc
ctgaggtcaa
€gcgggagga
aggactggct
ccatcgagaa
tgcccccatc
gcttctatcc
acaagaccac
ccgtggacaa

ctctgcacaa

tcatgatctc
ctgaggtcaa
cgcgggagga
aggactggct
ccatcgagaa
tgcccccatc
gcttctatcc
acgacaccac
ccgtggacaa
ctctgcacaa
accactgtcc
aagacctggg
tcggcgegtg
tgcaccgcct

ccatggtgct

ccggacccct
gttcaactgg
gcagtacaac
gaatggcaag
aaccatctcc
ccggaaggag
cagcgacatc
gcctcccgtg
gagcaggtgg

ccactacacg

ccggacccct
gttcaactgg
gcagtacaac
gaatggcaag
aaccatctcc
ccgggaggag
cagcgacatc
gcctcccgtg
gagcaggtgg
ccactacacg
gctcgggcecc
ctgggccgat
cccgagccag
gaagcccgac

cattcaaaag

60
120
180
240
300
360
420
480
540
600
633

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900



A-1850-WO-PCT_SL. txt

accgacaccg gggtgtcgct ccagacctat gatgacttgt tagccaaaga ctgccactgc 960
ata 963
<210> 160
<211> 321
<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide"
<400> 160
Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
1 5 10 15

Ser Arg Thr Pro Glu val Thr Cys val val val Asp val Ser His Glu
20 25 30

Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly val Glu val His
35 40 45

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg
50 55 60

val val Ser val Leu Thr val Leu His Gln Asp Trp Leu Asn Gly Lys
65 70 75 80

Glu Tyr Lys Cys Lys Vval Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu

Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln val Tyr
100 105 110

Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln val Ser Leu
115 120 125

Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp
130 135 140

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Asp Thr Thr Pro Pro val
145 150 155 160

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Asp Leu Thr val Asp
165 170 175

Lys Ser Arg Trp GIn Gln Gly Asn val Phe Ser Cys Ser val Met His
180 185 190

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro
195 200 205

Page 157



Gly

Arg

225

Trp

Cys

Ser

Pro

val
305

<210>
<211>
<212>
<213>

Ala

210

Leu

val

Pro

Leu

Ala

290

Ser

<220>

<221>
<223>

<400>

Arg

His

Leu

Ser

His

275

Ser

Leu

161
210
PRT
Artificial Sequence

source o
/note="Description of

Asp

Thr

Ser

Gln

260

Arg

Tyr

Gln

Gly

val

Pro

245

Phe

Leu

Asn

Thr

polypeptide"

1ol

Pro Ser val Phe Leu
1 5

Ser

Asp

Asn

val

65

Glu

Lys

Arg

Pro

Ala

50

val

Tyr

Thr

Thr

Glu

35

Lys

Ser

Lys

Pro

20

val

Thr

val

Cys

Ser

Glu

Lys

Lys

Leu

Asp

Arg

Arg

Arg

Lys

Pro

Tyr

Phe

val

Phe

Pro

Thr

70

val

Ala

His

215

Ala

Glu

Ala

Pro

Met

295

Asp

Pro

Thr

Asn

Arg

55

val

Ser

Lys

A-1850-WO-PCT_SL.txt
Cys Pro Leu Gly Pro Gly
220

Ser

val

Ala

Asp

280

val

Asp

Artificial Sequence:

Leu

Gln

Asn

265

Thr

Leu

Leu

Glu

val

250

Met

val

Ile

Leu

Asp

235

Thr

His

Pro

Gln

Ala
315

Leu

Met

Ala

Ala

Lys

Lys

Pro Lys Pro Lys Asp
10

Cys

Trp

40

Glu

Leu

Asn

Gly

val

25

Tyr

Glu

His

Lys

Gln

val

val

Gln

Gln

Ala
90

val

Asp

Tyr

Asp

75

Leu

Asp

Gly

Asn

60

Trp

Pro

Pro Arg Glu
Page 158

Gly

Cys

Gln

Pro

285

Thr

Asp

Arg

Trp

Ile

Ile

270

Cys

Asp

Cys

Cys

Ala

Gly

Lys

Cys

Thr

His

Synthetic

Thr Leu Met

val

val

45

Ser

Leu

Ala

Pro

ser

30

Glu

Thr

Asn

Pro

Gln

His

val

Tyr

Gly

Ile

95

val

Cys

Asp

240

Thr

val

Gly

320

Ile

Glu

His

Arg

Tyr



Thr

Thr

Glu

145

Leu

Lys

Glu

Gly

<210>
<211>
<212>
<213>

Leu

cys

130

Ser

Lys

Ser

Ala

Lys
210

<220>

<221>
<223>

<400>
Pro Ser val Phe Leu
1

Ser

Asp

Asn

val

65

Glu

Lys

Pro

115

Leu

Asn

Ser

Arg

Leu
195

162
209
PRT
Artificial Sequence

source o
/note="Description of

100

Pro

val

Gly

Asp

Trp

His

cys

Lys

Gln

Asn

polypeptide"

Arg

Pro

Ala

50

val

Tyr

Thr

162

Thr

Glu

35

Lys

Ser

Lys

Pro

20

val

Thr

val

Cys

Ser
100

5

Glu

Lys

Lys

Leu

Lys

Lys

Arg

Gly

Pro

150

Ser

Gln

His

Phe

val

Phe

Pro

Thr

70

val

Ala

Lys

Phe

135

Glu

Phe

Gly

Tyr

Pro

Thr

Asn

Arg

55

val

Ser

Lys

A-1850-WO-PCT_SL. txt

Glu

120

Tyr

Asn

Phe

Asn

Thr
200

Artificial Sequence:

Pro

Cys

Trp

40

Glu

Leu

Asn

Gly

105

Met

Pro

Asn

Leu

val

185

Gln

Lys

val

25

Tyr

Glu

His

Lys

Gln
105

Thr

Ser

Tyr

Tyr

170

Phe

Lys

Pro

10

val

val

Gln

Gln

Ala
90

Lys

Asp

Ser

Ser

Lys

val

Asp

Tyr

Asp

75

Leu

Asn

Ile

140

Thr

Lys

Cys

Leu

Asp

Asp

Gly

Asn

60

Trp

Pro

Pro Arg Glu

Page 159

Gln

125

Ala

Thr

Leu

Ser

Ser
205

110

val

val

Pro

Thr

val

190

Leu

Ser

Glu

Pro

val

175

Met

Ser

Synthetic

Thr

val

val

45

Ser

Leu

Ala

Pro

Leu

Ser

30

Glu

Thr

Asn

Pro

Gln
110

Met

15

His

val

Tyr

Gly

Ile

95

val

Leu

Trp

val

160

Asp

His

Pro



Thr Pro

115

Leu

Thr Cys Leu

Glu
145

Ser Asn

Leu Asp Ser

Lys Ser Arg

Glu Ala Leu

195

Gly

<210>
<211>
<212>
<213>

<220>
<221>
<223>

163
954
DNA

sourc
polyn

<400> 163
ccgtcagtct

gaggtcacat
tacgtggacg
agcacgtacc
gagtacaagt
aaagccaaag
atgaccaaga
gccgtggagt
ctggactccg
cagcagggga
cagaagagcc
tgccgtctge
tcgccacggg

gcaaacatgc

Pro Ser

val

Lys

Gly GlIn

Arg

Gly

Pro

A-1850-WO-PCT_SL. txt

Glu
120

Phe
135

Tyr

Glu Asn

150

Asp

Trp

His Asn

e

ucleotide"

tcctcttecc
gcgtggtggt
gcgtggaggt
gtgtggtcag
gcaaggtctc
ggcagccccg
accaggtcag
gggagagcaa
acggctecctt
acgtcttctc
tctccctgtce
acacggtccg
aggtgcaagt

acgcgcagat

Ser

Gln

His

Phe Phe

Asn

Gly

Thr
200

Tyr

Artificial Sequence

cccaaaaccc
ggacgtgagc
gcataatgcc
cgtcctcacc
caacaaagcc
agaaccacag
cctgacctgc
tgggcagecg
cttcctctat
atgctccgtg
tccgggtgga
cgcgtcgcetg
gaccatgtgc

caagacgagc

Glu Met Thr Lys Asn

Pro Ser Asp

Asn Tyr Asp

155

Leu Tyr Ser

170

val Phe

185

Ser

Gln Lys Ser

aaggacaccc
cacgaagacc
aagacaaagc
gtcctgcacc
ctcccagecc
gtgtgcaccc
ctggtcaaag
gagaacaact
agcgacctca
atgcatgagg
gaccactgtc
gaagacctgg
atcggcgegt

ctgcaccgcc

Gln val

125

Ile Ala val

140

Thr Thr Pro

Asp Leu Thr

val
190

Cys Ser

Ser Leu

205

Leu

tcatgatctc
ctgaggtcaa
cgcgggagga
aggactggct
ccatcgagaa
tgcccccatce
gcttctatcc
acgacaccac
ccgtggacaa
ctctgcacaa
cgctcgggcec
gctgggccga
gcccgageca

tgaagcccga

Page 160

Ser Leu

Glu

Trp

val
160

Pro

val
175

Asp

Met

Ser Pro

/note="Description of Artificial Sequence: Synthetic

ccggacccct
gttcaactgg
gcagtacaac
gaatggcaag
aaccatctcc
ccgggaggag
cagcgacatc
gcctcecgtg
gagcaggtgg
ccactacacg
cgggcgttgce
ttgggtgctg
gttccgggcg

cacggtgcca

60
120
180
240
300
360
420
480
540
600
660
720
780
840



A-1850-WO-PCT_SL.txt
gcgccctgct gcgtgecccge cagctacaat cccatggtgce tcattcaaaa gaccgacacc 900

ggggtgtcgc tccagaccta tgatgacttg ttagccaaag actgccactg cata 954

<210> 164
<211> 318
<212> PRT
<213> Artificial Sequence

<220>
<221> source ) )
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide"
<400> 164
Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
1 5 10 15

Ser Arg Thr Pro Glu val Thr Cys val val val Asp val Ser His Glu
20 25 30

Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly val Glu val His
35 40 45

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr Tyr Arg
50 55 60

val val Ser val Leu Thr val Leu His Gln Asp Trp Leu Asn Gly Lys
65 70 75 80

Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu

Lys Thr ITe Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln val Cys
100 105 110

Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn GIn val Ser Leu
115 120 125

Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp
130 135 140

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Asp Thr Thr Pro Pro val
145 150 155 160

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Asp Leu Thr val Asp
165 170 175

Lys Ser Arg Trp GIn Gln Gly Asn val Phe Ser Cys Ser val Met His
180 185 190

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro
195 200 205

Page 161



A-1850-WO-PCT_SL. txt

Gly Gly Asp His Cys Pro Leu Gly Pro Gly Arg Cys Cys Arg
210 215 220

Thr val Arg Ala Ser Leu Glu Asp Leu Gly Trp Ala Asp Trp

225 230 235

Ser Pro Arg Glu val GIn val Thr Met Cys Ile Gly Ala Cys

245 250

Gln Phe Arg Ala Ala Asn Met His Ala GIn Ile Lys Thr Ser
260 265 270

Arg Leu Lys Pro Asp Thr val Pro Ala Pro Cys Cys val Pro

275 280 285
Tyr Asn Pro Met val Leu Ile Gln Lys Thr Asp Thr Gly val
290 295 300

Gln Thr Tyr Asp Asp Leu Leu Ala Lys Asp Cys His Cys Ile

305 310 315

<210> 165

<211> 630

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthe

polynucTleotide"

<400> 165

ccatccgtgt tcctgtttcc tccaaagccg aaggacaccc tgatgatctc

gaagtgactt gcgtcgtcgt ggacgtgtca catgaggatc cagaggtcaa

tatgtggacg gagtggaagt gcataacgcc aagaccaaac cccgcgaaga

agcacctacc gcgtggtgag cgtccttact gtgctccacc aggactggct

gaatacaagt gtaaggtgtc caacaaggcc ctccccgctc ccatcgaaaa

aaggcaaagg ggcaaccaag ggaacctcaa gtgtacaccc tgcctccgtg

atgaccaaga accaggtcag cctgacttgt ctcgtgaagg gcttctatcc

gctgtggaat gggagtcaaa tggccagccc gagaataact acaaaactac

ctgaaatctg atgggtcctt cttcctttac tccaagctga ccgtggacaa

caacaaggca atgtctttag ctgctcagtg atgcatgagg ctctccataa

cagaagtcac tgtccctgtc tccgggtaaa

<210> 166

<211> 963

<212> DNA

<213> Artificial Sequence

Page 162

Leu His

val Leu

240

Pro Ser

255

Leu His

Ala Ser

Ser Leu

tic

aagaactccg
gttcaattgg
acagtacaat
taatgggaag
gaccatctca
caggaaggag
cagcgatatt
cccacccgtg
gagccgctgg

tcactacact

60
120
180
240
300
360
420
480
540
600
630



<220>

<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polynucTleotide™

<400> 166
ccgtcagtct

gaggtcacat
tacgtggacg
agcacgtacc
gagtacaagt
aaagccaaag
atgaccaaga
gccgtggagt
ctggactccg
cagcagggga
cagaagagcc
gggcgttgct
tgggtgctgt
ttccgggegg
acggtgccag
accgacaccg
ata

<210>
<211>

<212>
<213>

167
321
PRT

<220>
<221>
<223>

tcctcttecc
gcgtggtggt
gcgtggaggt
gtgtggtcag
gcaaggtctc
ggcagccccg
accaggtcag
gggagagcaa
acggctcctt
acgtcttctc
tctccctgtce
gccgtctgea
cgccacggga
caaacatgca
cgccctgctg

gggtgtcgct

source o
/note="Description of

polypeptide"

<400> 167

Pro Ser val Phe Leu Phe Pro

1

Ser Arg Thr Pro Glu val Thr
20
Asp Pro Glu val Lys Phe Asn
35

Asn Ala Lys Thr Lys Pro Arg
55

50

5

A-1850-WO-PCT_SL. txt

cccaaaaccc
ggacgtgagc
gcataatgcc
cgtcctcacc
caacaaagcc
agaaccacag
cctgacctgc
tgggcagccg
cttcctctat
atgctccgtg
tccgggtgceg
cacggtccgc
ggtgcaagtg
cgcgcagatc
cgtgcccgec

ccagacctat

Artificial Sequence

Pro Lys
Cys val

25
Trp Tyr
40

Glu Glu

aaggacaccc
cacgaagacc
aagacaaagc
gtcctgcacc
ctcccagecc
gtgtgcaccc
ctggtcaaag
gagaacaact
agcgacctca
atgcatgagg
cgcgacggag
gcgtcgectgg
accatgtgca
aagacgagcc
agctacaatc

gatgacttgt

Page 163

tcatgatctc
ctgaggtcaa
cgcgggagga
aggactggct
ccatcgagaa
tgcccccatc
gcttctatcc
acgacaccac
ccgtggacaa
ctctgcacaa
accactgtcc
aagacctggg
tcggcgegtg
tgcaccgcect
ccatggtgct

tagccaaaga

60

ccggacccct
gttcaactgg
gcagtacaac
gaatggcaag
aaccatctcc
ccgggaggag
cagcgacatc
gcctcccgtg
gagcaggtgg
ccactacacg
gctcgggcecc
ctgggccgat
cccgagccag
gaagcccgac
cattcaaaag

ctgccactgc

Artificial Sequence: Synthetic

Pro Lys Asp Thr Leu Met Ile
10

15

val val Asp val Ser His Glu
30
val Asp Gly val Glu val His
45

Gln Tyr Asn Ser Thr Tyr Arg

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
963



val

65

Glu

Lys

Thr

Thr

Glu

145

Leu

Lys

Glu

Gly

Arg

225

Trp

Cys

Ser

Pro

val
305

val

Tyr

Thr

Leu

Asp

Ser

Ala

Ala

210

Leu

val

Pro

Leu

Ala

290

Ser

Ser

Lys

Pro

115

Leu

Asn

Ser

Arg

Leu

195

Arg

His

Leu

Ser

His

275

Ser

Leu

val

Cys

Ser

100

Pro

val

Gly

Asp

Trp

180

His

Asp

Thr

Ser

Gln

260

Arg

Tyr

Gln

Leu

Lys

Ser

Lys

Gln

Asn

Gly

val

Pro

245

Phe

Leu

Asn

Thr

Thr

70

val

Ala

Arg

Gly

Pro

150

Ser

Gln

Asp

Arg

Arg

Arg

Lys

Pro

Tyr

val

Ser

Lys

Glu

Phe

135

Glu

Phe

Gly

Tyr

His

215

Ala

Glu

Ala

Pro

Met

295

Asp

A-1850-WO-PCT_SL. txt
Leu His GIn Asp Trp Leu
75

Asn

Gly

Glu

120

Tyr

Asn

Phe

Asn

Thr

200

Cys

Ser

val

Ala

Asp

280

val

Asp

Lys

Gln

105

Met

Pro

Asn

Leu

val

185

Gln

Pro

Leu

Gln

Asn

265

Thr

Leu

Leu

Ala

90

Pro

Thr

Ser

Tyr

Tyr

170

Phe

Lys

Leu

Glu

val

250

Met

val

Ile

Leu

Leu

Arg

Lys

Asp

Ser

Ser

Gly

Asp

235

Thr

His

Pro

Gln

Ala
315

Pro

Glu

Asn

Ile

140

Thr

Asp

Cys

Leu

Pro

220

Leu

Met

Ala

Ala

Lys

Lys

Page 164

Ala

Pro

Gln

125

Ala

Thr

Leu

Ser

Ser

205

Gly

Gly

Cys

Gln

Pro

285

Thr

Asp

Asn

Pro

Gln

110

val

val

Pro

Thr

val

190

Leu

Arg

Trp

Ile

Ile

270

Cys

Asp

Cys

Gly

Ile

95

val

Ser

Glu

Pro

val

175

Met

Ser

Cys

Ala

Gly

Lys

Cys

Thr

Cys

Leu

Trp

val

160

Asp

His

Pro

Cys

Asp

240

Thr

val

Gly

320



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

168
227
PRT
Artificial Sequence

source o
/note="Description of

polypeptide"

168

Asp Lys Thr His Thr Cys Pro
1

Gly

Ile

Glu

His

65

Arg

Lys

Glu

Tyr

Leu

145

Trp

val

Asp

His

Pro

Pro

Ser

Asp

50

Asn

val

Glu

Lys

Thr

130

Thr

Glu

Leu

Lys

Glu

210

Gly

Ser

Arg

35

Pro

Ala

val

Tyr

Thr

115

Leu

cys

Ser

Lys

sSer

195

Ala

Lys

val

20

Thr

Glu

Lys

Ser

Lys

100

Ile

Pro

Leu

Asn

Ser

180

Arg

Leu

5

Phe

Pro

val

Thr

val

85

cys

Ser

Pro

val

Asp

Trp

His

Leu

Glu

Lys

Lys

Leu

Lys

Lys

Ser

Gly

Gln

Asn

Phe

val

Phe

55

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His
215

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Pro Cys Pro

Pro

Thr

40

Asn

Arg

val

Ser

Lys

Lys

Phe

Glu

Phe

Gly

Tyr

Pro

25

cys

Trp

Glu

Leu

Asn

105

Gly

Glu

Tyr

Asn

Phe

185

Asn

Thr

10

Lys

val

Tyr

Glu

His

90

Lys

Gln

Met

Pro

Asn

170

Leu

val

Gln

Page 165

Ala

Pro

val

val

Gln

75

Gln

Ala

Pro

Thr

ser

155

Tyr

Tyr

Phe

Lys

Pro

Lys

val

Asp

60

Tyr

Asp

Leu

Arg

Lys

140

Asp

Lys

Ser

Ser

Ser
220

Synthetic

Glu

Asp

Asp

45

Gly

Gly

Trp

Pro

Glu

125

Asn

Ile

Thr

Lys

205

Leu

Leu

Thr

30

val

val

Ser

Leu

Ala

110

Pro

Gln

Ala

Thr

Leu

190

Ser

Ser

Leu

15

Leu

Ser

Glu

Thr

Asn

95

Pro

Gln

val

val

Pro

175

Thr

val

Leu

Gly

Met

His

val

Tyr

80

Gly

Ile

val

Ser

Glu

160

Pro

val

Met

Ser



225

<210> 169
<211> 226
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide"

<400> 169
Asp Lys Thr His Thr
1 5

Gly Pro

Ile ser

Glu Asp
50

His Asn
65

Arg val

Lys Glu

Glu Lys

Tyr Thr

130

Leu Thr

145

Trp Glu

val Leu

Asp Lys

His Glu
210

Ser

Arg

35

Pro

Ala

val

Tyr

Thr

115

Leu

Cys

Ser

Asp

Ser

195

Ala

val

20

Thr

Glu

Lys

Ser

Lys

Ile

Pro

Leu

Asn

Ser

180

Arg

Leu

Phe

Pro

val

Thr

val

85

Cys

Ser

Pro

val

Asp

Trp

His

Ccys

Leu

Glu

Lys

Lys

Lys

Ser

Gly

Gln

Asn

Pro

Phe

val

Phe

55

Pro

Thr

val

Ala

Pro

Ser

Gln

His
215

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Pro

Pro

Thr

40

Asn

Arg

val

Ser

Lys

Glu

Phe

Glu

Phe

Gly

Tyr

Cys

Pro

25

Cys

Trp

Glu

Leu

Asn

105

Gly

Glu

Tyr

Asn

Phe

185

Asn

Thr

Pro

10

Lys

val

Tyr

Glu

His

90

Lys

Gln

Met

Pro

Asn

170

Leu

val

Gln

Ala Pro

Pro Lys

val val

val Asp

60

Gln Tyr
75

Gln Asp

Ala Leu

Pro Arg

Thr Lys

140

ser Asp

155

Tyr Asp

Tyr Ser

Phe Sser

Lys Ser
220

Page 166

Synthetic

Glu

Asp

Asp

45

Gly

Gly

Trp

Pro

Glu

125

Asn

Ile

Thr

Asp

205

Leu

Leu

Thr

30

val

val

Ser

Leu

Ala

110

Pro

Gln

Ala

Thr

Leu

190

Ser

Ser

Leu

15

Leu

Ser

Glu

Thr

Asn

95

Pro

Gln

val

val

Pro

175

Thr

val

Leu

Gly

Met

His

val

Tyr

80

Gly

val

Ser

Glu

160

Pro

val

Met

Ser



A-1850-WO-PCT_SL. txt

Pro Gly
225

<210> 170
<211> 1005
<212> DNA
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 170

gacaaaactc acacatgccc accgtgccca gcacctgaac tcctgggggg accgtcagtc 60
ttcctcttcc ccccaaaacc caaggacacc ctcatgatct cccggacccc tgaggtcaca 120
tgcgtggtgg tggacgtgag ccacgaagac cctgaggtca agttcaactg gtacgtggac 180
ggcgtggagg tgcataatgc caagacaaag ccgcgggagg agcagtacgg cagcacgtac 240
cgtgtggtca gcgtcctcac cgtcctgcac caggactggc tgaatggcaa ggagtacaag 300
tgcaaggtct ccaacaaagc cctcccagcc cccatcgaga aaaccatctc caaagccaaa 360
gggcagcccc gagaaccaca ggtgtacacc ctgcccccat cccgggagga gatgaccaag 420
aaccaggtca gcctgacctg cctggtcaaa ggcttctatc ccagcgacat cgccgtggag 480
tgggagagca atgggcagcc ggagaacaac tacgacacca cgcctcccgt gctggactcc 540
gacggctcct tcttcctcta tagcgacctc accgtggaca agagcaggtg gcagcagggg 600
aacgtcttct catgctccgt gatgcatgag gctctgcaca accactacac gcagaagagc 660
ctctccctgt ctccgggtgg agaccactgt ccgctcgggc ccgggcgttg ctgccgtctg 720
cacacggtcc gcgcgtcgct ggaagacctg ggctgggccg attgggtgct gtcgccacgg 780
gaggtgcaag tgaccatgtg catcggcgcg tgcccgagcc agttccgggc ggcaaacatg 840
cacgcgcaga tcaagacgag cctgcaccgc ctgaagcccg acacggtgcc agcgccctge 900
tgcgtgcccg ccagctacaa tcccatggtg ctcattcaaa agaccgacac cggggtgtcg 960
ctccagacct atgatgactt gttagccaaa gactgccact gcata 1005
<210> 171

<211> 335

<212> PRT

<213> Artificial Sequence

<220>

<221> source )
<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 171
Asp Lys Thr His Thr Cys Pro Pro Cys Pro Ala Pro Glu Leu Leu Gly
1 5 10 15

Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
Page 167



Ile

Glu

His

65

Arg

Lys

Glu

Tyr

Leu

145

Trp

val

Asp

His

Pro

225

His

Leu

Ser

His

Ser

Asp

50

Asn

val

Glu

Lys

Thr

130

Thr

Glu

Leu

Lys

Glu

210

Gly

Thr

Ser

Gln

Arg

Arg

35

Pro

Ala

val

Tyr

Thr

115

Leu

Cys

Ser

Asp

Ser

195

Ala

Gly

val

Pro

Phe

275

Leu

20

Thr

Glu

Lys

Ser

Lys

100

Ile

Pro

Leu

Asn

Ser

180

Arg

Leu

Asp

Arg

Arg

Arg

Lys

Pro

val

Thr

val

85

cys

Ser

Pro

val

Asp

Trp

His

Ala

245

Glu

Ala

Pro

Lys

Lys

Ser

Gly

Gln

Asn

Cys

230

Ser

val

Ala

Asp

val

Phe

55

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His

215

Pro

Leu

Gln

Asn

Thr

A-1850-WO-PCT_SL. txt

Thr

40

Asn

Arg

val

Ser

Lys

Glu

Phe

Glu

Phe

Gly

Tyr

Leu

Glu

val

Met

280

val

25

Cys

Trp

Glu

Leu

Asn

105

Gly

Glu

Tyr

Asn

Phe

185

Asn

Thr

Gly

Asp

Thr

265

His

Pro

val

Tyr

Glu

His

90

Lys

Gln

Met

Pro

Asn

170

Leu

val

Gln

Pro

Leu

250

Met

Ala

val val Asp

val

Gln

75

Gln

Ala

Pro

Thr

ser

155

Tyr

Tyr

Phe

Lys

Gly

Gly

Cys

Gln

Asp

60

Tyr

Asp

Leu

Arg

Lys

140

Asp

Asp

Ser

Ser

Ser

220

Arg

Trp

Ala Pro Cys
Page 168

45

Gly

Gly

Trp

Pro

Glu

125

Asn

Ile

Thr

Asp

205

Leu

Cys

Ala

Gly

30

val

val

Ser

Leu

Ala

110

Pro

Gln

Ala

Thr

Leu

190

Ser

Ser

Cys

Asp

Ala

270

Thr

val

Ser

Glu

Thr

Asn

95

Pro

Gln

val

val

Pro

175

Thr

val

Leu

Arg

Trp

Cys

Ser

Pro

His

val

Tyr

80

Gly

Ile

val

Ser

Glu

160

Pro

val

Met

Ser

Leu

240

val

Pro

Leu



A-1850-WO-PCT_SL. txt

290 295 300

Ser Tyr Asn Pro Met val Leu ITe GIn Lys Thr Asp Thr Gly val Ser

305

Leu GIn Thr Tyr Asp Asp Leu Leu Ala Lys Asp Cys His Cys Ile
325 330

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

310 315 320

335

172
681
DNA
Artificial Sequence

source

/note="Description of Artificial Sequence: Synthetic
polynucTleotide"
172

gacaaaactc acacatgccc accgtgccca gcacctgaac tcctgggggg accgtcagtc

ttcctcttcc ccccaaaacc caaggacacc ctcatgatct cccggacccc tgaggtcaca

tgcgtggtgg tggacgtgag ccacgaagac cctgaggtca agttcaactg gtacgtggac

ggcgtggagg tgcataatgc caagacaaag ccgcgggagg agcagtacgg cagcacgtac

cgtgtggtca gcgtcctcac cgtcctgcac caggactggc tgaatggcaa ggagtacaag

tgcaaggtct ccaacaaagc cctcccagcc cccatcgaga aaaccatctc caaagccaaa

gggcagcccc gagaaccaca ggtgtacacc ctgcccccat cccggaagga gatgaccaag

aaccaggtca gcctgacctg cctggtcaaa ggcttctatc ccagcgacat cgccgtggag

tgggagagca atgggcagcc ggagaacaac tacaagacca cgcctcccgt gctgaagtcc

gacggctcct tcttcctcta tagcaagctc accgtggaca agagcaggtg gcagcagggg

aacgtcttct catgctccgt gatgcatgag gctctgcaca accactacac gcagaagagc

ctctccctgt ctccgggtaa a

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

173

1014

DNA

Artificial Sequence

source
/note="Description of Artificial Sequence: Synthetic
polynucTleotide™

173

gacaaaactc acacatgccc accgtgccca gcacctgaac tcctgggggg accgtcagtc

ttcctcttcc ccccaaaacc caaggacacc ctcatgatct cccggacccc tgaggtcaca

tgcgtggtgg tggacgtgag ccacgaagac cctgaggtca agttcaactg gtacgtggac

ggcgtggagg tgcataatgc caagacaaag ccgcgggagg agcagtacgg cagcacgtac

cgtgtggtca gcgtcctcac cgtcctgcac caggactggc tgaatggcaa ggagtacaag

Page 169

60
120
180
240
300
360
420
480
540
600
660
681

60
120
180
240
300



tgcaaggtct

gggcagcccc

aaccaggtca

tgggagagca
gacggctcct

aacgtcttct

ctctccctgt

tgccgtctgce

tcgccacggg

gcaaacatgc

gcgccctget

ggggtgtcgc

<210> 174
<211> 338
<212> PRT
<213> Artificial Sequence

<220>

<221> source

ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctccgt
ctccgggtgce
acacggtccg
aggtgcaagt
acgcgcagat
gcgtgcccgce

tccagaccta

<223> /note="Description of
polypeptide"

<400> 174

Asp Lys Thr His Thr
1

Gly Pro

Ile Ser

Glu Asp

50

His Asn
65
Arg val

Lys Glu

Glu Lys

Ser

Arg

35

Pro

Ala

val

Tyr

Thr
115

val

20

Thr

Glu

Lys

Ser

Lys

Ile

5

Phe

Pro

val

Thr

val

85

Cys

Ser

Cys

Leu

Glu

Lys

Lys

Leu

Lys

Lys

Pro

Phe

val

Phe

55

Pro

Thr

val

Ala

A-1850-WO-PCT_SL. txt

cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag
gcgcgacgga
cgcgtcgctg
gaccatgtgc
caagacgagc
cagctacaat

tgatgacttg

Artificial Sequence:

Pro

Pro

Thr

40

Asn

Arg

val

Ser

Lys

ggcttctatc

tacgacacca

accgtggaca

gctctgcaca

gaccactgtc

gaagacctgg

atcggcgcegt

ctgcaccgcc

cccatggtgce

ttagccaaag

Cys

Pro

25

Cys

Trp

Glu

Leu

Asn

105

Gly

cctcccagcc cccatcgaga aaaccatctc

ggtgtacacc ctgcccccat cccgggagga

ccagcgacat

cgcctccegt

agagcaggtg

accactacac

cgctcgggcec

gctgggccga

gcccgagceca

tgaagcccga

tcattcaaaa

actgccactg

caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc
gcagcagggg
gcagaagagc
cgggcgttgce
ttgggtgctg
gttccgggeg
cacggtgcca
gaccgacacc

cata

Synthetic

Pro Ala Pro Glu Leu

10

Lys

val

Tyr

Glu

His

90

Lys

Gln

Pro

val

val

Gln

75

Gln

Ala

Pro

Lys

val

Asp

60

Tyr

Asp

Leu

Arg

Page 170

Asp

Asp

45

Gly

Gly

Trp

Pro

Glu
125

Thr

30

val

val

Ser

Leu

Ala

110

Pro

Leu Gly
15

Leu Met

ser His

Glu val

Thr Tyr

80

Asn Gly
95

Pro Ile

Gln val

360
420
480
540
600
660
720
780
840
900
960
1014



Tyr

Leu

145

Trp

val

Asp

His

Pro

225

Cys

Asp

Ala

Thr

val

305

Gly

Cys

<210>
<211>
<212>
<213>

Thr

130

Thr

Glu

Leu

Lys

Glu

210

Gly

Arg

Trp

Cys

Ser

290

Pro

val

<220>

<221>
<223>

<400>

Leu

Cys

Ser

Asp

Ser

195

Ala

Ala

Leu

val

Pro

275

Leu

Ala

Ser

175
210
PRT
Artificial Sequence

source o o _
/note="Description of Artificial Sequence: Synthetic

Pro

Leu

Asn

Ser

180

Arg

Leu

Arg

His

Leu

260

Ser

His

Ser

Leu

Pro

val

Asp

Trp

His

Asp

Thr

245

Ser

Gln

Arg

Tyr

Gln
325

polypeptide"

175

Ser

Gly

Gln

Asn

Gly

val

Pro

Phe

Leu

Asn

310

Thr

Pro

Ser

Gln

His

215

Asp

Arg

Arg

Arg

Tyr

A-1850-WO-PCT_SL.txt
Glu Glu Met Thr Lys Asn

Phe

Glu

Phe

Gly

Tyr

His

Ala

Glu

Ala

280

Pro

Met

Asp

Tyr

Asn

Phe

185

Asn

Thr

Cys

Ser

val

265

Ala

Asp

val

Asp

Pro

Asn

170

Leu

val

Gln

Pro

Leu

250

Gln

Asn

Thr

Leu

Leu
330

Ser

155

Tyr

Tyr

Phe

Lys

Leu

235

Glu

val

Met

val

Ile

315

Leu

140

Asp

Asp

Ser

Ser

Ser

220

Gly

Asp

Thr

His

Pro

300

Gln

Ala

Ile

Thr

Asp

205

Leu

Pro

Leu

Met

Ala

285

Ala

Lys

Lys

Gln

Ala

Thr

Leu

190

Ser

Ser

Gly

Gly

Cys

270

Gln

Pro

Thr

Asp

val

val

Pro

175

Thr

val

Leu

Arg

Cys

Asp

Cys
335

Ser

Glu

160

Pro

val

Met

Ser

Cys

240

Gly

Lys

Cys

Thr
320

Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
Page 171



Ser Arg

Asp Pro

Asn Ala
50

val val
65

Glu Tyr

Lys Thr

Thr Leu

Thr Cys

130

Glu Ser

145

Leu Lys

Lys Ser

Glu Ala

Gly Lys
210

Thr

Glu

35

Lys

Ser

Lys

Pro

115

Leu

Asn

Ser

Arg

Leu
195

<210> 176
<211> 209
<212> PRT
<213> Artificial Sequence

<220>

<221> source

Pro

20

val

Thr

val

cys

Ser

100

Pro

val

Gly

Asp

Trp

His

Glu

Lys

Lys

Leu

Lys

Lys

Ser

Lys

Gln

Asn

val

Phe

Pro

Thr

70

val

Ala

Arg

Gly

Pro

150

Ser

Gln

Thr

Asn

Arg

55

val

Ser

Lys

Lys

Phe

135

Glu

Phe

Gly

Tyr

A-1850-WO-PCT_SL. txt

Cys

Trp

40

Glu

Leu

Asn

Gly

Glu

120

Tyr

Asn

Phe

Asn

Thr
200

10

val val val Asp

25

Tyr val

Glu Gln

His Gln

Lys Ala
90

Gln Pro
105

Met Thr

Pro Ser

Asn Tyr

Leu Tyr
170

val Phe
185

GIn Lys

Asp

Tyr

Asp

75

Leu

Arg

Lys

Asp

Ser

Ser

Gly

Gly

60

Trp

Pro

Glu

Asn

Ile

140

Thr

Lys

Cys

Leu

val

val

45

Ser

Leu

Ala

Pro

Gln

125

Ala

Thr

Leu

Ser

Ser
205

sSer

30

Glu

Thr

Asn

Pro

Gln

110

val

val

Pro

Thr

val

190

Leu

15

His

val

Tyr

Gly

Ile

95

val

Ser

Glu

Pro

val

175

Met

Ser

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 176

1

5

Page 172

15

His

Arg

Lys

Glu

Tyr

Leu

Trp

val

160

Asp

His

Pro

Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met Ile
10



A-1850-WO-PCT_SL. txt

Ser Arg Thr Pro Glu val Thr Cys val val val Asp val Ser His Glu
20 25 30

Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly val Glu val His
35 40 45

Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Gly Ser Thr Tyr Arg
50 55 60

val val Ser val Leu Thr val Leu His Gln Asp Trp Leu Asn Gly Lys
65 70 75 80

Glu Tyr Lys Cys Lys Vval Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu

Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln val Tyr
100 105 110

Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln val Ser Leu
115 120 125

Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp
130 135 140

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Asp Thr Thr Pro Pro val
145 150 155 160

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Asp Leu Thr val Asp
165 170 175

Lys Ser Arg Trp GIn Gln Gly Asn val Phe Ser Cys Ser val Met His
180 185 190

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro
195 200 205

Gly

<210> 177
<211> 954
<212> DNA
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 177
ccgtcagtct tcctcttccc cccaaaaccc aaggacaccc tcatgatctc ccggacccct 60
gaggtcacat gcgtggtggt ggacgtgagc cacgaagacc ctgaggtcaa gttcaactgg 120

Page 173



tacgtggacg
agcacgtacc
gagtacaagt
aaagccaaag
atgaccaaga
gccgtggagt
ctggactccg
cagcagggga
cagaagagcc
tgccgtctgce
tcgccacggg
gcaaacatgc
gcgeccctgcet
ggggtgtcgc
<210>
<211>
<212>
<213>
<220>

<221>
<223>

178
318
PRT

sourc

polyp
<400> 178

gcgtggaggt
gtgtggtcag
gcaaggtctc
ggcagccccg
accaggtcag
gggagagcaa
acggctecctt
acgtcttctc
tctccctgtce
acacggtccg
aggtgcaagt
acgcgcagat
gcgtgcccge

tccagaccta

e

/note="Description of

eptide"

A-1850-WO-PCT_SL. txt

gcataatgcc
cgtcctcacc
caacaaagcc
agaaccacag
cctgacctgc
tgggcageeg
cttcctctat
atgctccgtg
tccgggtgga
cgcgtcgctg
gaccatgtgc
caagacgagc
cagctacaat

tgatgacttg

Artificial Sequence

aagacaaagc
gtcctgcacc
ctcccagecc
gtgtacaccc
ctggtcaaag
gagaacaact
agcgacctca
atgcatgagg
gaccactgtc
gaagacctgg
atcggcgegt
ctgcaccgcc
cccatggtgce

ttagccaaag

Artificial Sequence:

cgcgggagga
aggactggct
ccatcgagaa
tgcccccatce
gcttctatcc
acgacaccac
ccgtggacaa
ctctgcacaa
cgctcgggcec
gctgggccga
gcccgageca
tgaagcccga
tcattcaaaa

actgccactg

Synthe

gcagtacggg
gaatggcaag
aaccatctcc
ccgggaggag
cagcgacatc
gcctccegtyg
gagcaggtgg
ccactacacg
cgggcgttgce
ttgggtgctg
gttccgggcg
cacggtgcca
gaccgacacc

cata

tic

Pro Ser val Phe Leu Phe

1 5

Ser Arg Thr Pro Glu val

20

Glu val Phe

35

Asp Pro Lys

Ala Thr

50

Asn Lys Lys Pro

val val Ser val Leu Thr
65 70

Glu Tyr Lys Cys Lys val

Thr Ser Ala

100

Lys Lys

Pro

Thr

Asn

Arg

55

val

Ser

Lys

Pro Lys Pro
10

val val

25

Cys

Trp val

40

Tyr

Glu Glu Gln

Leu His Gln

Ala
90

Asn Lys

Gln
105

Gly Pro

Lys Asp Thr Leu

val val Ser

30

Asp

val Glu

45

Asp Gly

Gly Ser Thr

60

Tyr

Asp
75

Trp Leu Asn

Leu Pro Ala Pro

Gln
110

Arg Glu Pro

Page 174

Met

15

His

val

Tyr

Gly

Ile

95

val

Ile

His

Arg

Lys

Glu

Tyr

180
240
300
360
420
480
540
600
660
720
780
840
900
954



A-1850-WO-PCT_SL. txt

Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn GIn val Ser Leu
115 120 125

Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp
130 135 140

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Asp Thr Thr Pro Pro val
145 150 155 160

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Asp Leu Thr val Asp
165 170 175

Lys Ser Arg Trp GIn Gln Gly Asn val Phe Ser Cys Ser val Met His
180 185 190

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro
195 200 205

Gly Gly Asp His Cys Pro Leu Gly Pro Gly Arg Cys Cys Arg Leu His
210 215 220

Thr val Arg Ala Ser Leu Glu Asp Leu Gly Trp Ala Asp Trp val Leu
225 230 235 240

Ser Pro Arg Glu val GIn val Thr Met Cys Ile Gly Ala Cys Pro Ser
245 250 255

Gln Phe Arg Ala Ala Asn Met His Ala GIn Ile Lys Thr Ser Leu His
260 265 270

Arg Leu Lys Pro Asp Thr val Pro Ala Pro Cys Cys val Pro Ala Ser
275 280 285

Tyr Asn Pro Met val Leu Ile Gln Lys Thr Asp Thr Gly val Ser Leu
290 295 300

Gln Thr Tyr Asp Asp Leu Leu Ala Lys Asp Cys His Cys Ile
305 310 315

<210> 179
<211> 633
<212> DNA
<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polynucTleotide™
<400> 179
ccgtcagtct tcctcttccc cccaaaaccc aaggacaccc tcatgatctc ccggacccct 60
gaggtcacat gcgtggtggt ggacgtgagc cacgaagacc ctgaggtcaa gttcaactgg 120

Page 175



tacgtggacg
agcacgtacc
gagtacaagt
aaagccaaag
atgaccaaga
gccgtggagt
ctgaagtccg
cagcagggga

cagaagagcc

<210>
<211>
<212>
<213>

180
963
DNA

<220>
<221>
<223>

gcgtggaggt
gtgtggtcag
gcaaggtctc
ggcagccccg
accaggtcag
gggagagcaa
acggctcctt
acgtcttctc

tctcecctgtc

source o o _
/note="Description of Artificial Sequence: Synthetic

polynucTleotide"

<400> 180
ccgtcagtct

gaggtcacat
tacgtggacg
agcacgtacc
gagtacaagt
aaagccaaag
atgaccaaga
gccgtggagt
ctggactccg
cagcagggga
cagaagagcc
gggcgttgct
tgggtgctgt
ttccgggcgg
acggtgccag
accgacaccg
ata

<210> 181

<211> 321
<212> PRT

tcctcttecc
gcgtggtggt
gcgtggaggt
gtgtggtcag
gcaaggtctc
ggcagccccg
accaggtcag
gggagagcaa
acggctcctt
acgtcttctc
tctccctgtce
gccgtctgea
cgccacggga
caaacatgca
cgccctgcetg

gggtgtcgct

A-1850-WO-PCT_SL.txt
gcataatgcc aagacaaagc cgcgggagga

cgtcctcacc gtcctgcacc aggactggct

caacaaagcc
agaaccacag
cctgacctgc
tgggcagccg
cttcctctat
atgctccgtg

tccgggtaaa

Artificial Sequence

cccaaaaccc
ggacgtgagc
gcataatgcc
cgtcctcacc
caacaaagcc
agaaccacag
cctgacctgc
tgggcagccg
cttcctctat
atgctccgtg
tccgggtgceg
cacggtccgc
ggtgcaagtg
cgcgcagatc
cgtgcccgec

ccagacctat

ctcccagecc
gtgtacaccc
ctggtcaaag
gagaacaact
agcaagctca
atgcatgagg
tga

aaggacaccc
cacgaagacc
aagacaaagc
gtcctgcacc
ctcccagecc
gtgtacaccc
ctggtcaaag
gagaacaact
agcgacctca
atgcatgagg
cgcgacggag
gcgtcgctgg
accatgtgca
aagacgagcc
agctacaatc

gatgacttgt

Page 176

ccatcgagaa
tgcccccatc
gcttctatcc
acaagaccac
ccgtggacaa

ctctgcacaa

tcatgatctc
ctgaggtcaa
cgcgggagga
aggactggct
ccatcgagaa
tgcccccatc
gcttctatcc
acgacaccac
ccgtggacaa
ctctgcacaa
accactgtcc
aagacctggg
tcggcgegtg
tgcaccgcect
ccatggtgct

tagccaaaga

gcagtacggg
gaatggcaag
aaccatctcc
ccggaaggag
cagcgacatc
gcctcecegtg
gagcaggtgg

ccactacacg

ccggacccct
gttcaactgg
gcagtacggg
gaatggcaag
aaccatctcc
ccgggaggag
cagcgacatc
gcctcccgtg
gagcaggtgg
ccactacacg
gctcgggcecc
ctgggccgat
cccgagccag
gaagcccgac
cattcaaaag

ctgccactgc

180
240
300
360
420
480
540
600
633

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
963



<213>

<220>

<221>
<223>

Ser

Asp

Asn

val

65

Glu

Lys

Thr

Thr

Glu

145

Leu

Lys

Glu

Gly

Arg
225

source o
/note="Description of

polypeptide"

<400> 181
Pro Ser val Phe Leu
1 5

Arg

Pro

Ala

50

val

Tyr

Thr

Leu

Asp

Ser

Ala

Ala

210

Leu

Thr

Glu

35

Lys

Ser

Lys

Pro

115

Leu

Asn

Ser

Arg

Leu

195

Arg

His

Pro

20

val

Thr

val

Cys

Ser

100

Pro

val

Gly

Asp

Trp

180

His

Asp

Thr

Glu

Lys

Lys

Leu

Lys

Ser

Lys

Gln

Asn

Gly

val

Phe

val

Phe

Pro

Thr

70

val

Ala

Arg

Gly

Pro

150

Ser

Gln

Asp

Arg

Artificial Sequence

Pro

Thr

Asn

Arg

55

val

Ser

Lys

Glu

Phe

135

Glu

Phe

Gly

Tyr

His

215

Ala

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Pro

Cys

Trp

40

Glu

Leu

Asn

Gly

Glu

120

Tyr

Asn

Phe

Asn

Thr

200

Cys

Ser

Lys

val

25

Tyr

Glu

His

Lys

Gln

105

Met

Pro

Asn

Leu

val

185

Gln

Pro

Leu

Pro

10

val

val

Gln

Gln

Ala

90

Pro

Thr

Ser

Tyr

Tyr

170

Phe

Lys

Leu

Glu

Lys

val

Asp

Tyr

Asp

75

Leu

Arg

Lys

Asp

Ser

Ser

Gly

Asp
235

Asp

Asp

Gly

Gly

60

Trp

Pro

Glu

Asn

Ile

140

Thr

Asp

Cys

Leu

Pro

220

Leu

Page 177

Synthetic

Thr

val

val

45

Ser

Leu

Ala

Pro

Gln

125

Ala

Thr

Leu

Ser

Ser

205

Gly

Gly

Leu

Ser

30

Glu

Thr

Asn

Pro

Gln

110

val

val

Pro

Thr

val

190

Leu

Arg

Trp

Met

15

val

Tyr

Gly

Ile

95

val

Ser

Glu

Pro

val

175

Met

Ser

Cys

Ala

His

Arg

Tyr

Leu

Trp

val

160

Asp

His

Pro

Cys

Asp
240



Trp

Cys

Ser

Pro

val
305

<210>
<211>
<212>
<213>

val

Pro

Leu

Ala

290

Ser

<220>

<221>
<223>

<400>

Leu

Ser

His

275

Ser

Leu

182
210
PRT
Artificial Sequence

source o
/note="Description of

Ser

Gln

260

Arg

Tyr

Gln

Pro

245

Phe

Leu

Asn

Thr

polypeptide"

182

Pro Ser val Phe Leu

1

Ser

Asp

Asn

val

65

Glu

Lys

Thr

Thr

Arg

Pro

Ala

50

val

Tyr

Thr

Leu

cys

Thr

Glu

35

Lys

Ser

Lys

Ile

Pro

115

Leu

Pro

20

val

Thr

val

Cys

Ser

100

Pro

val

5

Glu

Lys

Lys

Leu

Lys

Lys

Cys

Lys

Arg

Arg

Lys

Pro

Tyr

Phe

val

Phe

Pro

Thr

70

val

Ala

Arg

Gly

Glu

Ala

Pro

Met

295

Asp

Pro

Thr

Asn

Arg

55

val

Ser

Lys

Lys

Phe

A-1850-WO-PCT_SL.txt
val Gln val Thr Met Cys

250

Ala Asn Met His Ala

265

Asp Thr val Pro Ala

280

val Leu ITe Gln Lys

300

Asp Leu Leu Ala Lys

Artificial Sequence:

Pro Lys Pro

Cys

Trp

40

Glu

Leu

Asn

Gly

Glu

120

Tyr

val

25

Tyr

Glu

His

Lys

Gln

105

Met

Pro

10

val

val

Gln

Gln

Ala

90

Pro

Thr

315

Lys

val

Asp

Tyr

Asp

75

Leu

Arg

Lys

Asp

Asp

Gly

Gly

60

Trp

Pro

Glu

Asn

Ser Asp Ile
Page 178

Gln

Pro

285

Thr

Asp

Ile

Ile

270

Cys

Asp

Cys

Gly

Lys

Cys

Thr

His

Synthetic

Thr

val

val

45

Ser

Leu

Ala

Pro

Gln

125

Ala

Leu

Ser

30

Glu

Thr

Asn

Pro

Gln

110

val

val

Met

15

His

val

Tyr

Gly

Ile

95

val

Ser

Glu

Thr

val

Gly

320

Ile

His

Arg

Lys

Glu

Tyr

Leu

Trp



Glu

145

Leu

Lys

Glu

Gly

<210>
<211>
<212>
<213>

130

Ser

Asn

Gly

Gln

Pro
150

135

Glu

Lys Ser Asp Gly Ser Phe
165

Ser

Ala

Lys
210

<220>

<221>
<223>

<400>

Arg

Leu
195

183
209
PRT
Artificial Sequence

source o o
/note="Description of Artificial Sequence:

Trp
180

His

Gln

Asn

polypeptide™

183

Pro Ser val

1

Ser

Asp

Asn

val

65

Glu

Lys

Thr

Thr

Arg

Pro

Ala

50

val

Tyr

Thr

Leu

Cys

Thr

Glu

35

Lys

Ser

Lys

Ile

Pro

115

Leu

Phe

Pro

20

val

Thr

val

Cys

Ser

100

Pro

val

Leu

5

Glu

Lys

Lys

Leu

Lys

Ser

Lys

A-1850-WO-PCT_SL. txt

Asn

Phe

Asn Tyr

Leu Tyr
170

Gln Gly Asn val Phe

His

Phe

val

Phe

Pro

Thr

70

val

Ala

Arg

Gly

Tyr

Pro

Thr

Asn

Arg

55

val

Ser

Lys

Glu

Phe
135

Thr
200

Pro

Cys

Trp

40

Glu

Leu

Asn

Gly

Glu

120

Tyr

185

Gln Lys

Lys Pro
10

val val
25

Tyr val

Glu Gln

His Gln

Lys Ala
90

Gln Pro
105

Met Thr

Lys

155

Ser

Ser

sSer

Lys

val

Asp

Tyr

Asp

75

Leu

Arg

Lys

140

Thr

Lys

Cys

Leu

Asp

Asp

Gly

Gly

60

Trp

Pro

Glu

Asn

Pro Ser Asp Ile

140

Page 179

Thr Pro Pro

Leu Thr val

Ser

Ser
205

val
190

Leu

175

Met

Ser

Synthetic

Thr

val

val

45

Ser

Leu

Ala

Pro

Gln

125

Ala

Leu

Ser

30

Glu

Thr

Asn

Pro

Gln

110

val

val

Met

15

His

val

Tyr

Gly

Ile

95

val

Ser

Glu

val

160

Asp

His

Pro

Arg

Cys

Leu

Trp



Glu Ser Asn
145

Leu Asp Ser

Lys Ser Arg

Glu Ala Leu
195

Gly

<210>
<211>
<212>
<213>

<220>
<221>
<223>

184
954
DNA

sourc
polyn

<400> 184
ccgtcagtct

gaggtcacat
tacgtggacg
agcacgtacc
gagtacaagt
aaagccaaag
atgaccaaga
gccgtggagt
ctggactccg
cagcagggga
cagaagagcc
tgccgtctge
tcgccacggg
gcaaacatgc
gcgcecctgcet
ggggtgtcgc

<210> 185
<211> 318

Gly GlIn

A-1850-WO-PCT_SL. txt

150

Asp Gly
165

Trp Gln
180

His Asn

e

ucleotide"

tcctcttecc
gcgtggtggt
gcgtggaggt
gtgtggtcag
gcaaggtctc
ggcagccccg
accaggtcag
gggagagcaa
acggctcctt
acgtcttctc
tctccctgtce
acacggtccg
aggtgcaagt
acgcgcagat
gcgtgcccge

tccagaccta

Artificial Sequence

cccaaaaccc
ggacgtgagc
gcataatgcc
cgtcctcacc
caacaaagcc
agaaccacag
cctgacctgc
tgggcagccg
cttcctctat
atgctccgtg
tccgggtgga
cgcgtcgctg
gaccatgtgc
caagacgagc
cagctacaat

tgatgacttg

170

185

aaggacaccc
cacgaagacc
aagacaaagc
gtcctgcacc
ctcccagecc
gtgtgcaccc
ctggtcaaag
gagaacaact
agcgacctca
atgcatgagg
gaccactgtc
gaagacctgg
atcggcgegt
ctgcaccgcc
cccatggtgce

ttagccaaag

Page 180

Pro Glu Asn Asn Tyr Asp Thr Thr Pro
155

Ser Phe Phe Leu Tyr Ser Asp Leu Thr

Gln Gly Asn val Phe Ser Cys Ser val

190

His Tyr Thr GIn Lys Ser Leu Ser Leu
200

205

tcatgatctc
ctgaggtcaa
cgcgggagga
aggactggct
ccatcgagaa
tgcccccatce
gcttctatcc
acgacaccac
ccgtggacaa
ctctgcacaa
cgctcgggcec
gctgggccga
gcccgageca
tgaagcccga
tcattcaaaa

actgccactg

val
160

Pro

val
175

Asp
His

Met

Ser Pro

/note="Description of Artificial Sequence: Synthetic

ccggacccct
gttcaactgg
gcagtacggc
gaatggcaag
aaccatctcc
ccgggaggag
cagcgacatc
gcctccecgtg
gagcaggtgg
ccactacacg
cgggcgttge
ttgggtgctg
gttccgggcg
cacggtgcca
gaccgacacc

cata

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
954



<212>
<213>

<220>

<221>
<223>

<400>

PRT
Artificial Sequence

source o
/note="Description of

polypeptide"

185

Pro Ser val Phe Leu

1

Ser

Asp

Asn

val

65

Glu

Lys

Thr

Thr

Glu

145

Leu

Lys

Glu

Gly

Thr
225

Arg

Pro

Ala

50

val

Tyr

Thr

Leu

Cys

130

Ser

Asp

Ser

Ala

Gly

210

val

Thr

Glu

35

Lys

Ser

Lys

Ile

Pro

115

Leu

Asn

Ser

Arg

Leu

195

Asp

Arg

Pro

20

val

Thr

val

cys

Ser

100

Pro

val

Gly

Asp

Trp

His

His

Ala

5

Glu

Lys

Lys

Leu

Lys

Ser

Lys

Gln

Gly

Gln

Asn

cys

Ser

Phe

val

Phe

Pro

Thr

70

val

Ala

Arg

Gly

Pro

150

Ser

Gln

His

Pro

Leu
230

Pro

Thr

Asn

Arg

55

val

Ser

Lys

Glu

Phe

135

Glu

Phe

Gly

Tyr

Leu

215

Glu

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Pro Lys Pro
10

Cys

Trp

40

Glu

Leu

Asn

Gly

Glu

120

Tyr

Asn

Phe

Asn

Thr

200

Gly

Asp

val

25

Tyr

Glu

His

Lys

Gln

105

Met

Pro

Asn

Leu

val

185

Gln

Pro

Leu

val

val

Gln

Gln

Ala

90

Pro

Thr

Ser

Tyr

Tyr

170

Phe

Lys

Gly

Gly

Lys

val

Asp

Tyr

Asp

75

Leu

Arg

Lys

Asp

Ser

Ser

Arg

Trp
235

Asp

Asp

Gly

Gly

60

Trp

Pro

Glu

Asn

Ile

140

Thr

Asp

Cys

Leu

Cys

220

Ala

Page 181

Synthetic

Thr

val

val

45

Ser

Leu

Ala

Pro

Gln

125

Ala

Thr

Leu

Ser

Ser

205

cys

Asp

Leu

Ser

30

Glu

Thr

Asn

Pro

Gln

110

val

val

Pro

Thr

val

190

Leu

Arg

Trp

Met

15

val

Tyr

Gly

Ile

95

val

Ser

Glu

Pro

val

175

Met

Ser

Leu

val

Ile

Glu

His

Arg

cys

Leu

Trp

val

160

Asp

His

Pro

His

Leu
240



Sser Pro Arg

Gln Phe Arg

Arg

Leu

Asn
290

Tyr

Gln Thr

305

Tyr

<210>
<211>
<212>
<213>

186
630
DNA

<220>
<221>
<223>

sourc
polyn

<400> 186
ccatccgtgt

gaagtgactt
tatgtggacg
agcacctacc
gaatacaagt
aaggcaaagg
atgaccaaga
gctgtggaat
ctgaaatctg
caacaaggca
cagaagtcac
<210>
<211>

<212>
<213>

187
963
DNA

<220>
<221>
<223>

sourc
polyn

<400> 187

val
245

Glu

Ala Ala

260

Pro Asp

val

Met

Asp Asp

Gln

Asn

Thr

Leu

Leu

A-1850-WO-PCT_SL. txt

val Thr

Met His

val Pro

280

ITe GIn

295

Leu Ala

310

e

/note="Description of

ucleotide"

tcctgtttec
gcgtcgtcgt
gagtggaagt
gcgtggtgag
gtaaggtgtc
ggcaaccaag
accaggtcag
gggagtcaaa
atgggtcctt
atgtctttag

tgtccctgtc

e

ucleotide"

Artificial Sequence

tccaaagccg
ggacgtgtca
gcataacgcc
cgtccttact
caacaaggcc
ggaacctcaa
cctgacttgt
tggccagccc
cttcctttac
ctgctcagtg

tccgggtaaa

Artificial Sequence

Met Cys Ile

250

Ala Gln ITe

265

Ala Pro Cys

Lys Thr Asp

Lys Asp Cys

315

aaggacaccc
catgaggatc
aagaccaaac
gtgctccacc
ctcceccgetc
gtgtacaccc
ctcgtgaagg
gagaataact
tccaagctga

atgcatgagg

Gly Ala Cys

Ser
270

Lys Thr

Cys val
285

Pro

Thr Gly val
300

His Cys Ile

tgatgatctc
cagaggtcaa
cccgcgaaga
aggactggct
ccatcgaaaa
tgcctccgtg
gcttctatcc
acaaaactac
ccgtggacaa

ctctccataa

Pro Ser

255

Leu His

Ala Ser

Ser Leu

Artificial Sequence: Synthetic

aagaactccg
gttcaattgg
acagtacggg
taatgggaag
gaccatctca
caggaaggag
cagcgatatt
cccacccgtg
gagccgctgg

tcactacact

/note="Description of Artificial Sequence: Synthetic

ccgtcagtct tcctcttccc cccaaaaccc aaggacaccc tcatgatctc ccggacccct

Page 182

60
120
180
240
300
360
420
480
540
600
630

60



gaggtcacat
tacgtggacg
agcacgtacc
gagtacaagt
aaagccaaag
atgaccaaga
gccgtggagt
ctggactccg
cagcagggga
cagaagagcc
gggcgttgct
tgggtgctgt
ttccgggcgg
acggtgccag
accgacaccg
ata

<210>
<211>

<212>
<213>

188
321
PRT

<220>
<221>
<223>

sourc

polyp

<400> 188
iro Ser val

Ser Arg Thr

Glu
35

Asp Pro

Ala
50

Asn Lys

val val

65

Ser

Glu Tyr Lys

gcgtggtggt
gcgtggaggt
gtgtggtcag
gcaaggtctc
ggcagccccg
accaggtcag
gggagagcaa
acggctcctt
acgtcttctc
tctccctgtce
gccgtctgea
cgccacggga
caaacatgca
cgccctgcetg

gggtgtcgct

e

/note="Description of

eptide”

Phe Leu Ph

Pro Glu Vva

20

val Lys Ph

Thr Lys Pr

Th
70

val Leu

Cys va

A-1850-WO-PCT_SL.txt
ggacgtgagc cacgaagacc ctgaggtcaa

gcataatgcc aagacaaagc cgcgggagga

cgtcctcacc gtcctgcacc aggactggct

caacaaagcc ctcccagccc ccatcgagaa

agaaccacag gtgtgcaccc tgcccccatc

cctgacctgc ctggtcaaag gcttctatcc

tgggcagccg gagaacaact

cttcctctat

acgacaccac
agcgacctca ccgtggacaa

atgctccgtg atgcatgagg ctctgcacaa

tccgggtgeg accactgtcc

cacggtccgc

cgcgacggag
gcgtcgcetgg

accatgtgca

aagacctggg
tcggcgegtg

tgcaccgect

ggtgcaagtg

cgcgcagatc aagacgagcc

cgtgcccgec agctacaatc ccatggtgct

ccagacctat gatgacttgt tagccaaaga

Artificial Sequence

Artificial Sequence: Synthe

Pro Thr Leu

10

e Pro Pro Lys Lys Asp

val val val val

25

1 Thr Ser

30

Cys Asp

val Glu

45

e Asn Trp val

40

Tyr Asp Gly

o Arg Glu Glu GIn Tyr Gly Ser Thr

55 60

r val Leu His Gln Asp Leu Asn

75

Trp

Ala Ala

90

1 Ser Asn Lys Leu Pro Pro

Page 183

gttcaactgg
gcagtacggg
gaatggcaag
aaccatctcc
ccgggaggag
cagcgacatc
gcctcccgtg
gagcaggtgg
ccactacacg
gctcgggcecc
ctgggccgat
cccgagccag
gaagcccgac
cattcaaaag

ctgccactgc

tic
Met
15
His
val His
Tyr Arg

Gly

Ile
95

120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
963



Lys

Thr

Thr

Glu

145

Leu

Lys

Glu

Gly

Arg

Trp

Cys

Ser

Pro

val
305

<210>
<211>
<212>
<213>

Thr

Leu

Cys

Ser

Asp

Ser

Ala

Ala

210

Leu

val

Pro

Leu

Ala

290

Ser

<220>

<221>
<223>

Pro

115

Leu

Asn

Ser

Arg

Leu

195

Arg

Leu

Ser

His

275

Ser

Leu

189
113
PRT
Artificial Sequence

source o o _
/note="Description of Artificial Sequence: Synthetic

Ser

100

Pro

val

Gly

Asp

Trp

His

Asp

Thr

Ser

Gln

260

Arg

Tyr

Gln

Lys

Ser

Lys

Gln

Asn

Gly

val

Pro

245

Phe

Leu

Asn

Thr

Ala

Arg

Gly

Pro

150

Ser

Gln

Asp

Arg

Arg

Arg

Lys

Pro

Tyr

Lys

Glu

Phe

135

Glu

Phe

Gly

Tyr

His

215

Ala

Glu

Ala

Pro

Met

295

Asp

A-1850-WO-PCT_SL.txt
Gln Pro Arg Glu Pro

Gly

Glu

120

Tyr

Asn

Phe

Asn

Thr

200

Cys

Ser

val

Ala

280

val

Asp

105

Met Thr

Pro Ser

Asn Tyr

Leu Tyr

170

val Phe
185

Gln Lys

Pro Leu

Leu Glu

Gln val

250

AsSn Met
265
Thr val

Leu Ile

Leu Leu

Lys

Asp

Ser

Ser

Gly

Asp

Thr

His

Pro

Gln

Ala
315

Asn

Ile

140

Thr

Asp

Cys

Leu

Pro

220

Leu

Met

Ala

Ala

Page 184

Gln

125

Ala

Thr

Leu

Ser

Ser

205

Gly

Gly

Cys

Gln

Pro

285

Thr

Asp

Gln

110

val

val

Pro

Thr

val

190

Leu

Arg

Trp

Ile

Ile

270

Cys

Asp

Cys

val

Ser

Glu

Pro

val

175

Met

Ser

Cys

Ala

Lys

Cys

Thr

His

Cys

Leu

Trp

val

160

Asp

Pro

Cys

Thr

val

Gly

320



<400>
Met Al
1

Arg Le
Trp va

Cys Pr
50

Ser Le
65

Pro Al
val Se
Ile

<210>
<211>
<212>
<213>
<220>

<221>
<223>

<400>

gtccgc
caagtg
cagatc
ccecgcec
acctat
<210>

<211>
<212>

A-1850-WO-PCT_SL. txt

Pro

Leu

Met

Ala

60

Ala

Lys

Lys

Gly

Gly

cys

45

Gln

Pro

Thr

Asp

Arg

Trp

30

Ile

Ile

cys

Asp

cys
110

gttgctgccg

tgctgtcgec

gggcggcaaa

tgccagcgcec

acaccggggt

aa

Cys Cys
15

Ala Asp

Gly Ala

Lys Thr

Cys val
80

Thr Gly
95

His Cys

tctgcacacg
acgggaggtg
catgcacgcg
ctgctgcgtg

gtcgctccag

polypeptide"
189
a Arg Asn Gly Asp His Cys Pro Leu Gly
5 10
u His Thr val Arg Ala Ser Leu Glu Asp
20 25
1T Leu Ser Pro Arg Glu val GIn val Thr
35 40
0 Ser GIn Phe Arg Ala Ala Asn Met His
55
u His Arg Leu Lys Pro Asp Thr val Pro
70 75
a Ser Tyr Asn Pro Met val Leu Ile Gln
85 90
r Leu GIn Thr Tyr Asp Asp Leu Leu Ala
100 105

190
342
DNA
Artificial Sequence
source
/note="Description of Artificial Sequence: Synthetic
polynucTleotide™
190

atggcgcgca acggggacca ctgtccgctc gggcccgggce
gcgt cgctggaaga cctgggctgg gccgattggg
acca tgtgcatcgg cgcgtgcccg agccagttcc
aaga cgagcctgca ccgcctgaag cccgacacgg
agct acaatcccat ggtgctcatt caaaagaccg
gatg acttgttagc caaagactgc cactgcatat
191
210
PRT
Artificial Sequence

<213>

<220>
<221>
<223>

source

/note="Description of Artificial Sequence:

polypeptide"

Page 185

Synthetic

60
120
180
240
300
342



<400> 191

Pro Ser
1

ser Arg
Asp Pro
Asn Cys
val val
65

Glu Tyr
Lys Thr
Thr Leu
Thr Cys
Glu Ser
145

Leu Lys
Lys Ser

Glu Ala

Gly Lys
210

val

Thr

Glu

35

Lys

Ser

Lys

Ile

Pro

115

Leu

Asn

Ser

Arg

Leu
195

<210> 192
<211> 209
<212> PRT
<213> Artificial Sequence

<220>

<221> source

Phe

Pro

20

val

Thr

val

Cys

Ser

100

Pro

val

Gly

Asp

Trp

180

His

Leu

Glu

Lys

Lys

Cys

Lys

Ser

Lys

Gln

Asn

Phe

val

Phe

Pro

Thr

70

val

Ala

Arg

Gly

Pro

150

Ser

Gln

His

Pro

Thr

Asn

Arg

55

val

Ser

Lys

Lys

Phe

135

Glu

Phe

Gly

Tyr

A-1850-WO-PCT_SL. txt

Pro

Cys

Trp

40

Glu

Leu

Asn

Gly

Glu

120

Tyr

Asn

Phe

Asn

Thr
200

Lys Pro Lys Asp Thr
10

val

25

Tyr

Glu

His

Lys

Gln

105

Met

Pro

Asn

Leu

val

185

Gln

val

val

Gln

Gln

Ala

90

Pro

Thr

Ser

Tyr

Tyr

170

Phe

Lys

val

Asp

Tyr

Asp

75

Leu

Arg

Lys

Asp

Ser

Ser

Asp

Gly

Gly

60

Trp

Pro

Glu

Asn

Ile

140

Thr

Lys

Cys

Leu

val

val

45

Ser

Leu

Ala

Pro

Gln

125

Ala

Thr

Leu

Ser

ser
205

Leu

Ser

30

Glu

Thr

Asn

Pro

Gln

110

val

val

Pro

Thr

val

190

Leu

Met

15

His

val

Tyr

Gly

Ile

95

val

Ser

Glu

Pro

val

175

Met

Ser

<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

Page 186

His

Arg

Tyr

Leu

Trp

val

160

Asp

His

Pro



<400> 192

Pro Ser
1

Ser Arg
Asp Pro
Asn Cys

50

val val
65

Glu Tyr
Lys Thr
Thr Leu
Thr Cys

130

Glu Ser
145
Leu Asp

Lys Ser

Glu Ala

val

Thr

Glu

35

Lys

Ser

Lys

Ile

Pro

115

Leu

Asn

Ser

Arg

Leu
195

<210> 193
<211> 954
<212> DNA
<213> Artificial Sequence

<220>

<221> source

Phe

Pro

20

val

Thr

val

cys

Ser

100

Pro

val

Gly

Asp

Trp

180

His

Leu

Glu

Lys

Lys

cys

Lys

Ser

Lys

Gln

Asn

Phe

val

Phe

Pro

Thr

70

val

Ala

Arg

Gly

Pro

150

Ser

Gln

His

Pro

Thr

Asn

Arg

55

val

Ser

Lys

Glu

Phe

135

Glu

Phe

Gly

Tyr

A-1850-WO-PCT_SL. txt

Pro Lys Pro Lys Asp Thr
10

Cys

Trp

40

Glu

Leu

Asn

Gly

Glu

120

Tyr

Asn

Phe

Asn

Thr
200

val

25

Tyr

Glu

His

Lys

Gln

105

Met

Pro

Asn

Leu

val

185

Gln

val

val

Gln

Gln

Ala

90

Pro

Thr

sSer

Tyr

Tyr

170

Phe

Lys

val

Asp

Tyr

Asp

75

Leu

Arg

Lys

Asp

Ser

Ser

Asp

Gly

Gly

60

Trp

Pro

Glu

Asn

Ile

140

Thr

Asp

Cys

Leu

val

val

45

Ser

Leu

Ala

Pro

Gln

125

Ala

Thr

Leu

Ser

Ser
205

Leu

Ser

30

Glu

Thr

Asn

Pro

Gln

110

val

val

Pro

Thr

val

190

Leu

Met

15

His

val

Tyr

Gly

Ile

95

val

Ser

Glu

Pro

val

175

Met

Ser

<223> /note="Description of Artificial Sequence: Synthetic
polynucTleotide"

<400> 193

Page 187

Ile

Glu

His

Arg

Tyr

Leu

Trp

val

160

Asp

His

Pro



ccgtcagtct
gaggtcacat
tacgtggacg
agcacgtacc
gagtacaagt
aaagccaaag
atgaccaaga
gccgtggagt
ctggactccg
cagcagggga
cagaagagcc
tgccgtctgce
tcgccacggg
gcaaacatgc
gcgccectgcet
ggggtgtcgc
<210>
<211>

<212>
<213>

194
318
PRT

<220>
<221>
<223>

sourc

polyp

<400> 194
Pro Ser val
1

Ser Arg Thr

Glu
35

Asp Pro

Asn

Lys

val
65

Ser

Glu Tyr Lys

tcctcttecc
gcgtggtggt
gcgtggaggt
gtgtggtcag
gcaaggtctc
ggcagccccg
accaggtcag
gggagagcaa
acggctcctt
acgtcttctc
tctccctgtce
acacggtccg
aggtgcaagt
acgcgcagat
gcgtgeccgce

tccagaccta

e

/note="Description of

eptide”

Phe Leu Ph

Pro Glu Vva

20

val Lys Ph

Thr Lys Pr

Th
70

val Cys

Cys va

A-1850-WO-PCT_SL. txt
cccaaaaccc aaggacaccc tcatgatctc

ggacgtgagc cacgaagacc ctgaggtcaa

gcataattgc aagacaaagc

c€gcgggagga

cgtctgcacc gtcctgcacc aggactggct

caacaaagcc ctcccagccc ccatcgagaa

agaaccacag gtgtacaccc tgcccccatc

cctgacctgc ctggtcaaag gcttctatcc

tgggcagccg gagaacaact

cttcctctat

dacgacaccac

agcgacctca ccgtggacaa

atgctccgtg atgcatgagg ctctgcacaa

gaccactgtc cgctcgggcc

tccgggtgga

cgcgtcgctg gaagacctgg gctgggccga

gaccatgtgc atcggcgcgt gcccgagcca

caagacgagc ctgcaccgcc tgaagcccga

cagctacaat cccatggtgc tcattcaaaa

tgatgacttg ttagccaaag actgccactg

Artificial Sequence

Artificial Sequence: Synthe

Pro Thr Leu

10

e Pro Pro Lys Lys Asp

val val val val

25

1 Thr Ser

30

Cys Asp

val Glu

45

e Asn Trp val

40

Tyr Asp Gly

o Arg Glu Glu GIn Tyr Gly Ser Thr

55 60

r val Leu His Gln Asp Leu Asn

75

Trp

Ala Ala

90

1 Ser Asn Lys Leu Pro Pro

Page 188

ccggacccct
gttcaactgg
gcagtacggc
gaatggcaag
aaccatctcc
ccgggaggag
cagcgacatc
gcctcccgtg
gagcaggtgg
ccactacacg
cgggcgttgce
ttgggtgctg
gttccgggeg
cacggtgcca
gaccgacacc

cata

tic
Met
15
His
val His
Tyr Arg

Gly

Ile
95

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
954



A-1850-WO-PCT_SL.txt
Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln val Tyr
100 105 110

Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln val Ser Leu
115 120 125

Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu Trp
130 135 140

Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Asp Thr Thr Pro Pro val
145 150 155 160

Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Asp Leu Thr val Asp
165 170 175

Lys Ser Arg Trp GIn Gln Gly Asn val Phe Ser Cys Ser val Met His
180 185 190

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro
195 200 205

Gly Gly Asp His Cys Pro Leu Gly Pro Gly Arg Cys Cys Arg Leu His
210 215 220

Thr val Arg Ala Ser Leu Glu Asp Leu Gly Trp Ala Asp Trp val Leu
225 230 235 240

Ser Pro Arg Glu val GIn val Thr Met Cys Ile Gly Ala Cys Pro Ser
245 250 255

Gln Phe Arg Ala Ala Asn Met His Ala GIn Ile Lys Thr Ser Leu His
260 265 270

Arg Leu Lys Pro Asp Thr val Pro Ala Pro Cys Cys val Pro Ala Ser
275 280 285

Tyr Asn Pro Met val Leu Ile Gln Lys Thr Asp Thr Gly val Ser Leu
290 295 300

Gln Thr Tyr Asp Asp Leu Leu Ala Lys Asp Cys His Cys Ile
305 310 315

<210> 195
<211> 630
<212> DNA
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polynucTleotide"

<400> 195
ccgtcagtct tcctcttccc cccaaaaccc aaggacaccc tcatgatctc ccggacccct 60

Page 189



gaggtcacat
tacgtggacg
agcacgtacc
gagtacaagt
aaagccaaag
atgaccaaga
gccgtggagt
ctgaagtccg
cagcagggga

cagaagagcc

<210>
<211>
<212>
<213>

<220>
<221>
<223>

196
963
DNA

gcgtggtggt
gcgtggaggt
gtgtggtcag
gcaaggtctc
ggcagccccg
accaggtcag
gggagagcaa
acggctecctt
acgtcttctc

tctccctgtc

source o o _
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 196
ccgtcagtct

gaggtcacat
tacgtggacg
agcacgtacc
gagtacaagt
aaagccaaag
atgaccaaga
gccgtggagt
ctggactccg
cagcagggga
cagaagagcc
gggcgttgct
tgggtgctgt
ttccgggcgg
acggtgccag
accgacaccg

ata

tcctcttecc
gcgtggtggt
gcgtggaggt
gtgtggtcag
gcaaggtctc
ggcagccccg
accaggtcag
gggagagcaa
acggctcctt
acgtcttctc
tctccctgtce
gccgtctgea
cgccacggga
caaacatgca
cgccctgetg

gggtgtcgct

A-1850-WO-PCT_SL. txt

ggacgtgagc
gcataattgc
cgtctgcacc
caacaaagcc
agaaccacag
cctgacctgc
tgggcagecg
cttcctctat
atgctccgtg

tccgggtaaa

Artificial Sequence

cccaaaaccc
ggacgtgagc
gcataattgc
cgtctgcacc
caacaaagcc
agaaccacag
cctgacctgc
tgggcagccg
cttcctctat
atgctccgtg
tccgggtgceg
cacggtccgc
ggtgcaagtg
cgcgcagatc
cgtgceccgec

ccagacctat

cacgaagacc
aagacaaagc
gtcctgcacc
ctcccagecc
gtgtacaccc
ctggtcaaag
gagaacaact
agcaagctca

atgcatgagg

aaggacaccc
cacgaagacc
aagacaaagc
gtcctgcacc
ctcccagecc
gtgtacaccc
ctggtcaaag
gagaacaact
agcgacctca
atgcatgagg
cgcgacggag
gcgtcgetgg
accatgtgca
aagacgagcc
agctacaatc

gatgacttgt

Page 190

ctgaggtcaa
cgcgggagga
aggactggct
ccatcgagaa
tgcccccatce
gcttctatcc
acaagaccac
ccgtggacaa

ctctgcacaa

tcatgatctc
ctgaggtcaa
cgcgggagga
aggactggct
ccatcgagaa
tgcccccatce
gcttctatcc
acgacaccac
ccgtggacaa
ctctgcacaa
accactgtcc
aagacctggg
tcggcgegtg
tgcaccgect
ccatggtgct

tagccaaaga

gttcaactgg
gcagtacggc
gaatggcaag
aaccatctcc
ccggaaggag
cagcgacatc
gcctcecgtg
gagcaggtgg

ccactacacg

ccggacccct
gttcaactgg
gcagtacggc
gaatggcaag
aaccatctcc
ccgggaggag
cagcgacatc
gcctcecgtg
gagcaggtgg
ccactacacg
gctcgggecc
ctgggccgat
cccgagecag
gaagcccgac
cattcaaaag

ctgccactgc

120
180
240
300
360
420
480
540
600
630

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
963



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

197
321
PRT
Artificial Sequence

source o
/note="Description of

polypeptide"

197

Pro Ser val Phe Leu Phe Pro

1

Ser

Asp

Asn

val

65

Glu

Lys

Thr

Thr

Glu

145

Leu

Lys

Glu

Gly

Arg

Arg

Pro

Cys

50

val

Tyr

Thr

Leu

cys

130

Ser

Asp

Ser

Ala

Ala

210

Leu

Thr

Glu

35

Lys

Ser

Lys

Pro

115

Leu

Asn

Ser

Arg

Leu

195

Arg

Pro

20

val

Thr

val

Cys

Ser

100

Pro

val

Gly

Asp

Trp

His

Asp

Thr

5

Glu

Lys

Lys

Cys

Lys

Lys

Ser

Lys

Gln

Asn

Gly

val

val

Phe

Pro

Thr

70

val

Ala

Arg

Gly

Pro

150

Ser

Gln

Asp

Arg

Thr

Asn

Arg

55

val

Ser

Lys

Glu

Phe

135

Glu

Phe

Gly

Tyr

His

215

Ala

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Pro Lys Pro

cys

Trp

40

Glu

Leu

Asn

Gly

Glu

120

Tyr

Asn

Phe

Asn

Thr

200

Cys

Ser

val

25

Tyr

Glu

His

Lys

Gln

105

Met

Pro

Asn

Leu

val

185

Gln

Pro

Leu

10

val

val

Gln

Gln

Ala

90

Pro

Thr

Ser

Tyr

Tyr

170

Phe

Lys

Leu

Lys

val

Asp

Tyr

Asp

75

Leu

Arg

Lys

Asp

Ser

Ser

Gly

Asp

Asp

Gly

Gly

60

Trp

Pro

Glu

Asn

Ile

140

Thr

Asp

Cys

Leu

Pro
220

Glu Asp Leu
Page 191

Synthetic

Thr

val

val

45

Ser

Leu

Ala

Pro

Gln

125

Ala

Thr

Leu

Ser

Ser

205

Gly

Gly

Leu

Ser

30

Glu

Thr

Asn

Pro

Gln

110

val

val

Pro

Thr

val

190

Leu

Arg

Trp

Met

15

His

val

Tyr

Gly

Ile

95

val

Ser

Glu

Pro

val

175

Met

Ser

Cys

Ala

Ile

His

Arg

Lys

Glu

Tyr

Leu

Trp

val

160

Asp

His

Pro

Cys

Asp



225

Trp

cys

Ser

Pro

val

305

Ile

<210>
<211>
<212>
<213>

val

Pro

Leu

Ala

290

Ser

<220>

<221>
<223>

<400>

Leu

Ser

His

275

Ser

Leu

198
210
PRT
Artificial Sequence

source o
/note="Description of

Ser

Gln

260

Arg

Tyr

Gln

Pro

245

Phe

Leu

Asn

Thr

polypeptide™

198

Pro Ser val Phe Leu
1 5

Ser

Asp

Asn

val

65

Glu

Lys

Thr

Arg

Pro

Tyr

Thr

Leu

Thr

Glu

35

Lys

Ser

Lys

Pro
115

Pro

20

val

Thr

val

Cys

Ser

100

Pro

Glu

Lys

Lys

Cys

Lys

Cys

230

Arg

Arg

Lys

Pro

TYyr
310

Phe

val

Phe

Pro

Thr

70

val

Ala

Arg

Glu

Ala

Pro

Met

295

Asp

Pro

Thr

Asn

Arg

55

val

Ser

Lys

Lys

A-1850-WO-PCT_SL. txt

val

Ala

Asp

280

val

Asp

Artificial Sequence:

Pro

Cys

Trp

40

Glu

Leu

Asn

Gly

Glu
120

Gln

Asn

265

Thr

Leu

Leu

Lys

val

25

Tyr

Glu

His

Lys

Gln

105

Met

val

250

Met

val

Ile

Leu

Pro

10

val

val

Gln

Gln

Ala

90

Pro

235

Thr

His

Pro

Gln

Ala
315

Lys

val

Asp

Tyr

Asp

75

Leu

Arg

Met

Ala

Ala

Lys

300

Lys

Asp

Asp

Gly

Gly

60

Trp

Pro

Glu

Thr Lys Asn

Page 192

cys

Gln

Pro

285

Thr

Asp

Ile

Ile

270

cys

Asp

cys

Lys

cys

Thr

Synthetic

Thr

val

val

45

Ser

Leu

Ala

Pro

Gln
125

Leu

Ser

30

Glu

Thr

Asn

Pro

Gln

110

val

Met

15

His

val

Tyr

Gly

Ile

95

val

Ser

240

Thr

val

Gly

cys
320

His

Arg

Tyr

Leu



Thr

Glu

145

Leu

Lys

Glu

Gly

Cys Leu

Ser Asn

Lys Ser

ser Arg

Ala Leu

195

Lys
210

<210> 199
<211> 209
<212> PRT

<213>

<220>
<221> source

<223>

Ser

Asp

Asn

val

65

Glu

Lys

Thr

val

Gly

Asp

Trp

His

Lys

Gln

Asn

polypeptide"

<400> 199
Pro Ser val Phe Leu
1 5

Arg Thr

Pro Glu
35

Cys Lys

50

val Ser

Tyr Lys

Thr Ile

Leu Pro
115

Pro

20

val

Thr

val

cys

Ser

100

Pro

Glu

Lys

Lys

cys

Lys

Ser

Gly

Pro

150

Ser

Gln

His

Phe

val

Phe

Pro

Thr

70

val

Ala

Arg

Phe

135

Glu

Phe

Gly

Tyr

Artificial Sequence

/note="Description of

Pro

Thr

Asn

Arg

55

val

Ser

Lys

Glu

A-1850-WO-PCT_SL. txt

Tyr

Asn

Phe

Asn

Thr
200

Artificial Sequence:

Pro

Cys

Trp

40

Glu

Leu

Asn

Gly

Glu
120

Pro Ser
Asn Tyr

Leu Tyr
170

val Phe
185

Gln Lys

Lys Pro
10

val val
25

Tyr val
Glu Gln
His Gln

Lys Ala
90

Gln Pro
105

Met Thr

Asp

Lys

155

Ser

Ser

Ser

Lys

val

Asp

Tyr

Asp

75

Leu

Arg

Lys

Ile
140
Thr
Lys

Cys

Leu

Asp
Asp
Gly
Gly
60

Trp
Pro

Glu

Asn

Page 193

Ala

Thr

Leu

Ser

ser
205

val

Pro

Thr

val

190

Leu

Glu

Pro

val

175

Met

Ser

Synthetic

Thr

val

val

45

Ser

Leu

Ala

Pro

Gln
125

Leu

ser

30

Glu

Thr

Asn

Pro

Gln

110

val

Met

15

His

val

Tyr

Gly

Ile

95

val

Ser

Trp
val

160

Asp

Pro

Ile

Glu

His

Arg

cys

Leu



Thr Cys Leu

130

Glu
145

Ser Asn

Leu Asp Ser

Lys Ser Arg

Glu Ala Leu

195

Gly

<210>
<211>
<212>
<213>

200
954
DNA

<220>
<221>
<223>

sourc
polyn

<400> 200
ccgtcagtct

gaggtcacat
tacgtggacg
agcacgtacc
gagtacaagt
aaagccaaag
atgaccaaga
gccgtggagt
ctggactccg
cagcagggga
cagaagagcc
tgccgtctgce
tcgccacggg
gcaaacatgc
gcgccctgcet

ggggtgtcgc

val Lys

Gly GIn

Gly

Pro

A-1850-WO-PCT_SL. txt

Phe
135

Glu Asn

150

Asp

Trp

His Asn

e

ucleotide"

tcctcttecc
gcgtggtggt
gcgtggaggt
gtgtggtcag
gcaaggtctc
ggcagccccg
accaggtcag
gggagagcaa
acggctcctt
acgtcttctc
tctccctgtce
acacggtccg
aggtgcaagt
acgcgcagat
gcgtgeccgce

tccagaccta

Ser

Gln

His

Phe Phe

Gly

Asn

Thr
200

Tyr

Artificial Sequence

cccaaaaccc
ggacgtgagc
gcataattgc
cgtctgcacc
caacaaagcc
agaaccacag
cctgacctgc
tgggcagccg
cttcctctat
atgctccgtg
tccgggtgga
cgcgtcgctg
gaccatgtgc
caagacgagc
cagctacaat

tgatgacttg

Tyr Pro Ser Asp Ile Ala
140

Asn Tyr

155

Leu Tyr

170

val Phe

185

Ser

GIn Lys Ser

aaggacaccc
cacgaagacc
aagacaaagc
gtcctgcacc
ctcccagecc
gtgtgcaccc
ctggtcaaag
gagaacaact
agcgacctca
atgcatgagg
gaccactgtc
gaagacctgg
atcggcgegt
ctgcaccgcc
cccatggtgc

ttagccaaag

Page 194

Asp Thr Thr

Ser Asp Leu

val

Pro

Thr

val
190

Cys Ser

Leu Ser
205

Leu

tcatgatctc
ctgaggtcaa
cgcgggagga
aggactggct
ccatcgagaa
tgcccccatc
gcttctatcc
acgacaccac
ccgtggacaa
ctctgcacaa
cgctcgggcec
gctgggccga
gcccgagceca
tgaagcccga
tcattcaaaa

actgccactg

Glu Trp

val
160

Pro

val
175

Asp
His

Met

Ser Pro

/note="Description of Artificial Sequence: Synthetic

ccggacccct
gttcaactgg
gcagtacggc
gaatggcaag
aaccatctcc
ccgggaggag
cagcgacatc
gcctcccgtg
gagcaggtgg
ccactacacg
cgggcgttgce
ttgggtgctg
gttccgggeg
cacggtgcca
gaccgacacc

cata

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
954



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>
Pro Ser val Phe Leu
1

Ser

Asp

Asn

val

65

Glu

Lys

Thr

Thr

Glu

145

Leu

Lys

Glu

Gly

201
318
PRT
Artificial Sequence

source o
/note="Description of

polypeptide"

Arg

Pro

Tyr

Thr

Leu

Cys

Ser

Asp

Ser

Ala

Gly

201

Thr

Glu

35

Lys

Ser

Lys

Pro

115

Leu

Asn

Ser

Arg

Leu

195

Asp

Pro

20

val

Thr

val

Cys

Ser

100

Pro

val

Gly

Asp

Trp

His

His

5

Glu

Lys

Lys

Cys

Lys

Lys

Ser

Lys

Gln

Asn

Cys

Phe

val

Phe

Pro

Thr

70

val

Ala

Arg

Gly

Pro

150

Ser

Gln

Pro

Pro

Thr

Asn

Arg

55

val

Ser

Lys

Glu

Phe

135

Glu

Phe

Gly

Tyr

Leu
215

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Pro Lys Pro Lys Asp
10

Cys

Trp

40

Glu

Leu

Asn

Gly

Glu

120

Tyr

Asn

Phe

Asn

Thr

200

Gly

val

25

Tyr

Glu

His

Lys

Gln

105

Met

Pro

Asn

Leu

val

185

Gln

Pro

val

val

Gln

Gln

Ala

90

Pro

Thr

Ser

Tyr

Tyr

170

Phe

Lys

Gly

Page 195

val

Asp

Tyr

Asp

75

Leu

Arg

Lys

Asp

Ser

Ser

Arg

Asp

Gly

Gly

60

Trp

Pro

Glu

Asn

Ile

140

Thr

Asp

Cys

Leu

Cys
220

Synthetic

Thr Leu Met

val

val

45

Ser

Leu

Ala

Pro

Gln

125

Ala

Thr

Leu

Ser

Ser

205

Cys

Ser

30

Glu

Thr

Asn

Pro

Gln

110

val

val

Pro

Thr

val

190

Leu

Arg

15

His

val

Tyr

Gly

Ile

95

val

Ser

Glu

Pro

val

175

Met

Ser

Leu

Cys

Leu

Trp

val

160

Asp

Pro

His



A-1850-WO-PCT_SL. txt

Thr val Arg Ala Ser Leu Glu Asp Leu Gly Trp Ala Asp Trp val Leu

225 230 235 240

Ser Pro Arg Glu val GIn val Thr Cys Ile Gly Ala Cys Pro Ser
245 250 255

Gln Phe Arg Ala Ala Asn Met His Ala GIn Ile Lys Thr Ser Leu His

260 270
Arg Leu Lys Pro Asp Thr val Pro Ala Pro Cys Cys val Pro Ala Ser
275 280 285
Tyr Asn Pro Met val Leu Ile Gln Thr Asp Thr Gly val Ser Leu
290 295 300

Gln Thr Tyr Asp Asp Leu Leu Ala Asp Cys His Cys Ile

305 310 315

<210> 202

<211> 630

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 202

ccgtcagtct tcctcttccc cccaaaaccc aaggacaccc tcatgatctc ccggacccct

gaggtcacat gcgtggtggt ggacgtgagc cacgaagacc ctgaggtcaa gttcaactgg

tacgtggacg gcgtggaggt gcataattgc aagacaaagc cgcgggagga gcagtacggc

agcacgtacc gtgtggtcag cgtctgcacc gtcctgcacc aggactggct gaatggcaag

gagtacaagt gcaaggtctc caacaaagcc ctcccagccc ccatcgagaa aaccatctcc

aaagccaaag ggcagccccg agaaccacag gtgtacaccc tgcccccatg ccggaaggag

atgaccaaga accaggtcag cctgacctgc ctggtcaaag gcttctatcc cagcgacatc

gccgtggagt gggagagcaa tgggcagccg gagaacaact acaagaccac gcctcccgtg

ctgaagtccg acggctcctt cttcctctat agcaagctca ccgtggacaa gagcaggtgg

cagcagggga acgtcttctc atgctccgtg atgcatgagg ctctgcacaa ccactacacg

cagaagagcc tctccctgtc tccgggtaaa

<210> 203

<211> 963

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

polynucleotide"

Page 196

60
120
180
240
300
360
420
480
540
600
630



<400> 203
ccgtcagtct

gaggtcacat
tacgtggacg
agcacgtacc
gagtacaagt
aaagccaaag
atgaccaaga
gccgtggagt
ctggactccg
cagcagggga
cagaagagcc
gggcgttgct
tgggtgctgt
ttccgggegg
acggtgccag
accgacaccg
ata

<210>
<211>
<212>
<213>
<220>

<221>
<223>

204
321
PRT

sourc

polyp

<400> 204
Pro Ser val
1

Ser Arg Thr

Glu
35

Asp Pro

Ash Cys Lys

tcctcttecc
gcgtggtggt
gcgtggaggt
gtgtggtcag
gcaaggtctc
ggcagccccg
accaggtcag
gggagagcaa
acggctecctt
acgtcttctc
tctccctgtce
gccgtctgea
cgccacggga
caaacatgca
cgccctgetg

gggtgtcgct

e

/note="Description of

eptide"

Phe Leu Ph
5

Pro Glu va

20

val Lys Ph

Thr Lys Pr

50

Th
70

val val val

65

ser Cys

Glu Tyr Lys Cys Lys Vva

A-1850-WO-PCT_SL. txt

cccaaaaccc
ggacgtgagc
gcataattgc
cgtctgcacc
caacaaagcc
agaaccacag
cctgacctgc
tgggcagccg
cttcctctat
atgctccgtg
tccgggtgceg
cacggtccgc
ggtgcaagtg
cgcgcagatc
cgtgceccgec

ccagacctat

Artificial Sequence

e Pro

1 Thr Cys

e Ash Trp

40

o Arg Glu

55

r val Leu

1 Ser Asn

Pro Lys

val

25

Tyr

Glu

aaggacaccc
cacgaagacc
aagacaaagc
gtcctgcacc
ctcccagecc
gtgtgcaccc
ctggtcaaag
gagaacaact
agcgacctca
atgcatgagg
cgcgacggag
gcgtcgctgg
accatgtgca
aagacgagcc
agctacaatc

gatgacttgt

Artificial Sequence:

val Asp

Pro Lys Asp
10

val val Asp

tcatgatctc
ctgaggtcaa
c€gcgggagga
aggactggct
ccatcgagaa
tgcccccatce
gcttctatcc
acgacaccac
ccgtggacaa
ctctgcacaa
accactgtcc
aagacctggg
tcggegegtg
tgcaccgect
ccatggtgct

tagccaaaga

Synthe

Thr Leu

val Ser

30

val Glu

45

Gly

Ser Thr

ccggacccct
gttcaactgg
gcagtacggc
gaatggcaag
aaccatctcc
ccgggaggag
cagcgacatc
gcctcecgtg
gagcaggtgg
ccactacacg
gctcgggecc
ctgggccgat
cccgagccag
gaagcccgac
cattcaaaag

ctgccactgc

tic

Met Ile

15

His
His

val

Tyr Arg

GIn Tyr Gly

60

Gln Asp Trp
75

Ala Leu Pro
Page 197

Leu Asn Gly

Ala Pro Ile

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
963



Lys

Thr

Thr

Glu

145

Leu

Lys

Glu

Gly

Trp

cys

Ser

Pro

val

305

Ile

<210>
<211>
<212>
<213>

Thr

Leu

Cys

130

Ser

Asp

Ser

Ala

Ala

210

Leu

val

Pro

Leu

Ala

290

Ser

Ile

Pro

115

Leu

Asn

Ser

Arg

Leu

195

Arg

Leu

Ser

His

275

Ser

Leu

205
212
PRT
Artificial Sequence

Ser

100

Pro

val

Gly

Asp

Trp

His

Asp

Thr

Ser

Gln

260

Arg

Tyr

Gln

85

Lys

Ser

Lys

Gln

Gly

Gln

Asn

Gly

val

Pro

245

Phe

Leu

Asn

Thr

Ala

Arg

Gly

Pro

150

Ser

Gln

His

Asp

Arg

Arg

Arg

Lys

Pro

Tyr
310

Lys

Glu

Phe

135

Glu

Phe

Gly

Tyr

His

215

Ala

Glu

Ala

Pro

Met

295

Asp

A-1850-WO-PCT_SL. txt

Gly

Glu

120

Tyr

Asn

Phe

Asn

Thr

200

Cys

Ser

val

Ala

Asp

280

val

Asp

90

Gln Pro
105

Met Thr

Pro Ser

Asn Tyr

Leu Tyr

170

val Phe
185

GIn Lys

Pro Leu

Leu Glu

Gln val

250

Asn Met
265
Thr val

Leu ITe

Leu Leu

Arg

Lys

Asp

Ser

Ser

Gly

Asp

235

Thr

His

Pro

Gln

Ala
315

Glu

Asn

Ile

140

Thr

Asp

Cys

Leu

Pro

220

Leu

Met

Ala

Ala

Page 198

Pro

Gln

125

Ala

Thr

Leu

Ser

Ser

205

Gly

Gly

cys

Gln

Pro

285

Thr

Asp

Gln

110

val

val

Pro

Thr

val

190

Leu

Arg

Trp

Ile

Ile

270

cys

Asp

Cys

95

val

Ser

Glu

Pro

val

175

Met

Ser

Cys

Ala

Lys

cys

Thr

Cys

Leu

Trp

val

160

Asp

His

Pro

Cys

Asp

240

Thr

val

Gly

cys
320



<220>

<221> source

<223> /note="Description of
polypeptide"

<400> 205
Gly Gly Pro Ser val Phe Leu
1

Met

His

val

Tyr

65

Gly

Ile

val

Ser

Glu

145

Pro

val

Met

Ser

<210>
<211>
<212>
<213>

Ile

Glu

His

50

Arg

Lys

Glu

Tyr

Leu

130

Trp

val

Asp

His

Pro
210

<220>

Ser

Asp

35

Asn

val

Glu

Lys

Thr

115

Thr

Glu

Leu

Lys

Glu

195

Gly

206
211
PRT
Artificial Sequence

Arg

20

Pro

Ala

val

Tyr

Thr

100

Leu

Cys

Ser

Lys

Ser

180

Ala

Lys

5

Thr

Glu

Lys

Ser

Lys

Ile

Pro

Leu

Asn

Ser

165

Arg

Leu

Pro

val

Thr

val

70

Cys

Ser

Pro

val

Asp

Trp

Glu

Lys

Lys

Lys

Ser

Gly

Gln

Asn

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Phe

val

Phe

40

Pro

Thr

val

Ala

Pro

Ser

Gln

His
200

Pro

Thr

25

Asn

Arg

val

Ser

Lys

Phe

Glu

Phe

Pro

10

Cys

Trp

Glu

Leu

Asn

90

Gly

Glu

Tyr

Asn

Phe

170

Asn

Thr

Lys

val

Tyr

Glu

His

75

Lys

Gln

Met

Pro

Asn

155

Leu

val

Gln

Pro

val

val

Gln

60

Gln

Ala

Pro

Thr

Ser

140

Tyr

Tyr

Phe

Lys

Page 199

Synthetic

Lys Asp Thr
15

val

Asp

45

Tyr

Asp

Leu

Arg

Lys

Asp

Lys

Ser

Ser

ser
205

Asp

30

Gly

Asn

Trp

Pro

Glu

110

Asn

Ile

Thr

Lys

Cys

Leu

val

val

Ser

Leu

Ala

95

Pro

Gln

Ala

Thr

Leu

175

Ser

Ser

Leu

Ser

Thr

Asn

80

Pro

val

val

Pro

160

Thr

val

Leu



<221> source

<223> /note="Description of
polypeptide"

<400> 206
Gly Gly Pro Ser val Phe Leu
1

Met

His

val

Tyr

65

Gly

Ile

val

Ser

Glu

145

Pro

val

Met

Ser

<210>
<211>
<212>
<213>

Ile

Glu

His

50

Arg

Lys

Glu

Tyr

Leu

130

Trp

val

Asp

Pro
210

<220>

<221>

Ser

Asp

35

Asn

val

Glu

Lys

Thr

115

Thr

Glu

Leu

Lys

Glu

195

Gly

207
960
DNA
Artificial Sequence

source

Arg

20

Pro

Ala

val

Tyr

Thr

100

Leu

Cys

Ser

Asp

Ser

180

Ala

5

Thr

Glu

Lys

Ser

Lys

Ile

Pro

Leu

Asn

Ser

165

Arg

Leu

Pro

val

Thr

val

70

cys

Ser

Pro

val

Asp

Trp

Glu

Lys

Lys

Lys

Ser

Gly

Gln

Asn

A-1850-WO-PCT_SL. txt

Artificial Sequence: Synthetic

Phe Pro Pro

val

Phe

40

Pro

Thr

val

Ala

Pro

Ser

Gln

His
200

Thr

25

Asn

Arg

val

Ser

Phe

Glu

Phe

Gly

Tyr

10

Cys

Trp

Glu

Leu

Asn

90

Gly

Glu

Tyr

Asn

Phe

170

Asn

Thr

Lys

val

Tyr

Glu

His

75

Lys

Gln

Met

Pro

Asn

155

Leu

val

Gln

Pro

val

val

Gln

60

Gln

Ala

Pro

Thr

Ser

140

Tyr

Tyr

Phe

Lys

Page 200

Lys Asp Thr
15

val

Asp

45

Tyr

Asp

Leu

Arg

Asp

Asp

Ser

Ser

Ser
205

Asp

30

Gly

Asn

Trp

Pro

Glu

110

Asn

Ile

Thr

Asp

Cys

Leu

val

val

Ser

Leu

Ala

95

Pro

Gln

Ala

Thr

Leu

175

Ser

Ser

Leu

Ser

Glu

Thr

Asn

80

Pro

Gln

val

val

Pro

160

Thr

val

Leu



<400> 207

ggtggcccgt cagtcttecct

acccctgagg
aactggtacg
tacaacagca
ggcaaggagt
atctccaaag
gaggagatga
gacatcgccg
cccgtgetgg
aggtggcagc
tacacgcaga
cgttgctgcec
gtgctgtcgc
c€gggcggcaa
gtgccagcge
gacaccgggg
<210>

<211>
<212>

208
320
PRT

tcacatgcgt
tggacggcgt
cgtaccgtgt
acaagtgcaa
ccaaagggca
ccaagaacca
tggagtggga
actccgacgg
aggggaacgt
agagcctctc
gtctgcacac
cacgggaggt
acatgcacgc
cctgctgegt

tgtcgctcca

<213> Artificial Sequence

<220>
<221>
<223>

source
polypeptide"

<400> 208
%1y Gly Pro Ser val
5

Met ITe Ser Arg Thr

20

His Glu Asp Pro Glu
35

val His Asn Ala Lys

50

Tyr Arg val val Ser
65

/note="Description of

Phe Leu

Pro Glu

val Lys

Thr Lys

55

val Leu
70

cttcccccca
ggtggtggac
ggaggtgcat
ggtcagcgtc
ggtctccaac
gccccgagaa
ggtcagcctg
gagcaatggg
ctccttcttc
cttctcatgc
cctgtctecg
ggtccgcgeg
gcaagtgacc
gcagatcaag
gcccgecagce

gacctatgat

o A-1850-WO-PCT_SL. txt _
<223> /note="Description of Artificial Sequence: Synthetic
polynucTleotide™

Artificial Sequence:

Phe Pro

val Thr
25

Phe Asn
40

Pro Arg

Thr val

gtgagccacg
aatgccaaga
ctcaccgtcc
aaagccctcc
ccacaggtgt
acctgcctgg
cagccggaga
ctctatagcg
tccgtgatgce
ggtggagacc
tcgctggaag
atgtgcatcg
acgagcctgce
tacaatccca

gacttgttag

Pro
10

Lys Pro
Cys val val

Trp Tyr val

Glu Gln
60

Glu

His Gln
75

Leu

Page 201

aagaccctga
caaagccgcg
tgcaccagga
cagcccccat
acaccctgcc
tcaaaggctt
acaactacga
acctcaccgt
atgaggctct
actgtccgct
acctgggctg
gcgcgtgecc
accgcctgaa
tggtgctcat

ccaaagactg

Synthetic
Lys Asp Thr
15
val Asp val
30
Asp Gly val
45

Tyr Asn Ser

Asp Trp Leu

aaacccaagg acaccctcat gatctcccgg
ggtcaagttc
ggaggagcag
ctggctgaat
cgagaaaacc
cccatcccgg
ctatcccagc
caccacgcct
ggacaagagc
gcacaaccac
cgggcccggg
ggccgattgg
gagccagttc
gcccgacacg
tcaaaagacc

ccactgcata

Leu

Ser

Thr

Asn
80

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960



Gly Lys Glu

Ile Glu Lys

val Tyr Thr

115

Ser Leu Thr
130

Glu Trp Glu

145

Pro val Leu

val Asp Lys

Met His Glu

195

Ser Pro Gly
210

Leu His Thr

225

val Leu Ser

Pro Ser Gln

Leu His Arg

Ala Ser Tyr
290

Ser Leu GIn

305

<210>
<211>
<212>
<213>

<220>
<221>
<223>

209
636
DNA

Tyr

Thr

100

Leu

Cys

Ser

Asp

Ser

180

Ala

Gly

val

Pro

Phe

260

Leu

Asn

Thr

Pro

Leu

Asn

Ser

165

Arg

Leu

Asp

Arg

Arg

Arg

Lys

Pro

Tyr

Cys

Ser

Pro

val

Asp

Trp

His

Ala

230

Glu

Ala

Pro

Met

Asp
310

Lys

Lys

Ser

Gly

Gln

Asn

215

Ser

val

Ala

Asp

val

295

Asp

Artificial Sequence

source

/note="Description of

A-1850-WO-PCT_SL. txt

val Ser Asn Lys Ala
90

Ala Lys Gly GIn Pro

Arg Glu Glu Met Thr

Gly Phe Tyr Pro Ser
140

Pro Glu Asn Asn Tyr
155

Ser Phe Phe Leu Tyr
170

Gln Gly Asn val Phe

His Tyr Thr GIn Lys
200

Pro Leu Gly Pro Gly

Leu Glu Asp Leu Gly
235

Gln val Thr Met Cys
250

Asn Met His Ala Gln
265

Thr val Pro Ala Pro
280

Leu Ile GIn Lys Thr
300

Leu Leu Ala Lys Asp

Artificial Sequence:

Page 202

Leu

Arg

Asp

Asp

Ser

Ser

Ser

205

Arg

Trp

Ile

Ile

Cys

285

Asp

Cys

Pro

Glu

110

Asn

Ile

Thr

Asp

Cys

Leu

Cys

Ala

Gly

Lys

Cys

Thr

His

Ala

95

Pro

Gln

Ala

Thr

Leu

175

Ser

Ser

Cys

Asp

Ala

255

Thr

val

Gly

Cys

Synthetic

Pro

val

val

Pro

160

Thr

val

Leu

Arg

Trp

Cys

Ser

Pro

val

Ile
320



polynucleotide"

<400> 209
ggtggcccgt

acccctgagg
aactggtacg
tacaacagca
ggcaaggagt
atctccaaag
aaggagatga
gacatcgccg
cccgtgctga
aggtggcagc
tacacgcaga
<210>
<211>
<212>
<213>
<220>

<221>
<223>

210
969
DNA

cagtcttcct
tcacatgcgt
tggacggcgt
cgtaccgtgt
acaagtgcaa
ccaaagggca
ccaagaacca
tggagtggga
agtccgacgg
aggggaacgt

agagcctctc

source o o _
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 210
ggtggcccgt

acccctgagg
aactggtacg
tacaacagca
ggcaaggagt
atctccaaag
gaggagatga
gacatcgccg
cccgtgctgg
aggtggcagc
tacacgcaga
gggcccgggce
gccgattggg

agccagttcc
cccgacacgg

caaaagaccg

cagtcttcct
tcacatgcgt
tggacggcgt
cgtaccgtgt
acaagtgcaa
ccaaagggca
ccaagaacca
tggagtggga
actccgacgg
aggggaacgt
agagcctctc
gttgctgccg
tgctgtcgcec
gggcggcaaa
tgccagegcec

acaccggggt

A-1850-WO-PCT_SL. txt

cttcccccca
ggtggtggac
ggaggtgcat
ggtcagcgtc
ggtctccaac
gccccgagaa
ggtcagcctg
gagcaatggg
ctccttcttce
cttctcatgc

cctgtctecg

Artificial Sequence

cttcccccca
ggtggtggac
ggaggtgcat
ggtcagcgtc
ggtctccaac
gccccgagaa
ggtcagcctg
gagcaatggg
ctccttcttce
cttctcatgc
cctgtctccg
tctgcacacg
acgggaggtg
catgcacgcg
ctgctgcgtg

gtcgctccag

aaacccaagg
gtgagccacg
aatgccaaga
ctcaccgtcc
aaagccctcc
ccacaggtgt
acctgcctgg
cagccggaga
ctctatagca
tccgtgatgce

ggtaaa

aaacccaagg
gtgagccacg
aatgccaaga
ctcaccgtcc
aaagccctcc
ccacaggtgt
acctgcctgg
cagccggaga
ctctatagcg
tccgtgatge
ggtgcgcgeg
gtccgcgegt
caagtgacca
cagatcaaga
cccgccagcet

acctatgatg
Page 203

acaccctcat
aagaccctga
caaagccgcg
tgcaccagga
cagcccccat
acaccctgcec
tcaaaggctt
acaactacaa
agctcaccgt

atgaggctct

acaccctcat
aagaccctga
caaagccgcg
tgcaccagga
cagcccccat
acaccctgcc
tcaaaggctt
acaactacga
acctcaccgt
atgaggctct
acggagacca
cgctggaaga
tgtgcatcgg
cgagcctgca
acaatcccat

acttgttagc

gatctcccgg
ggtcaagttc
ggaggagcag
ctggctgaat
cgagaaaacc
cccatcccgg
ctatcccagce
gaccacgcct
ggacaagagc

gCacaaccac

gatctcccgg
ggtcaagttc
ggaggagcag
ctggctgaat
cgagaaaacc
cccatcccgg
ctatcccagce
caccacgcct
ggacaagagc
gcacaaccac
ctgtccgetc
cctgggctgg
cgcgtgcccg
ccgcctgaag
ggtgctcatt

caaagactgc

60
120
180
240
300
360
420
480
540
600
636

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960



cactgcata

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

211
323
PRT
Artificial Sequence

source o
/note="Description of

polypeptide"

211

Gly Gly Pro Ser val
1 5

Met

His

val

Tyr

65

Ile

val

Ser

Glu

145

Pro

val

Met

Ser

Ile

Glu

His

50

Arg

Lys

Glu

Tyr

Leu

130

Trp

val

Asp

His

Pro

Ser

Asp

35

Asn

val

Glu

Lys

Thr

115

Thr

Leu

Lys

Glu

195

Gly

Arg

20

Pro

Ala

val

Tyr

Thr

100

Leu

cys

Ser

Asp

Ser

180

Ala

Ala

Thr

Glu

Lys

Ser

Pro

Leu

Asn

Ser

165

Arg

Leu

Arg

Phe

Pro

val

Thr

val

70

cys

Ser

Pro

val

Asp

Trp

His

Asp

Leu

Glu

Lys

Lys

Lys

Ser

Gly

Gln

Asn

Gly

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Phe Pro Pro

val

Phe

40

Pro

Thr

val

Ala

Pro

Ser

Gln

His

200

Asp

Thr

25

Asn

Arg

val

Ser

Phe

Glu

Phe

Gly

Tyr

His

10

Cys

Trp

Glu

Leu

Asn

90

Gly

Glu

Tyr

Asn

Phe

170

Asn

Thr

Lys

val

Tyr

Glu

His

75

Lys

Gln

Met

Pro

Asn

155

Leu

val

Gln

Pro

val

val

Gln

60

Gln

Ala

Pro

Thr

Ser

140

Tyr

Tyr

Phe

Lys

Cys Pro Leu
Page 204

Synthetic

Lys Asp Thr
15

val

Asp

45

Tyr

Asp

Leu

Arg

Asp

Asp

Ser

Ser

Ser

205

Gly

Asp

30

Gly

Asn

Trp

Pro

Glu

110

Asn

Ile

Thr

Asp

cys

Leu

Pro

val

val

Ser

Leu

Ala

95

Pro

Gln

Ala

Thr

Leu

175

Ser

Ser

Gly

Leu

Ser

Glu

Thr

Asn

80

Pro

Gln

val

val

Pro

160

Thr

val

Leu

Arg

969



225

Ala

Lys

cys

Thr

305

His

<210>
<211>
<212>
<213>

210

cys

Asp

Ala

Thr

val

290

Gly

cys

<220>

<221>
<223>

<400>

Arg

Trp

cys

ser

275

Pro

val

Ile

212
212
PRT
Artificial Sequence

source o
/note="Description of

Leu

val

Pro

260

Leu

Ser

His

Leu

245

Ser

His

Ser

Leu

polypeptide"

212

Thr

230

Ser

Gln

Arg

Tyr

Gln
310

215

val

Pro

Phe

Leu

Asn

295

Thr

Gly Gly Pro Ser val Phe Leu
1

Met

His

val

Tyr

65

Gly

Ile

Ile

Glu

His

50

Arg

Lys

Glu

Ser

Asp

35

Asn

val

Glu

Lys

Arg

20

Pro

Ala

val

Tyr

Thr
100

5

Thr

Glu

Lys

Ser

Lys

Ile

Pro

val

Thr

val

70

Cys

Ser

Glu

Lys

Lys

Lys

A-1850-WO-PCT_SL. txt

Arg Ala Ser

Arg

Arg

Lys

Pro

Tyr

Artificial Sequence:

Phe

val

Phe

40

Pro

Thr

val

Ala

Glu

Ala

265

Pro

Met

Asp

Pro

Thr

25

Asn

Arg

val

Ser

val

250

Ala

Asp

val

Asp

Pro

10

Cys

Trp

Glu

Leu

Asn

90

Gly

220

Leu Glu
235

Gln val

Asn Met

Thr val

Leu Ile

300

Leu Leu
315

Lys Pro

val val

Tyr val

Glu Gln

60

His Gln
75

Lys Ala

Gln Pro

Page 205

Asp

Thr

Pro
285

Gln

Ala

Leu

Met

Ala

270

Ala

Lys

Lys

Gly

cys

255

Gln

Pro

Thr

Asp

Synthetic

Lys

val

Asp

45

Tyr

Asp

Leu

Arg

Asp

Asp

30

Gly

Asn

Trp

Pro

Glu
110

Thr

15

val

val

Ser

Leu

Ala

95

Pro

240

Ile

Ile

cys

Asp

cys
320

Leu

Ser

Thr

Asn
80

Pro



val

Ser

Glu

145

Pro

val

Met

Ser

<210>
<211>
<212>
<213>

Tyr

Leu

130

Trp

val

Asp

His

Pro
210

<220>

<221>
<223>

<400>

Thr

115

Thr

Glu

Leu

Lys

Glu

195

Gly

213
211
PRT
Artificial Sequence

source o
/note="Description of

Leu

Cys

Ser

Lys

Ser

180

Ala

Lys

Pro

Leu

Asn

Ser

165

Arg

Leu

polypeptide"

213

Pro

val

Asp

Trp

His

Gly

Gln

Asn

Gly Gly Pro Ser val Phe Leu
1

Met

His

val

Tyr

65

Gly

Ile

Ile

Glu

His

50

Arg

Lys

Glu

Ser

Asp

35

Asn

val

Glu

Lys

Arg

20

Pro

Ala

val

Tyr

Thr
100

5

Thr

Glu

Lys

Ser

Lys

Ile

Pro

val

Thr

val

70

cys

Ser

Glu

Lys

Lys

Lys

A-1850-WO-PCT_SL. txt

Arg Lys Glu Met Thr

120

Gly

Pro

Ser

Gln

His
200

Artificial Sequence:

Phe

Glu

Phe

Gly

Tyr

Tyr

Asn

Phe

170

Asn

Thr

Phe Pro Pro

val

Phe

40

Pro

Thr

val

Ala

Thr

25

Asn

Arg

val

Ser

10

Cys

Trp

Glu

Leu

Asn

90

Gly

Pro

Asn

155

Leu

val

Gln

Lys

val

Tyr

Glu

His

75

Lys

Gln

Ser

140

Tyr

Tyr

Phe

Lys

Pro

val

val

Gln

60

Gln

Ala

Pro

Page 206

Lys

125

Asp

Lys

Ser

Ser

ser
205

Asn

Ile

Thr

Lys

Cys

Leu

Gln

Ala

Thr

Leu

175

Ser

Ser

Synthetic

Lys Asp Thr
15

val

Asp

45

Tyr

Asp

Leu

Arg

Asp

30

Gly

Asn

Trp

Pro

Glu
110

val

val

Ser

Leu

Ala

95

Pro

val

val

Pro

160

Thr

val

Leu

Leu

Ser

Glu

Thr

Asn

80

Pro

Gln



val

Ser

Glu

145

Pro

val

Met

Ser

<210>
<211>
<212>
<213>

cys

Leu

130

Trp

val

Asp

His

Pro
210

<220>

<221>
<223>

<400>
ggtggcccgt cagtcttcct

Thr

115

Thr

Glu

Leu

Lys

Glu

195

Gly

214
960
DNA
Artificial Sequence

source o o _
/note="Description of Artificial Sequence: Synthetic

Leu

cys

Ser

Asp

Ser

180

Ala

Pro

Leu

Asn

Ser

165

Arg

Leu

Pro

val

Asp

Trp

His

polynucTleotide"

214

acccctgagg

aactggtacg

tacaacagca

ggcaaggagt

atctccaaag

gaggagatga

gacatcgccg

cccgtgctgg

aggtggcagc

tacacgcaga

cgttgctgcec

gtgctgtcgc

cgggcggcaa

tcacatgcgt
tggacggcgt
cgtaccgtgt
acaagtgcaa
ccaaagggca
ccaagaacca
tggagtggga
actccgacgg
aggggaacgt
agagcctctc
gtctgcacac

cacgggaggt

acatgcacgc

Ser

Gly

Gln

Asn

cttcccccca
ggtggtggac
ggaggtgcat
ggtcagcgtc
ggtctccaac
gccccgagaa
ggtcagcctg
gagcaatggg
ctccttcttc
cttctcatgc
cctgtctecg
ggtccgcgeg
gcaagtgacc

gcagatcaag

A-1850-WO-PCT_SL. txt

Arg Glu Glu Met Thr Lys

120

Gly Phe Tyr

Pro Glu Asn

Ser Phe Phe

170

Gln Gly Asn

His Tyr Thr
200

Pro

Asn

155

Leu

val

Gln

gtgagccacg
aatgccaaga
ctcaccgtcc
aaagccctcc
ccacaggtgt
acctgcctgg
cagccggaga
ctctatagcg
tccgtgatgce
ggtggagacc
tcgctggaag
atgtgcatcg

Ser

140

Tyr

Tyr

Phe

Lys

125

Asp

Asp

Ser

Ser

Ser
205

Asn

Ile

Thr

Asp

cys

Leu

aagaccctga

caaagccgcg

tgcaccagga

cagcccccat

gcaccctgcc

tcaaaggctt

acaactacga

acctcaccgt

atgaggctct

actgtccgct

acctgggctg

gcgcgtgecc

Page 207

Gln

Ala

Thr

Leu

175

Ser

Ser

ggtcaagttc
ggaggagcag
ctggctgaat
cgagaaaacc
cccatcccgg
ctatcccagc
caccacgcct
ggacaagagc
gcacaaccac
cgggcccggg

ggccgattgg
gagccagttc

val

val

Pro

160

Thr

val

Leu

aaacccaagg acaccctcat gatctcccgg

acgagcctgc accgcctgaa gcccgacacg

60
120
180
240
300
360
420
480
540
600
660
720
780
840



A-1850-WO-PCT_SL. txt

gtgccagcgc cctgctgcgt gcccgccagc tacaatccca tggtgctcat tcaaaagacc 900
gacaccgggg tgtcgctcca gacctatgat gacttgttag ccaaagactg ccactgcata 960
<210> 215
<211> 320
<212> PRT

<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide"
<400> 215
Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu
1 5 10 15

Met ITe Ser Arg Thr Pro Glu val Thr Cys val val val Asp val Ser
20 25 30

His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly val Glu
35 40 45

val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr Asn Ser Thr
50 55 60

Tyr Arg val val Ser val Leu Thr val Leu His Gln Asp Trp Leu Asn
65 70 75 80

Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu Pro Ala Pro
85 90 95

Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln
100 105 110

val Ccys Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln val
115 120 125

Ser Leu Thr Cys Leu Vval Lys Gly Phe Tyr Pro Ser Asp Ile Ala val
130 135 140

Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Asp Thr Thr Pro
145 150 155 160

Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Asp Leu Thr
165 170 175

val Asp Lys Ser Arg Trp GIn Gln Gly Asn val Phe Ser Cys Ser val
180 185 190

Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser Leu Ser Leu
195 200 205

Page 208



A-1850-WO-PCT_SL. txt

Ser Pro Gly Gly Asp His Cys Pro Leu Gly Pro Gly Arg Cys Cys Arg
210 215 220
Leu His Thr val Arg Ala Ser Leu Glu Asp Leu Gly Trp Ala Asp Trp
225 230 235 240
val Leu Ser Pro Arg Glu val Gln val Thr Met Cys ITle Gly Ala Cys
245 250 255
Pro Ser GIn Phe Arg Ala Ala Asn Met His Ala Gln ITe Lys Thr Ser
260 265 270
Leu His Arg Leu Lys Pro Asp Thr val Pro Ala Pro Cys Cys val Pro
275 280 285
Ala Ser Tyr Asn Pro Met val Leu ITe Gln Lys Thr Asp Thr Gly val
290 295 300
Ser Leu GIn Thr Tyr Asp Asp Leu Leu Ala Lys Asp Cys His Cys Ile
305 310 315 320
<210> 216
<211> 636
<212> DNA
<213> Artificial Sequence
<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"
<400> 216
ggtggcccgt cagtcttcct cttcccccca aaacccaagg acaccctcat gatctcccgg
acccctgagg tcacatgcgt ggtggtggac gtgagccacg aagaccctga ggtcaagttc
aactggtacg tggacggcgt ggaggtgcat aatgccaaga caaagccgcg ggaggagcag
tacaacagca cgtaccgtgt ggtcagcgtc ctcaccgtcc tgcaccagga ctggctgaat
ggcaaggagt acaagtgcaa ggtctccaac aaagccctcc cagcccccat cgagaaaacc
atctccaaag ccaaagggca gccccgagaa ccacaggtgt acaccctgcc cccatgccgg
aaggagatga ccaagaacca ggtcagcctg acctgcctgg tcaaaggctt ctatcccagce
gacatcgccg tggagtggga gagcaatggg cagccggaga acaactacaa gaccacgcct
cccgtgctga agtccgacgg ctccttcttc ctctatagca agctcaccgt ggacaagagc
aggtggcagc aggggaacgt cttctcatgc tccgtgatgc atgaggctct gcacaaccac
tacacgcaga agagcctctc cctgtctccg ggtaaa
<210> 217
<211> 969
<212> DNA
<213> Artificial Sequence

<220>

Page 209

60
120
180
240
300
360
420
480
540
600
636



<221> source o o )
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 217
ggtggcccgt

acccctgagg
aactggtacg
tacaacagca
ggcaaggagt
atctccaaag
gaggagatga
gacatcgccg
cccgtgetgg
aggtggcagc
tacacgcaga
gggcccgggce
gccgattggg

agccagttcc
cccgacacgg
caaaagaccg
cactgcata

<210>
<211>
<212>
<213>
<220>

<221>
<223>

218
323
PRT

cagtcttcct
tcacatgcgt
tggacggcgt
cgtaccgtgt
acaagtgcaa
ccaaagggca
ccaagaacca
tggagtggga
actccgacgg
aggggaacgt
agagcctctc
gttgctgccg
tgctgtcgcec
gggcggcaaa
tgccagcgcec

acaccggggt

source o
/note="Description of

polypeptide"

<400> 218

Gly Gly Pro Ser val Phe
1 5

Met Ile

His Glu
35

val His
50

Tyr Arg

Ser Arg Thr Pro

Asp Pro Glu val

Asn Ala Lys Thr

val val Ser val

A-1850-WO-PCT_SL. txt

cttcccccca
ggtggtggac
ggaggtgcat
ggtcagcgtc
ggtctccaac
gccccgagaa
ggtcagcctg
gagcaatggg
ctccttctte
cttctcatgce
cctgtctecg
tctgcacacg
acgggaggtg
catgcacgcg
ctgctgcgtg

gtcgctccag

Artificial Sequence

Leu Phe

val

Glu

Phe
40

Lys

Pro

Thr

Pro

Thr

25

Asn

Arg

val

aaacccaagg
gtgagccacg
aatgccaaga
ctcaccgtcc
aaagccctcc
ccacaggtgt
acctgcctgg
cagccggaga
ctctatagcg
tccgtgatge
ggtgcgegeg
gtccgcgegt
caagtgacca
cagatcaaga
cccgccagcet

acctatgatg

Artificial Sequence:

Pro Lys
10

Glu Glu

Leu His

Page 210

Cys val val

Trp Tyr val

acaccctcat
aagaccctga
caaagccgcg
tgcaccagga
cagcccccat
gcaccctgcc
tcaaaggctt
acaactacga
acctcaccgt
atgaggctct
acggagacca
cgctggaaga
tgtgcatcgg
cgagcctgca
acaatcccat

acttgttagc

Synthe

Pro Lys Asp

val Asp
30

Asp Gly
45

Gln
60

Tyr Asn

GIn Asp Trp

gatctcccgg
ggtcaagttc
ggaggagcag
ctggctgaat
cgagaaaacc
cccatcccgg
ctatcccagce
caccacgcct
ggacaagagc
gcacaaccac
ctgtccgetce
cctgggctgg
cgcgtgcccg
ccgcctgaag
ggtgctcatt

caaagactgc

tic

Thr
15

Leu
val ser
val Glu
Thr

Ser

Leu Asn

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
969



65

Gly

Ile

val

Ser

Glu

145

Pro

val

Met

Ser

225

Ala

Lys

Cys

Thr
305

Lys

Glu

cys

Leu

130

Trp

val

Asp

Pro

210

cys

Asp

Ala

Thr

val

290

Gly

Glu

Lys

Thr

115

Thr

Glu

Leu

Lys

Glu

195

Gly

Arg

Trp

cys

Ser

275

Pro

val

His Cys Ile

<210> 219

Tyr

Thr

100

Leu

cys

Ser

Asp

Ser

180

Ala

Ala

Leu

val

Pro

260

Leu

Ala

Ser

Lys

Ile

Pro

Leu

Asn

Ser

165

Arg

Leu

Arg

His

Leu

245

Ser

His

Ser

Leu

70

cys

Ser

Pro

val

Asp

Trp

His

Asp

Thr

230

Ser

Gln

Arg

Tyr

Gln
310

Lys

Lys

Ser

Gly

Gln

Asn

Pro

Phe

Leu

Asn

295

Thr

A-1850-WO-PCT_SL. txt

val

Ala

Pro

Ser

Gln

His

200

Asp

Arg

Arg

Arg

Lys

Pro

Tyr

Ser

Lys

Glu

Phe

Glu

Phe

Gly

Tyr

His

Ala

Glu

Ala

265

Pro

Met

Asp

Asn

90

Gly

Glu

Tyr

Asn

Phe

170

Asn

Thr

Cys

Ser

val

250

Ala

Asp

val

Asp

75

Lys

Gln

Met

Pro

Asn

155

Leu

val

Gln

Pro

Leu

235

Gln

Asn

Thr

Leu

Leu
315

Ala

Pro

Thr

Ser

140

Tyr

Tyr

Phe

Lys

Leu

220

Glu

val

Met

val

Ile

300

Leu

Page 211

Leu

Arg

Asp

Asp

Ser

Ser

Ser

205

Gly

Asp

Thr

Pro
285

Gln

Ala

Pro

Glu

110

Asn

Ile

Thr

Asp

cys

Leu

Pro

Leu

Met

Ala

270

Ala

Lys

Lys

Ala

95

Pro

Gln

Ala

Thr

Leu

175

Ser

Ser

Gly

Gly

255

Gln

Pro

Thr

Asp

80

Pro

Gln

val

val

Pro

160

Thr

val

Leu

Arg

Ile

Cys

Asp

cys
320



<211> 211
<212> PRT

<213>

<220>
<221> source

<223>

1

Ile

Glu

His

Arg

65

Lys

Glu

Tyr

Leu

Asp

His

Pro

polypeptide"

<400> 219
Gly Pro Ser val Phe Leu

ser Arg

Asp Pro
35

Asn Ala
50

val val

Glu Tyr

Lys Thr

Thr Leu
115

Thr Cys
130

Glu Ser

Leu Lys

Lys Ser

Glu Ala

195

Gly Lys
210

<210> 220
<211> 210

Thr

20

Glu

Lys

Ser

Lys

Ile

100

Pro

Leu

Asn

Ser

Arg

Leu

5

Pro

val

Thr

val

Cys

85

Ser

Pro

val

Gly

Trp

His

Glu

Lys

Lys

Leu

70

Lys

Lys

Ser

Lys

Gln

150

Gly

Gln

Asn

Artificial Sequence

/note="Description of

Phe

val

Phe

Pro

55

Thr

val

Ala

Arg

Ser

Gln

His

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Pro

Thr

Asn

40

Arg

val

Ser

Lys

Lys

Phe

Glu

Phe

Gly

Tyr

Pro

Cys

25

Trp

Glu

Leu

Asn

Tyr

Asn

Phe

Asn

185

Thr

Tyr

Glu

His

Met

Pro

Asn

Leu

170

val

Gln

Page 212

Pro

val

val

Gln

Gln

75

Ala

Pro

Thr

Ser

Tyr

155

Tyr

Phe

Lys

Lys

val

Asp

Tyr

60

Asp

Leu

Arg

Lys

Asp

Lys

Ser

Ser

Ser

Synthetic

Asp

Asp

Gly

45

Asn

Trp

Pro

Glu

Asn

125

Ile

Thr

Lys

Cys

Leu
205

Thr

val

30

val

Ser

Leu

Ala

Pro

110

Gln

Ala

Thr

Leu

Ser

190

Ser

Leu

15

Ser

Glu

Thr

Asn

Pro

95

Gln

val

val

Pro

Thr

175

val

Leu

Met

val

Tyr

Gly

80

val

Ser

Pro
160
val

Met

Ser



<212>
<213>

<220>

<221>
<223>

<400>

PRT
Artificial Sequence

source o
/note="Description of

polypeptide"

220

Gly Pro Ser val Phe Leu
1 5

Ile

Glu

His

Arg

65

Lys

Glu

Tyr

Leu

Asp

His

Pro

Ser

Asp

Asn

50

val

Glu

Lys

Thr

Thr

130

Glu

Leu

Lys

Glu

Gly
210

Arg

Pro

35

Ala

val

Tyr

Thr

Leu

115

Cys

Ser

Asp

Ser

Ala
195

<210> 221
<211> 957
<212> DNA

Thr

20

Glu

Lys

Ser

Lys

Ile

100

Pro

Leu

Asn

Ser

Arg

Leu

Pro

val

Thr

val

cys

85

Ser

Pro

val

Gly

Asp

Trp

His

Glu

Lys

Lys

Leu

70

Lys

Lys

Ser

Lys

Gln

150

Gly

Gln

Asn

Phe

val

Phe

Pro

55

Thr

val

Ala

Arg

Ser

Gln

His

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Pro Pro Lys

Thr

Asn

40

Arg

val

Ser

Lys

Glu

120

Phe

Glu

Phe

Gly

TYyr
200

Cys

25

Trp

Glu

Leu

Asn

Gly

Glu

Tyr

Asn

Phe

Asn

185

Thr

10

val

Tyr

Glu

His

Met

Pro

Asn

Leu

170

val

Gln

Pro

val

val

Gln

Gln

75

Ala

Pro

Thr

Ser

Tyr

155

Tyr

Phe

Lys

Lys

val

Asp

Tyr

60

Asp

Leu

Arg

Lys

Asp

140

Asp

Ser

Ser

Ser

Page 213

Synthetic

Asp

Asp

Gly

45

Asn

Trp

Pro

Glu

Asn

125

Ile

Thr

Asp

cys

Leu
205

Thr

val

30

val

Ser

Leu

Ala

Pro

110

Gln

Ala

Thr

Leu

Ser

190

Ser

Leu

15

Ser

Glu

Thr

Asn

Pro

95

Gln

val

val

Pro

Thr

175

val

Leu

Met

His

val

Tyr

Gly

80

Ile

val

Ser

Glu

Pro

160

val

Met

Ser



<213>

<220>
<221>
<223>

source o o _
/note="Description of Artificial Sequence: Synthetic

polynucTleotide™

<400> 221
ggcccgtcag

cctgaggtca
tggtacgtgg
aacagcacgt
aaggagtaca
tccaaagcca
gagatgacca
atcgccgtgg
gtgctggact
tggcagcagg
acgcagaaga
tgctgccgtc
ctgtcgccac
gcggcaaaca

ccagcgccct

accggggtgt

<210>
<211>
<212>
<213>

222
319
PRT

<220>
<221>
<223>

tcttcctctt
catgcgtggt
acggcgtgga
accgtgtggt
agtgcaaggt
aagggcagcc
agaaccaggt
agtgggagag
ccgacggctc
ggaacgtctt
gcctctecect
tgcacacggt
gggaggtgca
tgcacgcgca
gctgcgtgec

cgctccagac

source o
/note="Description of

polypeptide"

<400> 222

Gly Pro Ser val Phe Leu Phe

1

Ile Ser Arg Thr Pro Glu val
20

Glu Asp Pro Glu val Lys Phe

35

His Asn Ala Lys Thr Lys Pro

50

5

A-1850-WO-PCT_SL. txt

Artificial Sequence

ccccccaaaa
ggtggacgtg
ggtgcataat
cagcgtcctc
ctccaacaaa
ccgagaacca
cagcctgacc
caatgggcag
cttcttcctc
ctcatgctcc
gtctccgggt
ccgcgegtcg
agtgaccatg
gatcaagacg
cgccagctac

ctatgatgac

Artificial Sequence

40

55

Pro Pro

Thr Cys
25

Asn Trp

Arg Glu

cccaaggaca
agccacgaag
gccaagacaa
accgtcctgce
gccctcccag
caggtgtaca
tgcctggtca
ccggagaaca
tatagcgacc
gtgatgcatg
ggagaccact
ctggaagacc
tgcatcggcg
agcctgcacc
aatcccatgg

ttgttagcca

Artificial Sequence:

Lys Pro
10

Page 214

val val val

Glu GIn Tyr

ccctcatgat
accctgaggt
agccgcggga
accaggactg
cccccatcga
ccctgecccc
aaggcttcta
actacgacac
tcaccgtgga
aggctctgca
gtccgctcgg
tgggctgggc
cgtgcccgag
gcctgaagec
tgctcattca

aagactgcca

Synthe
Lys Asp Thr

Asp val
30

Tyr val Asp Gly val
45

Asn Ser
60

ctcccggacc
caagttcaac
ggagcagtac
gctgaatggc
gaaaaccatc
atcccgggag
tcccagcgac
cacgcctccc
caagagcagg
caaccactac
gcccgggegt
cgattgggtg
ccagttccgg
cgacacggtg
aaagaccgac

ctgcata

tic

Leu Met

15

ser His

Glu val

Thr Tyr

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
957



Arg

65

Lys

Glu

Tyr

Leu

Asp

His

Pro

His

225

Leu

Ser

His

Ser

Leu
305

<210>
<211>
<212>
<213>

val

Glu

Lys

Thr

Thr

130

Glu

Leu

Lys

Glu

Gly

Thr

Ser

Gln

Arg

Tyr

290

Gln

val

Tyr

Thr

Leu

115

Cys

Ser

Asp

Ser

Ala

195

Gly

val

Pro

Phe

Leu

275

Asn

Thr

223
633
DNA
Artificial Sequence

Ser

Lys

Ile

100

Pro

Leu

Asn

Ser

Arg

180

Leu

Asp

Arg

Arg

Arg

Lys

Pro

Tyr

val

Cys

85

Ser

Pro

val

Gly

Trp

His

His

Ala

Glu

245

Ala

Pro

Met

Asp

Leu

70

Lys

Lys

Ser

Lys

Gln

150

Gly

Gln

Asn

Cys

ser

230

val

Ala

Asp

val

Asp
310

Thr

val

Ala

Arg

Ser

Gln

His

Pro

215

Leu

Gln

Asn

Thr

Leu

295

Leu

A—1850—WO—PCT_SL.tXt
val Leu His Gln Asp Trp

Ser

Lys

Glu

120

Phe

Glu

Phe

Gly

Tyr

Leu

Glu

val

Met

val

280

Ile

Leu

Asn

Tyr

Asn

Phe

Asn

185

Thr

Gly

Asp

Thr

His

265

Pro

Gln

Ala

Lys

90

Gln

Met

Pro

Asn

Leu

170

val

Gln

Pro

Leu

Met

250

Ala

Ala

Lys

Lys

Page 215

75

Ala

Pro

Thr

Ser

Tyr

155

Tyr

Phe

Lys

Gly

Gly

Cys

Gln

Pro

Thr

Asp

Leu

Arg

Lys

Asp

140

Asp

Ser

Ser

Ser

Pro

Glu

Asn

125

Ile

Thr

Asp

Cys

Leu

205

Cys

Ala

Gly

Lys

Cys

285

Thr

His

Leu

Ala

Pro

110

Gln

Ala

Thr

Leu

Ser

190

Ser

Cys

Asp

Ala

Thr

270

val

Gly

Cys

Asn

Pro

95

Gln

val

val

Pro

Thr

175

val

Leu

Arg

Trp

Cys

255

Ser

Pro

val

Gly

80

val

Ser

Pro

160

val

Met

Ser

Leu

val

240

Pro

Leu

Ser



<220>

<221> source o o )
<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 223
ggcccgtcag

cctgaggtca
tggtacgtgg
aacagcacgt
aaggagtaca
tccaaagcca
gagatgacca
atcgccgtgg
gtgctgaagt
tggcagcagg
acgcagaaga
<210>
<211>
<212>
<213>
<220>

<221>
<223>

224
1032
DNA

tcttcctctt
catgcgtggt
acggcgtgga
accgtgtggt
agtgcaaggt
aagggcagcc
agaaccaggt
agtgggagag
ccgacggctc
ggaacgtctt

gcctctccct

source o o _
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 224
atggacatga

cgctgtggcec
cggacccctg
ttcaactggt
cagtacaaca
aatggcaagg
accatctcca
cgggaggaga
agcgacatcg
cctccegtge
agcaggtggc
cactacacgc
ctcgggcccg
tgggccgatt

gggtgcccgce
cgtcagtctt
aggtcacatg
acgtggacgg
gcacgtaccg
agtacaagtg
aagccaaagg
tgaccaagaa
ccgtggagtg
tggactccga
agcaggggaa
agaagagcct
ggcgttgctg
gggtgctgtc

A-1850-WO-PCT_SL. txt

ccccccaaaa
ggtggacgtg
ggtgcataat
cagcgtcctc
ctccaacaaa
ccgagaacca
cagcctgacc
caatgggcag
cttcttcctc
ctcatgctcc

gtctccgggt

Artificial Sequence

tcagctcctg
cctcttcecc
cgtggtggtg
cgtggaggtg
tgtggtcagce
caaggtctcc
gcagccccga
ccaggtcagc
ggagagcaat
cggctecttc
cgtcttctca
ctccctgtct

ccgtctgeac

gccacgggag

cccaaggaca
agccacgaag
gccaagacaa
accgtcctgce
gccctcccag
caggtgtaca
tgcctggtca
ccggagaaca
tatagcaagc
gtgatgcatg

aaa

gggctcctgce
ccaaaaccca
gacgtgagcc
cataatgcca
gtcctcaccg
aacaaagccc
gaaccacagg
ctgacctgcc
gggcagccegg
ttcctctata
tgctccgtga
ccgggtgegce
acggtccgceg

gtgcaagtga
Page 216

ccctcatgat
accctgaggt
agccgcggga
accaggactg
cccccatcga
ccctgececcc
aaggcttcta
actacaagac
tcaccgtgga

aggctctgca

tgctgtggct
aggacaccct
acgaagaccc
agacaaagcc
tcctgcacca
tcccageecc
tgtacaccct
tggtcaaagg
agaacaacta
gcgacctcac
tgcatgaggc
gcgacggaga
cgtcgctgga

ccatgtgcat

ctcccggacc
caagttcaac
ggagcagtac
gctgaatggc
gaaaaccatc
atcccggaag
tcccagcgac
cacgcctccc
caagagcagg

caaccactac

gagaggtgcg
catgatctcc
tgaggtcaag
gcgggaggag
ggactggctg
catcgagaaa
gcccccatcc
cttctatccc
cgacaccacg
cgtggacaag
tctgcacaac
ccactgtccg

agacctgggc
cggcgcegtgce

60
120
180
240
300
360
420
480
540
600
633

60
120
180
240
300
360
420
480
540
600
660
720
780
840



A-1850-WO-PCT_SL.txt
ccgagccagt tccgggcggce aaacatgcac gcgcagatca agacgagcct gcaccgcctg 900
aagcccgaca cggtgccagc gccctgctgce gtgcccgcca gctacaatcc catggtgctc 960
attcaaaaga ccgacaccgg ggtgtcgctc cagacctatg atgacttgtt agccaaagac 1020
tgccactgca ta 1032
<210> 225
<211> 322
<212> PRT
<213> Artificial Sequence
<220>

<221> source o o )
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide"
<400> 225
Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
1 5 10 15

Ile Ser Arg Thr Pro Glu val Thr Cys val val val Asp val Ser His
20 25 30

Glu Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp Gly val Glu val
35 40 45

His Asn Ala Lys Thr Lys Pro Arg Glu Glu GIn Tyr Asn Ser Thr Tyr
50 55 60

Arg val val Ser val Leu Thr val Leu His GIn Asp Trp Leu Asn Gly
65 70 75 80

Lys Glu Tyr Lys Cys Lys Vval Ser Asn Lys Ala Leu Pro Ala Pro Ile
85 90 95

Glu Lys Thr ITe Ser Lys Ala Lys Gly GIln Pro Arg Glu Pro Gln val
100 105 110

Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln val Ser
115 120 125

Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp Ile Ala val Glu
130 135 140

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Asp Thr Thr Pro Pro
145 150 155 160

val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser Asp Leu Thr val
165 170 175

Asp Lys Ser Arg Trp Gln GIn Gly Asn val Phe Ser Cys Ser val Met
180 185 190

Page 217



His

Pro

225

Asp

Ala

Thr

val

Gly

305

cys

<210>
<211>
<212>
<213>

Glu

Gly

210

Arg

Trp

cys

Ser

Pro

290

val

Ile

<220>

<221>
<223>

<400>
Gly Pro Ser val Phe
1

Ile

Glu

His

Arg
65

Ala

195

Ala

Leu

val

Pro

Leu

275

Ala

Ser

226
211
PRT
Artificial Sequence

source o o
/note="Description of Artificial Sequence:

Leu

Arg

His

Leu

Ser

260

His

Ser

Leu

His

Asp

Thr

Ser

245

Gln

Arg

Tyr

Gln

polypeptide"

226

5

Ser Arg Thr Pro

20

Asp Pro Glu val
35

Asn Ala Lys Thr

50

val val ser val

Asn

Gly

val

230

Pro

Phe

Leu

Asn

Thr
310

Leu

Glu

Lys

Lys

Leu
70

His

Arg

Arg

Arg

Lys

Pro

295

Tyr

Phe

val

Phe

Pro

55

Thr

A-1850-WO-PCT_SL. txt

Tyr Thr GIn Lys Ser Leu

200

His Cys
Ala Ser
Glu val
Ala Ala

265

Pro Asp
280

Met val

Asp Asp

Pro Pro
Thr Cys

25
Asn Trp
40

Arg Glu

val Leu

Pro

Leu

Gln

250

Asn

Thr

Leu

Leu

Tyr

Glu

His

Leu

Glu

235

val

Met

val

Ile

Leu
315

Gly

220

Asp

Thr

His

Pro

Gln

300

Ala

Pro Lys

val

val

Gln

Gln
75

val
Asp
Tyr
60

Asp

Page 218

205

Pro

Leu

Met

Ala

Ala

285

Lys

Lys

Ser

Gly

Gly

cys

Gln

270

Pro

Thr

Asp

Leu

Arg

Trp

Ile

255

Ile

cys

Asp

cys

Synthetic

Asp
Asp
Gly
45

Asn

Trp

Thr

val

30

val

Ser

Leu

Leu

15

Ser

Glu

Thr

Asn

Ser

cys

Ala

240

Gly

Lys

cys

Thr

His
320

Met

His

val

Tyr

Gly
80



Lys

Glu

Tyr

Leu

Asp

His

Pro

<210>
<211>
<212>
<213>

Glu

Lys

Thr

Thr

130

Glu

Leu

Lys

Glu

Gly
210

<220>

<221>
<223>

<400>

Tyr

Thr

Leu

115

Cys

Ser

Lys

Ser

Ala

195

Lys

227
210
PRT
Artificial Sequence

source o
/note="Description of

Lys Cys
85

Ile Ser

100

Pro Pro

Leu val

Asn Gly

Ser Asp

Arg Trp

Leu His

polypeptide"

227

Gly Pro Ser val Phe

1

Ile

Glu

His

Arg

65

Lys

Ser

Asp

Asn

50

val

Glu

Arg

Pro

35

Ala

val

Tyr

5

Thr Pro

20

Glu val

Lys Thr

Ser val

Lys Cys

Lys

Lys

Ccys

Lys

Gln

150

Gly

Gln

Asn

Leu

Glu

Lys

Lys

Leu

70

Lys

val

Ala

Arg

Ser

Gln

His

Phe

val

Phe

Pro

55

Thr

val

A-1850-WO-PCT_SL.txt
Ser Asn Lys Ala Leu Pro Ala
90

Lys

Lys

Phe

Glu

Phe

Gly

Tyr

Artificial Sequence:

Tyr

Asn

Phe

Asn

185

Thr

Gln

Met

Pro

Asn

Leu

170

val

Gln

Pro Pro Lys

Thr

Asn

40

Arg

val

Ser

Cys

25

Trp

Glu

Leu

Asn

10

val

Tyr

Glu

His

Lys

Pro Arg

Thr Lys

ser Asp

Tyr Lys

155

Tyr Ser

Phe Ser

Lys Ser

Pro Lys

val val

val Asp

Gln Tyr
60

GIn Asp
75

Ala Leu

Page 219

Glu Pro
110

Asn Gln
125

Ile Ala

Thr Thr

Lys Leu

Cys Ser

190

Leu Ser
205

Pro

95

Gln

val

val

Pro

Thr

175

val

Leu

Synthetic

Asp Thr

Asp val
30

Gly val

45

Asn Ser

Trp Leu

Pro Ala

Leu

15

Ser

Glu

Thr

Asn

Pro

val

Ser

Pro
160
val

Met

Ser

Met

His

val

Tyr

Gly

80

Ile



Glu Lys Thr

Cys Thr Leu

115

Leu Thr Cys
130

Trp Glu Ser

val Leu Asp

Asp Lys Ser

His Glu Ala

195

Pro Gly
210

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

atggacatga
cgctgtggec
cggacccctg
ttcaactggt
cagtacaaca
aatggcaagg
accatctcca
cgggaggaga
agcgacatcg
cctccegtgce

agcaggtggc

228
1023
DNA

Ile

100

Pro

Leu

Asn

Ser

Arg

Leu

85

Ser

Pro

val

Gly

Asp

Trp

His

Lys

Ser

Lys

Gln

150

Gly

Gln

Asn

Ala

Arg

Gly

Pro

Ser

Gln

His

Artificial Sequence

source

A-1850-WO-PCT_SL. txt

Lys

Glu

120

Phe

Glu

Phe

Gly

Tyr
200

90

Gly GIn
105

Glu Met

Tyr Pro

Asn Asn

Phe Leu
170

Asn val
185

Thr Gln

Pro Arg

Thr Lys

Ser Asp

140

Tyr Asp
155
Tyr Ser

Phe Ser

Lys Ser

Glu

Asn

125

Ile

Thr

Asp

cys

Leu
205

Pro

110

Gln

Ala

Thr

Leu

ser

190

Ser

95

Gln

val

val

Pro

Thr

175

val

Leu

/note="Description of Artificial Sequence: Synthetic
polynucTleotide™

228

gggtgcccge
cgtcagtctt
aggtcacatg
acgtggacgg
gcacgtaccg
agtacaagtg
aagccaaagg
tgaccaagaa
ccgtggagtg
tggactccga

agcaggggaa

tcagctcctg
cctcttcccc
cgtggtggtg
cgtggaggtg
tgtggtcagc
caaggtctcc
gcagccccga
ccaggtcagc
ggagagcaat
cggctccttc

cgtcttctca

gggctcctgce
ccaaaaccca
gacgtgagcc
cataatgcca
gtcctcaccg
aacaaagccc
gaaccacagg
ctgacctgcc

gggcagcegg
ttcctctata

tgctgtggct
aggacaccct
acgaagaccc
agacaaagcc
tcctgcacca
tcccagceccc
tgtgcaccct
tggtcaaagg
agaacaacta

gcgacctcac

tgctccgtga tgcatgaggc

Page 220

gagaggtgcg
catgatctcc
tgaggtcaag
gcgggaggag
ggactggctg
catcgagaaa
gcccccatcc
cttctatccc
cgacaccacg
cgtggacaag

tctgcacaac

val

Ser

Glu

Pro

160

val

Met

Ser

60
120
180
240
300
360
420
480
540
600
660



cactacacgc

gggcgttgct
tgggtgctgt
ttccgggcgg
acggtgccag

accgacaccg

ata

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

229
319
PRT
Artificial Sequence

source o
/note="Description of

agaagagcct
gccgtctgea
cgccacggga
caaacatgca
cgccctgctg

gggtgtcgct

polypeptide"

229

Gly Pro Ser val Phe Leu
1 5

Ile

Glu

His

Arg

65

Lys

Glu

Cys

Leu

Ser

Asp

Asn

50

val

Glu

Lys

Thr

Thr

130

Glu

Leu

Arg

Pro

35

Ala

val

Tyr

Thr

Leu

115

Cys

Ser

Asp

Thr

20

Glu

Lys

Ser

Lys

Ile

100

Pro

Leu

Asn

Ser

Pro

val

Thr

val

Cys

85

Ser

Pro

val

Gly

Glu

Lys

Lys

Leu

70

Lys

Lys

Ser

Lys

Gln

150

Gly

Phe

val

Phe

Pro

55

Thr

val

Ala

Arg

Ser

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Pro

Thr

Asn

40

Arg

val

Ser

Lys

Glu

120

Phe

Glu

Phe

Pro

Cys

Trp

Glu

Leu

Asn

Tyr

Asn

Phe

Tyr

Glu

His

Met

Pro

Asn

Leu
170

Pro Lys

val val

val Asp

Gln Tyr
60

Gln Asp
75

Ala Leu

Pro Arg

Thr Lys

ser Asp
140

Tyr Asp
155

Tyr Ser

Page 221

ctccctgtct ccgggtggag accactgtcc
cacggtccgc gcgtcgctgg aagacctggg
ggtgcaagtg accatgtgca tcggcgcgtg
cgcgcagatc aagacgagcc tgcaccgect
cgtgcccgec agctacaatc ccatggtgct

ccagacctat gatgacttgt tagccaaaga

gctcgggcecc
ctgggccgat
cccgagccag
gaagcccgac
cattcaaaag

ctgccactgc

Synthetic

Asp

Asp

Gly

45

Asn

Trp

Pro

Glu

Asn

125

Ile

Thr

Asp

Thr

val

30

val

Ser

Leu

Ala

Pro

110

Gln

Ala

Thr

Leu

Leu

15

Ser

Glu

Thr

Asn

Pro

95

Gln

val

val

Pro

Thr
175

Met

His

val

Tyr

Gly

80

Ile

val

Ser

Pro
160

val

720
780
840
900
960
1020
1023



Asp

His

Pro

His

225

Leu

Ser

His

Ser

Leu
305

<210>
<211>
<212>
<213>

Lys

Glu

Gly

Thr

Ser

Gln

Arg

Tyr

290

Gln

<220>

<221>
<223>

<400>

Ser

Ala

195

Gly

val

Pro

Phe

Leu

275

Asn

Thr

230
633
DNA
Artificial Sequence

source o o
/note="Description of Artificial Sequence:

Arg

Leu

Asp

Arg

Arg

Arg

260

Lys

Pro

Tyr

Trp

His

His

Ala

Glu

245

Ala

Pro

Met

Asp

Gln

Asn

Ccys

sSer

230

val

Ala

Asp

val

Asp
310

polynucleotide"

230

ggcccgtcag

cctgaggtca

tggtacgtgg

aacagcacgt

aaggagtaca

tccaaagcca

gagatgacca

atcgccgtgg

gtgctgaagt

tggcagcagg

tcttecctett
catgcgtggt
acggcgtgga
accgtgtggt
agtgcaaggt
aagggcagcc
agaaccaggt
agtgggagag
ccgacggctc

ggaacgtctt

Gln

His

Pro

215

Leu

Gln

Asn

Thr

Leu

295

Leu

A-1850-WO-PCT_SL. txt

Gly

Tyr

Leu

Glu

val

Met

val

280

Ile

Leu

ccccccaaaa
ggtggacgtg
ggtgcataat
cagcgtcctc
ctccaacaaa
ccgagaacca
cagcctgacc
caatgggcag
cttcttcctc

Cctcatgctcc

Asn val Phe Ser Cys

185

Thr Gln

Gly Pro

Asp Leu

Thr Met

250

His Ala
265
Pro Ala

Gln Lys

Ala Lys

Lys

Gly

Gly

Cys

Gln

Pro

Thr

Asp
315

cccaaggaca

agccacgaag

gccaagacaa

accgtcctgce

gccctcccag

caggtgtaca

tgcctggtca

ccggagaaca

tatagcaagc

Ser

Leu

205

Cys

Ala

Gly

Lys

285

Thr

His

Ser

190

Ser

Cys

Asp

Ala

Thr

270

val

Gly

Cys

val Met

Leu Ser

Arg Leu

Trp val

240

Cys Pro
255
ser Leu

Pro Ala

val Sser

Synthetic

ccctcatgat ctcccggacc

accctgaggt

agccgcggga

accaggactg

cccccatcga

ccctgccccc

aaggcttcta

actacaagac

tcaccgtgga

gtgatgcatg aggctctgca

Page 222

caagttcaac
ggagcagtac
gctgaatggc
gaaaaccatc
atgccggaag
tcccagegac
cacgcctccc
caagagcagg

caaccactac

60
120
180
240
300
360
420
480
540
600



A-1850-WO-PCT_SL. txt

acgcagaaga gcctctccct gtctccgggt aaa

<210>
<211>
<212>
<213>

<220>
<221>
<223>

231
966
DNA

source o o _
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 231
ggcccgtcag

cctgaggtca
tggtacgtgg
aacagcacgt
aaggagtaca
tccaaagcca
gagatgacca
atcgccgtgg
gtgctggact
tggcagcagg
acgcagaaga
cccgggegtt
gattgggtgc
cagttccggg
gacacggtgc
aagaccgaca
tgcata
<210>

<211>

<212>

<213>

<220>

<221>
<223>

232
322
PRT

tcttcctctt
catgcgtggt
acggcgtgga
accgtgtggt
agtgcaaggt
aagggcagcc
agaaccaggt
agtgggagag
ccgacggctc
ggaacgtctt
gcctctcect
gctgccgtct
tgtcgccacg
cggcaaacat
cagcgccctg

ccggggtgtc

source o o _
/note="Description of Artificial Sequence: Synthetic

polypeptide"

<400> 232

Artificial Sequence

ccccccaaaa
ggtggacgtg
ggtgcataat
cagcgtcctc
ctccaacaaa
ccgagaacca
cagcctgacc
caatgggcag
cttcttcctc
ctcatgctcc
gtctccgggt
gcacacggtc
ggaggtgcaa
gcacgcgcag
ctgcgtgecc

gctccagacc

Artificial Sequence

cccaaggaca
agccacgaag
gccaagacaa
accgtcctgce
gccctcccag
caggtgtgca
tgcctggtca
ccggagaaca
tatagcgacc
gtgatgcatg
gcgcgegacg
cgcgcgtegce
gtgaccatgt
atcaagacga
gccagctaca

tatgatgact

ccctcatgat
accctgaggt
agccgcggga
accaggactg
cccccatcga
ccctgeeccc
aaggcttcta
actacgacac
tcaccgtgga
aggctctgca
gagaccactg
tggaagacct
gcatcggcgce
gcctgcaccg
atcccatggt

tgttagccaa

ctcccggacc
caagttcaac
ggagcagtac
gctgaatggce
gaaaaccatc
atcccgggag
tcccagcgac
cacgcctccc
caagagcagg
caaccactac
tccgctcggg
gggctgggec
gtgcccgagce
cctgaagccc
gctcattcaa

agactgccac

Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys Asp Thr Leu Met
1 5 10 15

Ile Ser Arg Thr Pro Glu val Thr Cys val val val Asp val Ser His

20

25

Page 223

30

633

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
966



Glu

His

Arg

65

Lys

Glu

Cys

Leu

Asp

His

Pro

225

Asp

Ala

Thr

val

Asp

Asn

50

val

Glu

Lys

Thr

Thr

130

Glu

Leu

Lys

Glu

Gly

210

Arg

Trp

cys

Ser

Pro
290

Pro

35

Ala

val

Tyr

Thr

Leu

115

Cys

Ser

Asp

Ser

Ala

195

Ala

Leu

val

Pro

Leu

275

Ala

Glu

Lys

Ser

Lys

Ile

100

Pro

Leu

Asn

Ser

Arg

Leu

Arg

His

Leu

Ser

260

His

Ser

val

Thr

val

cys

85

Ser

Pro

val

Gly

Asp

Thr

Ser

245

Gln

Arg

Tyr

Lys

Lys

Leu

70

Lys

Lys

Ser

Lys

Gln

150

Gly

Gln

Asn

Gly

val

230

Pro

Phe

Leu

Asn

Phe

Pro

55

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His

Asp

Arg

Arg

Arg

Lys

Pro
295

A-1850-WO-PCT_SL. txt

Asn Trp Tyr val Asp Gly
40 45

Arg

val

Ser

Lys

Glu

120

Phe

Glu

Phe

Gly

Tyr

200

His

Ala

Glu

Ala

Pro

280

Met

Glu

Leu

Asn

Tyr

Asn

Phe

Asn

185

Thr

Cys

Ser

val

Ala

265

Asp

val

Glu

His

Met

Pro

Asn

Leu

170

val

Gln

Pro

Leu

Gln

250

Asn

Thr

Leu

Gln

Gln

75

Ala

Pro

Thr

sSer

Tyr

155

Tyr

Phe

Lys

Leu

Glu

235

val

Met

val

Ile

Tyr

60

Asp

Leu

Arg

Lys

Asp

Asp

Ser

Ser

Ser

Asp

Thr

His

Pro

Gln
300

Page 224

Asn

Trp

Pro

Glu

Asn

125

Ile

Thr

Asp

cys

Leu

205

Pro

Leu

Met

Ala

Ala

285

Lys

val

Ser

Leu

Ala

Pro

110

Gln

Ala

Thr

Leu

ser

190

Ser

Gly

Gly

cys

Gln

270

Pro

Thr

Glu

Thr

Asn

Pro

95

Gln

val

val

Pro

Thr

175

val

Leu

Arg

Trp

Ile

255

Ile

cys

Asp

val

Tyr

Gly

80

Ile

val

Ser

Glu

Pro

160

val

Met

Ser

Cys

Ala

240

Gly

Lys

cys

Thr



305

cys

<210>
<211>
<212>
<213>

Ile

<220>

<221>
<223>

<400>

233
216
PRT
Artificial Sequence

source o
/note="Description of

polypeptide"

233

Ala Pro Glu Leu Leu
1

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Asp

Ser

Asp

Asp

35

Gly

Gly

Trp

Pro

Glu

115

Asn

Thr

Asp

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu
180

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

Gly

Met

His

val

Tyr

Gly

val

Ser

Glu

150

Pro

val

Gly

Ile

Glu

His

55

Arg

Lys

Glu

Thr

Leu

135

Trp

val

Asp

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

Leu

Cys

Ser

Asp

ser
185

val Phe Leu
10
Thr Pro Glu
Glu val Lys
Lys Thr Lys
Ser val Leu
75
Lys Cys Lys
Ile Ser Lys
Pro Pro Ser
Leu val Lys
140
Asn Gly GIn
Ser Asp Gly
170

Arg Trp GIn

Page 225

Gly val Ser Leu Gln Thr Tyr Asp Asp Leu Leu Ala Lys Asp Cys His
310 315

Synthetic

Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

Pro

Thr

30

Asn

Arg

val

Ser

Lys

Glu

Phe

Glu

Phe

Gly

Pro

15

Cys

Trp

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

320

Lys

val

Tyr

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val
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. A-1850-WO-PCT_SL. txt
Phe Ser Cys Ser val Met His Glu Ala Leu His Asn His Tyr Thr Gln

200

Lys Ser Leu Ser Leu Ser Pro Gly

210

<210>
<211>
<212>
<213>

<220>
<221>
<223>

234
984
DNA

polyn

<400> 234
gcacctgaac

ctcatgatct
cctgaggtca
ccgcgggagg
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacgacacca
accgtggaca
gctctgcaca
gaccactgtc
gaagacctgg
atcggcgegt
ctgcaccgcc
cccatggtgce
ttagccaaag
<210>
<211>
<212>
<213>
<220>

<221>
<223>

235
328
PRT

source o o _
/note="Description of Artificial Sequence: Synthetic

ucleotide"

tcctgggggg

cccggacccc
agttcaactg
agcagtacgg
tgaatggcaa
aaaccatctc
cccgggagga
ccagcgacat
cgcctcccgt
agagcaggtg
accactacac
cgctcgggcec
gctgggecga
gcccgageca
tgaagcccga
tcattcaaaa

actgccactg

source o o _
/note="Description of Artificial Sequence: Synthetic

polypeptide"

<400> 235

1

215

Artificial Sequence

accgtcagtc
tgaggtcaca
gtacgtggac
cagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc
gcagcagggg
gcagaagagc
cgggcgttgce
ttgggtgctg
gttccgggcg
cacggtgcca
gaccgacacc

cata

Artificial Sequence

205

ttcctcttcc ccccaaaacc caaggacacc

tgcgtggtgg
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct
ctctcecctgt
tgccgtctge
tcgccacgygg
gcaaacatgc
gcgcecctgcet

ggggtgtcgc

10
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tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctccgt
ctccgggtgc
acacggtccg
aggtgcaagt
acgcgcagat
gcgtgcccgce

tccagaccta

ccacgaagac
caagacaaag
cgtcctgeac
cctcccagcec
ggtgaccacc
cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag
gcgcaacgga
cgcgtcgetg
gaccatgtgc
caagacgagc
cagctacaat

tgatgacttg

Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys
5

15

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
984



Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

Leu

225

Glu

val

Met

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Asp

Ser

Ser

Ser

210

Gly

Asp

Thr

Asp

Asp

35

Gly

Gly

Trp

Pro

Glu

115

Asn

Ile

Thr

Asp

cys

195

Leu

Pro

Leu

Met

Ala
275

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Gly

Gly

cys

260

Gln

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Arg

Trp

Ile

Ile

Met

val

Tyr

70

Gly

Ile

val

Ser

Glu

150

Pro

val

Met

Ser

cys

230

Ala

Gly

Lys

Ile

Glu

His

55

Arg

Lys

Glu

Thr

Leu

135

Trp

val

Asp

His

Pro

215

Cys

Asp

Ala

Thr

A-1850-WO-PCT_SL. txt

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Arg

Trp

cys

Ser
280

Arg Thr Pro Glu val
25

Pro

Ala

val

Tyr

Thr

105

Leu

cys

Ser

Asp

ser

185

Ala

Ala

Leu

val

Pro

265

Leu

Glu

Lys

Ser

Pro

Leu

Asn

ser

170

Arg

Leu

Arg

His

Leu

250

Ser

His

val

Thr

val

75

cys

Ser

Pro

val

Asp

Trp

His

Asn

Thr

235

Ser

Gln

Arg

Lys

Lys

60

Leu

Lys

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Pro

Phe

Leu
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Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His

205

Asp

Arg

Arg

Arg

285

Thr

30

Asn

Arg

val

Ser

Lys

110

Glu

Phe

Glu

Phe

Gly

Tyr

Ala

Glu

Ala

270

Pro

cys

Trp

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

cys

Ser

val

255

Ala

Asp

val

Tyr

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val

Gln

Pro

Leu

240

Gln

Asn

Thr



val Pro Ala Pro Cys Cys val

290

295

Ile GIn Lys Thr Asp Thr Gly

305

310

Leu Ala Lys Asp Cys His Cys
325

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

236
216
PRT
Artificial Sequence

source o
/note="Description of

polypeptide"

236

Ala Pro Glu Leu Leu Gly Gly
1 5

Pro Lys Asp

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

val

Asp

50

Tyr

Asp

Leu

Arg

Lys

Asp

Asp

Asp

35

Gly

Gly

Trp

Pro

Glu

115

Asn

Thr

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro
165

Met

val

Tyr

Gly

val

Ser

Glu

150

Pro

Ile

Glu

His

55

Arg

Lys

Glu

Thr

Leu

135

Trp

val
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Pro Ala Ser Tyr Asn Pro Met val Leu
300

val Ser Leu GIn Thr Tyr Asp Asp Leu

Ile

Artificial Sequence:

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

Leu

Cys

Ser

Asp

315

val Phe Leu

10

Thr

Glu

Lys

Ser

Pro

Leu

Asn

ser
170

Pro

val

Thr

val

75

Cys

Ser

Pro

val

Glu

Lys

Lys

Lys

Ser

Lys

140

Gln

Gly
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Synthetic

Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Pro

Thr

30

Asn

Arg

val

Ser

Lys

Glu

Phe

Glu

Phe

Pro

15

Cys

Trp

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe
175

320

Lys

val

Tyr

Glu

His

80

Lys

Gln

Met

Pro

Asn

160

Leu
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Tyr Ser Asp Leu Thr val Asp Lys Ser Arg Trp Gln GIn Gly Asn val
180 185 190

Phe Ser Cys Ser val Met His Glu Ala Leu His Asn His Tyr Thr Gln

195

200

Lys Ser Leu Ser Leu Ser Pro Gly

210

<210>
<211>
<212>
<213>

<220>
<221>
<223>

237
1044
DNA

source o o _
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 237
gcacctgaac

ctcatgatct
cctgaggtca
ccgcgggagg
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacgacacca
accgtggaca
gctctgcaca
tccggaggceg
gaccactgtc
gaagacctgg
atcggcgegt
ctgcaccgcc
cccatggtgc
ttagccaaag
<210>
<211>
<212>
<213>
<220>

<221>
<223>

238
348
PRT

tcctgggggg

cccggacccc
agttcaactg
agcagtacgg
tgaatggcaa
aaaccatctc
cccgggagga
ccagcgacat
cgcctecccgt
agagcaggtg
accactacac
gtggaagcgg
cgctcgggcec
gctgggecga
gcccgageca
tgaagcccga
tcattcaaaa

actgccactg

source o o _
/note="Description of Artificial Sequence: Synthetic

215

Artificial Sequence

accgtcagtc
tgaggtcaca
gtacgtggac
cagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc
gcagcagggg
gcagaagagc
aggtggtgga
cgggcgttgce
ttgggtgctg
gttccgggcg
cacggtgcca
gaccgacacc

cata

Artificial Sequence

ttcctcttcc
tgcgtggtgg
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct
ctctcectgt
tctggaggcg
tgccgtctge
tcgccacgygg
gcaaacatgc
gcgcecctgcet

ggggtgtcgc
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205

ccccaaaacc
tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctccgt
ctccgggtgg
gtggaagcgc
acacggtccg
aggtgcaagt
acgcgcagat
gcgtgcccgce

tccagaccta

caaggacacc
ccacgaagac
caagacaaag
cgtcctgeac
cctcccagcec
ggtgaccacc
cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag
aggtggtgga
gcgcaacgga
cgcgtcgetg
gaccatgtgc
caagacgagc
cagctacaat

tgatgacttg
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180
240
300
360
420
480
540
600
660
720
780
840
900
960

1020
1044
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Pro

Thr
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145

Tyr

Tyr

Phe

Lys

Asp

Arg
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val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Asp
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Ser

Ser

210
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His
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Asp

Asp

35

Gly

Gly

Trp

Pro

Glu

115

Asn

Ile

Thr

Asp

Cys

195

Leu

Gly

cys

Ser

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Gly

Pro

Leu

Ala Pro Glu Leu Leu
5

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Gly

Leu

245

Glu

Gly
Met
His
val
Tyr
70
Gly
Ile
val
Ser
Glu
150
Pro
val
Met
Ser
Gly
2
Gly

Asp

Gly

Ile

Glu

His

55

Arg

Lys

Glu

Thr

Leu

135

Trp

val

Asp

His

Pro

215

Ser

Pro

Leu
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Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Gly

Gly

Gly

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

Leu

Cys

Ser

Asp

ser

185

Ala

Gly

Gly

Arg

Trp

val

10

Thr

Glu

Lys

Ser

Pro

Leu

Asn

ser

170

Arg

Leu

Gly

Gly

Cys
250

Phe

Pro

val

Thr

val

75

cys

Ser

Pro

val

Asp

Trp

His

Gly

Gly

235

cys

Leu

Glu

Lys

Lys

Leu

Lys

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Arg

Ala Asp Trp
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Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His

205

Ser

Ala

Leu

val

Pro

Thr

30

Asn

Arg

val

Ser

Lys

110

Glu

Phe

Glu

Phe

Gly

Tyr

Gly

Arg

His

Leu

Pro

15

cys

Trp

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Gly

Asn

Thr

255

Ser

Lys

val

Tyr

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val

Gln

Gly

Gly

val

Pro



val
275

Arg Glu

Ala Ala

290

Arg

Pro Asp

Met val

Tyr Asp Asp

<210>
<211>
<212>
<213>

239
996
DNA

<220>
<221>
<223>

sourc
polyn

<400> 239
gcacctgaac

ctcatgatct
cctgaggtca
ccgcgggagg
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacgacacca
accgtggaca
gctctgcaca
gcgcgcaacg
cgcgcgtcgce
gtgaccatgt
atcaagacga
gccagctaca

tatgatgact

260

Gln val

Asn

Met

Thr val

Thr

Pro

A-1850-WO-PCT_SL. txt

Met Cys

280

Ala Gln

295

Ala Pro

310

Ile
325

Leu

Leu
340

Leu

e

ucleotide"

tcctggggagg

cccggacccc
agttcaactg
agcagtacgg
tgaatggcaa
aaaccatctc
cccgggagga
ccagcgacat
cgcctcecegt
agagcaggtg
accactacac
gagaccactg
tggaagacct
gcatcggcgc
gcctgcaccg
atcccatggt

tgttagccaa

Gln

Ala

Lys Thr

Lys Asp

Artificial Sequence

accgtcagtc
tgaggtcaca
gtacgtggac
cagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc
gcagcagggg
gcagaagagc
tccgctcggg
gggctgggcc
gtgcccgagce
cctgaagccc
gctcattcaa

agactgccac

265

Ile Gly Ala

Thr

Ile Lys

val
315

Cys Cys

Asp Thr
330

Gly

Cys His
345

cys

/note="Description of Artificial Sequence:

ttcctcttcc
tgcgtggtag
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct
ctctccctgt
cccgggegtt
gattgggtgc
cagttccggg
gacacggtgc
aagaccgaca

tgcata

270

Pro Ser
285

Cys

Ser Leu His

300

Pro Ala Ser

val Ser Leu

Ile

Synthe

ccccaaaacc
tggacgtgag
tgcataatgc
gcgtcctcac
ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctccgt
ctccgggtgg
gctgccgtct
tgtcgccacg
cggcaaacat
cagcgccctg

ccggggtgtc
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Gln Phe

Leu

Arg

Asn
320

Tyr

Gln Thr

335

tic

caaggacacc
ccacgaagac
caagacaaag
cgtcctgcac
cctcccagec
ggtgaccacc
cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag
aggtggtgga
gcacacggtc
ggaggtgcaa
gcacgcgcag
ctgcgtgccc

gctccagacc

60
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180
240
300
360
420
480
540
600
660
720
780
840
900
960
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<212>
<213>

<220>

<221>
<223>

<400>
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PRT
Artificial Sequence

source o
/note="Description of

polypeptide"
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Ala Pro Glu Leu Leu Gly Gly
1 5

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Lys

Asp

Asp

Ser

Ser

ser
210

Asp

Asp

35

Gly

Gly

Trp

Pro

Glu

115

Asn

Ile

Thr

Asp

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Met

His

val

Gly

Ile

val

Ser

Glu

150

Pro

val

Met

Ser

Ile

Glu

His

55

Arg

Lys

Glu

Thr

Leu

135

Trp

val

Asp

His

Pro
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Artificial Sequence:

Pro Ser val Phe Leu

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Arg

25

Pro

Ala

val

Tyr

Thr

105

Leu

Cys

Ser

Asp

Ser

185

Ala

Gly

Thr

Glu

Lys

Ser

Pro

Leu

Asn

Ser

170

Arg

Leu

Gly
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Pro

val

Thr

val

75

Cys

Ser

Pro

val

Asp

Trp

His

Gly

Glu

Lys

Lys

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Gly
220

Synthetic

Phe Pro Pro

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His

205

Ala

Thr

30

Asn

Arg

val

Ser

Lys

Glu

Phe

Glu

Phe

Gly

Tyr

Arg

15

Cys

Trp

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Asn

Lys

val

Tyr

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val

Gln

Gly



Asp

Arg

Arg

Arg

Lys

His

Ala

Glu

Ala

Pro

Cys

Ser

val

Ala

275

Asp

290

Pro
305

Tyr

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

gatgcacaca agagtgaggt

Met

Asp

val

Asp

241
2145
DNA

Pro

Leu

Gln

260

Asn

Thr

Leu

Leu

Leu

Glu

245

val

Met

val

Ile

Leu
325

Gly

Asp

Thr

His

Pro

Gln

310

Ala

Pro

Leu

Met

Ala

Ala

295

Lys

Lys

Artificial Sequence

source o o
/note="Description of Artificial Sequence:

polynucleotide"

241

gccttggtgt

aaattagtga

aattgtgaca

cgtgaaacct

tgcttcttge

gatgtgatgt

gaaattgcca

tataaagctg

aagctcgatg

gccagtctcc

cagagatttc

gtccacacgg

gccaagtata

aaacctctgt

tgattgcctt
atgaagtaac
aatcacttca
atggtgaaat
aacacaaaga
gcactgcttt
gaagacatcc
cttttacaga
aacttcggga
aaaaatttgg
ccaaagctga
aatgctgcca
tctgtgaaaa

tggaaaaatc
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Gly Arg Cys Cys Arg Leu
235

Gly

Cys

Gln

280

Pro

Thr

Asp

tgctcagtat
tgaatttgca
tacccttttt
ggctgactgc
tgacaaccca
tcatgacaat
ttacttttat
atgttgccaa
tgaagggaag
agaaagagct
gtttgcagaa
tggagatctg
tcaagattcg

ccactgcatt

Trp

Ile

265

Ile

Cys

Asp

Cys

Ala

250

Gly

Lys

Cys

Thr

His
330

Asp

Ala

Thr

val

cttcagcagt

aaaacatgtg

ggagacaaat

tgtgcaaaac

aacctccccc

gaagagacat

gccccggaac

gctgctgata

gcttcgtctg

ttcaaagcat

gtttccaagt

cttgaatgtg

atctccagta

His

Trp val Leu

ser
270

Cys Pro

Leu His

285

Ser

Pro Ala Ser

300

val Ser Leu

Synthe

tgctcatcga tttaaagatt tgggagaaga

gtccatttga
ttgctgatga
tatgcacagt
aagaacctga
gattggtgag
ttttgaaaaa
tccttttctt
aagctgcctg
ccaaacagag
gggcagtagc
tagtgacaga
ctgatgacag

aactgaagga

gccgaagtgg aaaatgatga
Page 233

val
240

Thr

Ser Pro

255

GIn Phe

Arg Leu
Asn

Tyr

Thr
320

Gln

tic

aaatttcaaa
agatcatgta
gtcagctgaa
tgcaactctt
gagaaatgaa
accagaggtt
atacttatat
tgctaaaagg
cctgttgcca
actcaagtgt
tcgecctgagce
tcttaccaaa
ggcggacctt
atgctgtgaa

gatgcctgct
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180
240
300
360
420
480
540
600
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720
780
840
900



gacttgcctt cattagctgc

gaggcaaagg
tactctgtcg

atgtcttcct
tgctgctgcet
tgtgccgctg cagatcctca
gtggaagagc

tacaaattcc

ctcagaattt
agaatgcgct
ccaactcttg tagaggtctc
cctgaagcaa aaagaatgcc
tgtgtgttgc atgagaaaac
ttggtgaaca ggcgaccatg
gagtttaatg ctgaaacatt
agacaaatca agaaacaaac
aaagagcaac tgaaagctgt
gctgacgata aggagacctg

gccgccttag gcttaggatc
cagggaagcg

cacacggtcc

cgcgcgacgg
gcgecgtecget
gaggtgcaag

cacgcgcaga

tgaccatgtg
tcaagacgag

tgcgtgcccg ccagctacaa

ctccagacct atgatgactt

<210>
<211>
<212>
<213>

<220>
<221>
<223>

242
715
PRT
Artificial Sequence

source
/note="Description of
polypeptide"

<400> 242
Asp Ala His Lys Ser Glu val
1 5

Glu Asn Phe Lys Ala Leu val
20

Gln Cys Pro Phe Glu Asp His
35

Phe Ala Lys Thr Cys val Ala

tgattttgtt
gggcatgttt
gagacttgcc
tgaatgctat
aatcaaacaa
attagttcgt
aagaaaccta
ctgtgcagaa
gccagtaagt
cttttcagct
caccttccat
tgcacttgtt
tatggatgat
ctttgccgag
cgccgctcag
agaccactgt
ggaagacctg
catcggcgcg
cctgcaccgce
tcccatggtg

gttagccaaa

A-1850-WO-PCT_SL. txt

gaaagtaagg
ttgtatgaat
aagacatatg
gccaaagtgt
aattgtgagc
tacaccaaga
ggaaaagtgg
gactatctat
gacagagtca
ctggaagtcg
gcagatatat
gagctcgtga
ttcgcagett
gagggtaaaa
gctgcacagce
ccgctcgggce
ggctgggcecg
tgcccgagcec
ctgaagcccg
ctcattcaaa

gactgccact

atgtttgcaa
atgcaagaag
aaaccactct
tcgatgaatt
tttttgagca
aagtacccca
gcagcaaatg
ccgtggtect
ccaaatgctg
atgaaacata
gcacactttc
aacacaagcc
ttgtagagaa
aacttgttgc
aagcagccca
ccgggegttg
attgggtgct
agttccgggc
acacggtgcc
agaccgacac

gcata

aaactatgct
gcatcctgat
agagaagtgc
taaacctctt
gcttggagag
agtgtcaact
ttgtaaacat
gaaccagtta
cacagaatcc
cgttcccaaa
tgagaaggag
caaggcaaca
gtgctgcaag
ggccagtcag
agcagctcag
ctgccgtctg
gtcgccacgg
ggcaaacatg
agcgccctgce

cggggtgtcg

Artificial Sequence: Synthetic

Ala His

Leu ITe
25

val Lys
40

Asp Glu
Page 234

Ala Phe Ala Gln

Leu val Asn Glu

30

45

Arg Phe Lys Asp Leu Gly Glu
10 15

Tyr Leu Gln
val Thr Glu

Ser Ala Glu Asn Cys Asp Lys

960
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2145



ser

65

Arg

Glu

Pro

Asp

Arg

Tyr

cys

Ser

Arg

Arg

Ser

Cys

Leu

305

Glu

50

Leu

Glu

Arg

Arg

Asn

130

Lys

Leu

Ala

Ala

210

Ala

Ala

Lys

Ile

290

Ala

Ala

His

Thr

Asn

Leu

115

Glu

Pro

Ala

Leu

Glu

Thr

Asp

Leu

275

Ala

Ala

Lys

Thr

Tyr

Glu

100

val

Glu

Tyr

Ala

Pro

180

Gln

Lys

Phe

Glu

Leu

260

Lys

Glu

Asp

Asp

Leu

Gly

85

cys

Arg

Thr

Phe

Phe

165

Lys

Arg

Ala

Ala

cys

245

Ala

Glu

val

Phe

val

Phe

70

Glu

Phe

Pro

Phe

Tyr

150

Thr

Leu

Leu

Trp

Glu

230

cys

Lys

Cys

Glu

val

310

Phe

55

Gly

Met

Leu

Glu

Leu

135

Ala

Glu

Asp

Lys

Ala

215

val

His

Tyr

Cys

Asn

295

Glu

Leu

A-1850-WO-PCT_SL. txt

Asp Lys Leu

Ala

Gln

val

120

Lys

Pro

cys

Glu

cys

200

val

Ser

Gly

Ile

Glu

280

Asp

Ser

Gly

Asp

His

105

Asp

Lys

Glu

cys

Leu

185

Ala

Ala

Lys

Asp

265

Lys

Glu

Lys

Met

Cys

90

Lys

val

Tyr

Leu

Gln

170

Arg

Ser

Arg

Leu

Leu

250

Glu

Pro

Met

Asp

Cys

75

cys

Asp

Met

Leu

Leu

155

Ala

Asp

Leu

Leu

val

235

Leu

Asn

Leu

Pro

val
315

60

Thr

Ala

Asp

Cys

Tyr

140

Phe

Ala

Glu

Gln

Ser

220

Thr

Glu

Gln

Leu

Ala

300

cys

Phe Leu Tyr

Page 235

val

Lys

Asn

Thr

125

Glu

Phe

Asp

Gly

Asp

cys

Asp

Glu

285

Asp

Lys

Glu

Ala
Gln
Pro
110
Ala
Ile
Ala
Lys
Lys
1

Phe
Arg
Leu
Ala
Ser
270
Lys
Leu

Asn

Tyr

Thr

Glu

95

Asn

Phe

Ala

Lys

Ala

175

Ala

Gly

Phe

Thr

255

Ile

Ser

Pro

Tyr

Ala

Leu

80

Pro

Leu

His

Arg

Arg

Ala

Ser

Glu

Pro

Lys

Asp

Ser

His

Ser

Ala

320

Arg



Arg

Tyr

cys

Gln

385

Tyr

Gln

val

Ala

Glu

465

Leu

Tyr

Ile

Leu

Ala

Gln

His

Glu

Tyr

370

Asn

Lys

val

Gly

Glu

450

Lys

val

val

cys

val

530

Ala

Asp

Ala

Gln

Pro

Thr

355

Ala

Leu

Phe

Ser

ser

435

Asp

Thr

Asn

Pro

Thr

515

val

Asp

Ser

Ala

340

Thr

Lys

Ile

Gln

Thr

420

Lys

Tyr

Pro

Arg

Leu

Met

Lys

Gln

580

Ala

325

Tyr

Leu

val

Lys

Asn

405

Pro

Cys

Leu

val

Ser

val

Asp

Glu

565

Ala

Gln

Ser

Glu

Phe

Gln

390

Ala

Thr

Cys

Ser

Ser

470

Pro

Phe

Glu

Lys

550

Thr

Ala

Ala

val

Lys

Asp

375

Asn

Leu

Leu

Lys

val

455

Asp

Cys

Asn

Lys

His

535

Phe

Cys

Leu

Ala

A-1850-WO-PCT_SL. txt

val

Cys

360

Glu

Cys

Leu

val

His

440

val

Arg

Phe

Ala

Glu

520

Lys

Ala

Phe

Gly

Gln

Leu

345

cys

Phe

Glu

val

Glu

425

Pro

Leu

val

Ser

Glu

505

Arg

Pro

Ala

Ala

Leu

585

Gln

330

Leu

Ala

Lys

Leu

Arg

val

Glu

Asn

Thr

Ala

490

Thr

Gln

Lys

Phe

Glu

570

Gly

Gly

Leu Arg

Ala Ala

Pro Leu

380

Phe Glu

395

Tyr Thr

Ser Arg

Ala Lys

Gln Leu

460

Lys Cys

Leu Glu

Phe Thr

Ile Lys

Ala Thr

540

val Glu
555
Glu Gly

Ser Ala

Ser Ala

Page 236

Leu

Gln

Lys

Asn

Arg

Cys

Cys

val

Phe

Lys

Lys

Lys

Lys

Ala

Arg

Ala

350

Pro

Glu

Leu

Lys

Leu

430

Met

val

Thr

Asp

His

510

Gln

Glu

Cys

Lys

Gln

590

Asp

335

Lys

Glu

Gly

val

415

Gly

Pro

Leu

Glu

Glu

495

Ala

Thr

Gln

Cys

Leu

575

Ala

Gly

Thr

Glu

Pro

Glu

400

Pro

Lys

Cys

His

ser

480

Thr

Asp

Leu

Asp



His

Ala

625

Glu

Ala

Pro

Met

Asp
705

<210>
<211>
<212>
<213>

Cys

610

Ser

val

Ala

Asp

val

690

Asp

<220>

<221>
<223>

<400>

595

Pro

Leu

Gln

Asn

Thr

675

Leu

Leu

243
339
PRT
Artificial Sequence

source o
/note="Description of

Leu

Glu

val

Met

660

val

Ile

Leu

Gly

Asp

Thr

645

His

Pro

Gln

Ala

polypeptide"

243

Pro

Leu

630

Met

Ala

Ala

Lys

Cys

Gln

Pro

Thr

695

Asp

Met Glu Trp Ser Trp val Phe
1 5

val

Asp

Asp

Gly

65

Asn

Trp

His

Thr

val

50

val

Ser

Leu

Ser

Leu

35

Ser

Glu

Thr

Asn

Gly

20

Met

His

val

Tyr

Gly

Gly

Ile

Glu

His

Arg

85

Lys

Pro

Ser

Asp

Asn

70

val

Glu

Ser

Arg

Pro

55

Ala

val

Tyr

A-1850-WO-PCT_SL. txt

600

Arg Cys Cys

Trp

Ile

Ile

Cys

680

Asp

Cys

Artificial Sequence:

Leu

val

Thr

40

Glu

Lys

Ser

Lys

Ala

Gly

Lys

cys

Thr

His

Phe

Phe

25

Pro

val

Thr

val

Asp

Ala

650

Thr

val

Gly

Cys

Phe

10

Leu

Glu

Lys

Lys

Leu

90

Lys

Arg

Trp

635

Cys

sSer

Pro

val

Ile
715

Leu

Phe

val

Phe

Pro

75

Thr

val

Leu

620

val

Pro

Leu

Ala

Ser
700

Ser

Pro

Thr

Asn

60

Arg

val

Ser

Page 237

605

His

Leu

Ser

His

ser

685

Leu

Thr

Ser

Gln

Arg

Tyr

Gln

val

Pro

Phe

655

Leu

Asn

Thr

Synthetic

val

Pro

Cys

Trp

Glu

Leu

Asn

Thr

Tyr

Glu

His

Lys

Thr

15

Pro

val

val

Gln

Gln

95

Ala

Arg

Lys

Pro

Tyr

Gly

Lys

val

Asp

Tyr

80

Asp

Leu



Pro

Glu

Asn

145

Ile

Thr

Asp

Cys

Leu

225

Cys

Ala

Gly

Lys

305

Thr

His

<210>
<211>
<212>
<213>

Ala

Pro

130

Gln

Ala

Thr

Leu

Ser

210

Ser

Cys

Asp

Ala

Thr

290

val

Gly

Cys

<220>

Pro

115

Gln

val

val

Pro

Thr

195

val

Leu

Arg

Trp

Cys

275

Ser

Pro

val

244
1017
DNA
Artificial Sequence

Ile

val

Ser

Glu

Pro

180

val

Met

Ser

Leu

val

260

Pro

Leu

Ala

Ser

Glu

Tyr

Leu

Asp

His

Pro

His

245

Leu

Ser

His

Ser

Leu
325

Lys

Thr

Thr

150

Glu

Leu

Lys

Glu

Gly

Thr

Ser

Gln

Arg

Tyr

Gln

Thr

Leu

135

Cys

Ser

Asp

Ser

Ala

215

val

Pro

Phe

Leu

295

Asn

Thr

A-1850-WO-PCT_SL. txt

Ile Ser Lys Ala Lys

120

Pro

Leu

Asn

Ser

Asp

Arg

Arg

Arg

Lys

Pro

Tyr

Pro

val

Gly

Asp

Trp

His

His

Ala

Glu

265

Ala

Pro

Met

Asp

Ser

Lys

Gln

170

Gly

Gln

Asn

Cys

Ser

250

val

Ala

Asp

val

330

Arg

Ser

Gln

His

Pro

235

Leu

Gln

Asn

Thr

Leu

315

Leu

Glu

140

Phe

Glu

Phe

Gly

Tyr

Leu

Glu

val

Met

val

300

Ile

Leu

Page 238

Gly

125

Glu

Tyr

Asn

Phe

Asn

205

Thr

Gly

Asp

Thr

His

285

Pro

Gln

Ala

Gln

Met

Pro

Asn

Leu

190

val

Gln

Pro

Leu

Met

270

Ala

Ala

Lys

Lys

Pro

Thr

Ser

Tyr

175

Tyr

Phe

Lys

Gly

Cys

Gln

Pro

Thr

Asp
335

Arg

Lys

160

Asp

Ser

Ser

Ser

Cys



<221> source

A-1850-WO-PCT_SL. txt

<223> /note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 244

atggaatgga gctgggtctt

ggcccgtcag

cctgaggtca catgcgtggt

tggtacgtgg

aacagcacgt

aaggagtaca agtgcaaggt
tccaaagcca aagggcagcc

gagatgacca agaaccaggt

atcgccgtgg
gtgctggact
tggcagcagg

acgcagaaga gcctctccct

tgctgccgtc

ctgtcgccac

ccagcgcecct

accggggtgt

<210>
<211>
<212>

245
231
PRT

tcttcctctt

acggcgtgga
accgtgtggt

agtgggagag
ccgacggctc

ggaacgtctt

tgcacacggt
gggaggtgca
gcggcaaaca tgcacgcgea
gctgcgtgec

cgctccagac

tctcttcttc ctgtcagtaa cgactggtgt ccactccggt

ccccccaaaa
ggtggacgtg
ggtgcataat
cagcgtcctc
ctccaacaaa
ccgagaacca
cagcctgacc
caatgggcag
cttcttcctc
ctcatgctcc
gtctccgggt
ccgcgegtceg
agtgaccatg
gatcaagacg
cgccagctac

ctatgatgac

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of

polypeptide"

<400> 245

Met Glu Trp Ser Trp val Phe

1 5

val His Ser Gly Gly Pro Ser
20

Asp Thr Leu Met Ile Ser Arg

35

Asp val Ser His Glu Asp Pro
50 55

Gly val Glu val His Asn Ala

40

val Phe
25

Glu val

Lys Thr

cccaaggaca
agccacgaag
gccaagacaa
accgtcctgce
gccctcccag
caggtgtaca
tgcctggtca
ccggagaaca
tatagcgacc
gtgatgcatg
ggagaccact
ctggaagacc
tgcatcggcg
agcctgcacc
aatcccatgg

ttgttagcca

Artificial Sequence:

Leu Phe

Thr Pro Glu val

Lys Phe

Lys Pro

ccctcatgat
accctgaggt
agccgcggga
accaggactg
cccccatcga
ccctgeeccc
aaggcttcta
actacgacac
tcaccgtgga
aggctctgca
gtccgctcgg
tgggctgggc
cgtgcccgag
gcctgaagcc
tgctcattca

aagactgcca

Synthe

Leu Phe Phe Leu Ser val Thr

Pro Pro Lys
30

Thr Cys val

45

Asn Trp Tyr
60

Arg Glu Glu

Page 239

ctcccggacc
caagttcaac
ggagcagtac
gctgaatggce
gaaaaccatc
atcccgggag
tcccagcgac
cacgcctccc
caagagcagg
caaccactac
gcccgggegt
cgattgggtg
ccagttccgg
cgacacggtg
aaagaccgac

ctgcata

tic
Thr Gly
15
Pro Lys
val val
val

Asp

Gln Tyr

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960

1017



65

Asn Ser Thr

Trp Leu Asn

Pro Ala Pro

115

Glu Pro Gln
130

Asn Gln val

145

ITe Ala val

Thr Thr Pro

Lys Leu Thr

195

Cys Ser val
210

Leu Ser Leu

225

<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

atggaatgga gctgggtctt
ggcccgtcag
cctgaggtca
tggtacgtgg
aacagcacgt
aaggagtaca

tccaaagcca

246
693
DNA

Tyr

Gly

Ile

val

Ser

Glu

Pro

180

val

Met

Ser

Arg

85

Lys

Glu

Tyr

Leu

Pro

70

val

Glu

Lys

Thr

Thr

150

Glu

Leu

Lys

Glu

Gly

val

Tyr

Thr

Leu

135

Cys

Ser

Lys

Ser

Ala

215

Lys

Artificial Sequence

source

A-1850-WO-PCT_SL. txt

Ser

Lys

Ile

120

Pro

Leu

Asn

Ser

Arg

Leu

val

Pro

val

Gly

Asp

Trp

His

Leu

90

Lys

Lys

Ser

Lys

Gln

170

Gly

Gln

Asn

75

Thr

val

Ala

Arg

Ser

Gln

val

Ser

Lys

Lys

140

Phe

Glu

Phe

Gly

Tyr
220

Leu

Asn

Gly

Glu

Tyr

Asn

Phe

Asn

205

Thr

His

Lys

110

Gln

Met

Pro

Asn

Leu

190

val

Gln

Gln

95

Ala

Pro

Thr

Ser

Tyr

175

Tyr

Phe

Lys

/note="Description of Artificial Sequence: Synthetic
polynucTleotide™

246

tcttcctcectt
catgcgtggt
acggcgtgga
accgtgtggt
agtgcaaggt

aagggcagcc

tctcttcttc
ccccccaaaa
ggtggacgtg
ggtgcataat
cagcgtcctc
ctccaacaaa

ccgagaacca

ctgtcagtaa

cccaaggaca

agccacgaag

gccaagacaa

accgtcctgc

gccctcccag

cgactggtgt ccactccggt

ccctcatgat

accctgaggt

agccgcggga

accaggactg

cccccatcga

caggtgtaca ccctgccccc

Page 240

ctccecggacc
caagttcaac
ggagcagtac
gctgaatggc
gaaaaccatc

atcccggaag

80

Asp

Leu

Arg

Lys

Asp

160

Lys

Ser

Ser

Ser

60
120
180
240
300
360
420



gagatgacca

atcgccgtgg

gtgctgaagt

tggcagcagg

acgcagaaga

<210> 247
<211> 342
<212> PRT
<213> Artificial Sequence

<220>

<221> source

agaaccaggt
agtgggagag
ccgacggctc
ggaacgtctt

gcctctccct

<223> /note="Description of
polypeptide™

<400> 247

1

val His

Asp Thr

Asp val
50

Gly val
65

Asn Ser

Trp Leu

Pro Ala

Glu Pro

130

Asn Gln
145

Ile Ala

Thr Thr

Ser

Leu

35

Ser

Glu

Thr

Asn

Pro

115

Gln

val

val

Pro

Gly

20

Met

His

val

Tyr

Gly

Ile

val

Ser

Glu

Pro
180

Met Glu Trp Ser Trp
5

Gly

Ile

Glu

His

Arg

85

Lys

Glu

Tyr

Leu

val

Pro

Ser

Asp

Asn

70

val

Glu

Lys

Thr

Thr

150

Glu

Leu

Phe

Ser

Arg

Pro

55

Ala

val

Tyr

Thr

Leu

135

Cys

Ser

Asp

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Leu

val

Thr

40

Glu

Lys

Ser

Lys

Ile

120

Pro

Leu

Asn

Ser

gtctccgggt aaa

Phe

Phe

25

Pro

val

Thr

val

Pro

val

Gly

Asp

Phe

10

Leu

Glu

Lys

Lys

Leu

90

Lys

Lys

Ser

Lys

Gln
170

Leu

Phe

val

Phe

Pro

75

Thr

val

Ala

Arg

Ser

Pro

Thr

Asn

60

Arg

val

Ser

Lys

Glu

140

Phe

Glu

Gly Ser Phe

Page 241

Synthetic

val

Pro

Cys

Trp

Glu

Leu

Asn

Gly

Glu

Tyr

Asn

Phe

Thr

Tyr

Glu

His

Lys

Gln

Met

Pro

Asn

Leu
190

Thr

15

Pro

val

val

Gln

Gln

95

Ala

Pro

Thr

Ser

Tyr

175

Tyr

cagcctgacc tgcctggtca aaggcttcta tcccagcgac
caatgggcag ccggagaaca actacaagac cacgcctccc
cttcttcctc tatagcaagc tcaccgtgga caagagcagg

ctcatgctcc gtgatgcatg aggctctgca caaccactac

Gly

Lys

val

Asp

Tyr

80

Asp

Leu

Arg

Lys

Asp

160

Asp

Ser

480
540
600
660
693



Asp

Cys

Leu

225

Pro

Leu

Met

Ala

Ala

305

Lys

Lys

<210>
<211>
<212>
<213>

Leu

Ser

210

Ser

Gly

Gly

Cys

Gln

290

Pro

Thr

Asp

<220>

<221>
<223>

<400>

Thr

195

val

Leu

Arg

Trp

Ile

275

Cys

Asp

Cys

248
1026
DNA
Artificial Sequence

source o o _
/note="Description of Artificial Sequence: Synthetic

val

Met

Ser

Cys

Ala

260

Gly

Lys

Cys

Thr

His
340

Asp

His

Pro

Ccys

245

Asp

Ala

Thr

val

Gly

Cys

A-1850-WO-PCT_SL. txt

Lys Ser Arg Trp GIn Gln Gly Asn val Phe Ser
200 205

Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser
215 220

Gly Ala Arg Asp Gly Asp His Cys Pro Leu Gly

Arg Leu His Thr val Arg Ala Ser Leu Glu Asp
250 255

Trp val Leu Ser Pro Arg Glu val Gln val Thr
265 270

Cys Pro Ser GIn Phe Arg Ala Ala Asn Met His
280 285

Ser Leu His Arg Leu Lys Pro Asp Thr val Pro
295 300

Pro Ala Ser Tyr Asn Pro Met val Leu Ile Gln
310 315 320

val Ser Leu GIn Thr Tyr Asp Asp Leu Leu Ala
330 335

polynucTleotide"

248

atggaatgga gctgggtctt tctcttcttc ctgtcagtaa cgactggtgt ccactccggt

ggcccgtcag

cctgaggtca

tggtacgtgg

aacagcacgt

aaggagtaca

tccaaagcca

gagatgacca

tcttcctctt ccccccaaaa cccaaggaca ccctcatgat ctcccggacc
catgcgtggt ggtggacgtg agccacgaag accctgaggt caagttcaac
acggcgtgga ggtgcataat gccaagacaa agccgcggga ggagcagtac
accgtgtggt cagcgtcctc accgtcctgc accaggactg gctgaatgge
agtgcaaggt ctccaacaaa gccctcccag cccccatcga gaaaaccatc
aagggcagcc ccgagaacca caggtgtaca ccctgccccc atcccgggag

agaaccaggt cagcctgacc tgcctggtca aaggcttcta tcccagcgac

Page 242
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300
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420
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atcgccgtgg agtgggagag caatgggcag ccggagaaca actacgacac cacgcctccc

gtgctggact ccgacggctc cttcttcctc tatagcgacc tcaccgtgga caagagcagg

tggcagcagg ggaacgtctt ctcatgctcc gtgatgcatg aggctctgca caaccactac

acgcagaaga gcctctccct gtctccgggt gcgcgcgacg gagaccactg tccgctcggg

cccgggegtt gctgccgtct gcacacggtc cgcgcgtcgc tggaagacct gggctgggcec

gattgggtgc tgtcgccacg ggaggtgcaa gtgaccatgt gcatcggcgc gtgcccgagc

cagttccggg cggcaaacat gcacgcgcag atcaagacga gcctgcaccg cctgaagccc

gacacggtgc cagcgccctg ctgcgtgccc gccagctaca atcccatggt gctcattcaa

aagaccgaca ccggggtgtc gctccagacc tatgatgact tgttagccaa agactgccac

tgcata

<210> 249

<211> 339

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

polypeptide"

<400> 249

Met Glu Trp Ser Trp val Phe Leu Phe Phe Leu Ser val Thr Thr Gly

1 5 10 15

val His Ser Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys Pro Lys

20 25 30
Asp Thr Leu Met ITe Ser Arg Thr Pro Glu val Thr Cys val val val
35 40 45
Asp val Ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr val Asp
50 55 60

Gly val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu Gln Tyr

65 70 75 80

Asn Ser Thr Tyr Arg val val Ser val Leu Thr val Leu His Gln Asp
85 90 95

Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys Ala Leu

100 105 110
Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly GIln Pro Arg
115 120 125
Glu Pro Gln val Cys Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys
130 135 140

Page 243
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A-1850-WO-PCT_SL. txt

Asn GIn val Ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro Ser Asp
145 150 155 160

Ile Ala val Glu Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn Tyr Asp
165 170 175

Thr Thr Pro Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser
180 185 190

Asp Leu Thr val Asp Lys Ser Arg Trp Gln GIn Gly Asn val Phe Ser
195 200 205

Cys Ser val Met His Glu Ala Leu His Asn His Tyr Thr GIn Lys Ser
210 215 220

Leu Ser Leu Ser Pro Gly Gly Asp His Cys Pro Leu Gly Pro Gly Arg
225 230 235 240

Cys Cys Arg Leu His Thr val Arg Ala Ser Leu Glu Asp Leu Gly Trp
245 250 255

Ala Asp Trp val Leu Ser Pro Arg Glu val Gln val Thr Met Cys Ile
260 265 270

Gly Ala Cys Pro Ser GIn Phe Arg Ala Ala Asn Met His Ala Gln Ile
275 280 285

Lys Thr Ser Leu His Arg Leu Lys Pro Asp Thr val Pro Ala Pro Cys
290 295 300

Cys val Pro Ala Ser Tyr Asn Pro Met val Leu Ile Gln Lys Thr Asp
305 310 315 320

Thr Gly val Ser Leu Gln Thr Tyr Asp Asp Leu Leu Ala Lys Asp Cys
325 330 335

His Cys Ile

<210> 250
<211> 1017
<212> DNA
<213> Artificial Sequence

<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic

polynucTleotide™
<400> 250
atggaatgga gctgggtctt tctcttcttc ctgtcagtaa cgactggtgt ccactccggt 60
ggcccgtcag tcttcctctt ccccccaaaa cccaaggaca ccctcatgat ctcccggacc 120

Page 244



cctgaggtca
tggtacgtgg
aacagcacgt
aaggagtaca
tccaaagcca
gagatgacca
atcgccgtgg
gtgctggact
tggcagcagg
acgcagaaga
tgctgccgtc
ctgtcgccac
gcggcaaaca

ccagcgccct

accggggtgt

<210> 251
<211> 231
<212> PRT

catgcgtggt
acggcgtgga
accgtgtggt
agtgcaaggt
aagggcagcc
agaaccaggt
agtgggagag
ccgacggctc
ggaacgtctt
gcctctecect
tgcacacggt
gggaggtgca
tgcacgcgca
gctgcgtgec

cgctccagac

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide™

<400> 251

Met Glu Trp Ser Trp val Phe
1 5

val His Ser

Asp Thr Leu
35

Asp val Ser
50

Gly val Glu
65

Asn Ser Thr

Trp Leu Asn

Gly

20

Met

His

val

Tyr

Gly

Gly

Ile

Glu

His

Arg

85

Lys

Pro

Ser

Asp

Asn

70

val

Glu

Ser

Arg

Pro

55

Ala

val

Tyr

A-1850-WO-PCT_SL. txt

cagcgtcctc
ctccaacaaa
ccgagaacca
cagcctgacc
caatgggcag
cttcttcctc
ctcatgctcc
gtctccgggt
ccgcgegtcg
agtgaccatg
gatcaagacg
cgccagctac

ctatgatgac

Artificial Sequence:

Leu

val

Thr

40

Glu

Lys

Ser

Lys

accgtcctgce
gccctcccag
caggtgtgca
tgcctggtca
ccggagaaca
tatagcgacc
gtgatgcatg
ggagaccact
ctggaagacc
tgcatcggcg
agcctgcacc
aatcccatgg

ttgttagcca

Phe

Phe

25

Pro

val

Thr

val

Phe

10

Leu

Glu

Lys

Lys

Leu

90

Lys

Leu Ser

Phe Pro

val Thr

Phe Asn

60

Pro Arg
75

Thr val

val ser

Page 245

ggtggacgtg agccacgaag accctgaggt
ggtgcataat gccaagacaa agccgcggga
accaggactg
cccccatcga
ccctgecccc
aaggcttcta
actacgacac
tcaccgtgga
aggctctgca
gtccgctcgg
tgggctgggc
cgtgcccgag
gcctgaagec
tgctcattca

aagactgcca

caagttcaac
ggagcagtac
gctgaatggc
gaaaaccatc
atcccgggag
tcccagcgac
cacgcctccc
caagagcagg
caaccactac
gcccgggegt
cgattgggtg
ccagttccgg
cgacacggtg

aaagaccgac

ctgcata

Synthetic

val

Pro

Cys

Trp

Glu

Leu

Asn

Thr

Tyr

Glu

His

Lys

Thr

15

Pro

val

val

Gln

Gln

95

Ala

Gly

Lys

val

Asp

Tyr

80

Asp

Leu

180
240
300
360
420
480
540
600
660
720
780
840
900
960
1017



Pro

Glu

Asn

145

Ile

Thr

Lys

Cys

Leu
225

Ala Pro
115

Pro Gln
130

Gln val

Ala val

Thr Pro

Leu Thr
195

Ser val
210

Ser Leu

<210> 252
<211> 693
<212> DNA

<213>

<220>
<221> source

<223>

atggaatgga
ggcccgtcag
cctgaggtca
tggtacgtgg
aacagcacgt
aaggagtaca
tccaaagcca
gagatgacca
atcgccgtgg
gtgctgaagt
tggcagcagg

acgcagaaga

Ile

val

Ser

Glu

Pro

180

val

Met

Ser

Glu

Tyr

Leu

Asp

His

Pro

Lys

Thr

Thr

150

Glu

Leu

Lys

Glu

Gly

polynucleotide"

<400> 252

gctgggtctt
tcttcctctt
catgcgtggt
acggcgtgga
accgtgtggt
agtgcaaggt
aagggcagcc
agaaccaggt
agtgggagag
ccgacggctc
ggaacgtctt

gcctctccct

Thr

Leu

135

Cys

Ser

Lys

Ser

Ala

215

Lys

Artificial Sequence

tctcttcttc
ccccccaaaa
ggtggacgtg
ggtgcataat
cagcgtcctc
ctccaacaaa
ccgagaacca
cagcctgacc
caatgggcag
cttcttcctc

Ctcatgctcc

A-1850-WO-PCT_SL. txt

Ile Ser Lys

120

Pro Pro Cys

Leu val Lys

Asn Gly GIn
170

Ser Asp Gly

Arg Trp GIn

Leu His Asn

gtctccgggt aaa

ctgtcagtaa
cccaaggaca
agccacgaag
gccaagacaa
accgtcctgce
gccctcccag
caggtgtaca
tgcctggtca
ccggagaaca
tatagcaagc

gtgatgcatg

Ala Lys

Arg Lys

140

Gly Phe

Pro Glu

Ser Phe

Gln Gly

His Tyr

Page 246

Gly

125

Glu

Tyr

Asn

Phe

Asn

205

Thr

Gln

Met

Pro

Asn

Leu

190

val

Gln

cgactggtgt
ccctcatgat
accctgaggt
agccgcggga
accaggactg
cccccatcga
ccctgececcc
aaggcttcta
actacaagac
tcaccgtgga

aggctctgca

Pro

Thr

Ser

Tyr

175

Tyr

Phe

Lys

/note="Description of Artificial Sequence: Synthetic

ccactccggt
ctcccggacc
caagttcaac
ggagcagtac
gctgaatggc
gaaaaccatc
atgccggaag
tcccagcgac
cacgcctccc
caagagcagg

caaccactac

Arg

Lys

160

Lys

Ser

Ser

Ser

60
120
180
240
300
360
420
480
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693



<210> 253
<211> 342
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide"

<400> 253
Met Glu Trp Ser Trp
1 5

val His

Asp Thr

Asp val
50

Gly val
65

Asn Ser

Trp Leu

Pro Ala

Glu Pro

130

Asn Gln

145

ITe Ala

Thr Thr

Asp Leu

Cys Ser
210

Ser

Leu

35

Ser

Glu

Thr

Asn

Pro

115

Gln

val

val

Pro

Thr

195

val

Gly

20

Met

His

val

Tyr

Gly

Ile

val

Ser

Glu

Pro

180

val

Met

Gly

Ile

Glu

Arg

85

Lys

Glu

cys

Leu

val

Pro

Ser

Asp

Asn

70

val

Glu

Lys

Thr

Thr

150

Glu

Leu

Lys

Glu

Phe

Ser

Arg

Pro

55

Ala

val

Tyr

Thr

Leu

135

Cys

Ser

Asp

Ser

Ala
215

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Leu

val

Thr

40

Glu

Lys

Ser

Lys

Ile

120

Pro

Leu

Asn

Ser

Arg

Leu

Phe

Phe

25

Pro

val

Thr

val

Pro

val

Gly

Trp

His

Phe

10

Leu

Glu

Lys

Lys

Leu

90

Lys

Lys

Ser

Lys

Gln

170

Gly

Gln

Asn

Leu

Phe

val

Phe

Pro

75

Thr

val

Ala

Arg

Ser

Gln

His

Ser

Pro

Thr

Asn

60

Arg

val

Ser

Lys

Glu

140

Phe

Glu

Phe

Gly

TYyr
220

Page 247

Synthetic

val

Pro

cys

Trp

Glu

Leu

Asn

Gly

Glu

Tyr

Asn

Phe

Asn

205

Thr

Thr

Lys

val

Tyr

Glu

His

Lys

110

Gln

Met

Pro

Asn

Leu

190

val

Gln

Thr

15

Pro

val

val

Gln

Gln

95

Ala

Pro

Thr

Ser

Tyr

175

Tyr

Phe

Lys

Gly

Lys

val

Asp

Tyr

80

Asp

Leu

Arg

Lys

Asp

160

Asp

Ser

Ser

Ser



Leu Ser Leu
225

Pro Gly Arg

Leu Gly Trp

Met Cys Ile
275

Ala GIn ITe
290

Ala Pro Cys
305

Lys Thr Asp

Lys Asp Cys

<210> 254
<211> 1026
<212> DNA

Ser

cys

Ala

260

Gly

Lys

cys

Thr

His
340

Pro

cys

245

Asp

Ala

Thr

val

Gly

cys

Gly

Arg

Trp

cys

Ser

Pro

310

val

Ala

Leu

val

Pro

Leu

295

Ala

Ser

<213> Artificial Sequence

<220>

<221> source

A-1850-WO-PCT_SL. txt

Arg Asp Gly Asp His Cys
235

Leu

Ser

280

Ser

Leu

Thr

Ser

265

Gln

Arg

Tyr

Gln

val

250

Pro

Phe

Leu

Asn

Thr
330

Arg

Arg

Arg

Lys

Pro

315

Tyr

Ala

Glu

Ala

Pro

300

Met

Asp

Ser

val

Ala

285

Asp

val

Asp

Pro

Leu

Gln

270

Asn

Thr

Leu

Leu

Leu

Met

val

Ile

Leu
335

<223> /note="Description of Artificial Sequence: Synthetic
polynucTleotide"

<400> 254
atggaatgga

ggcccgtcag
cctgaggtca
tggtacgtgg
aacagcacgt
aaggagtaca
tccaaagcca
gagatgacca
atcgccgtgg
gtgctggact
tggcagcagg

acgcagaaga

gctgggtctt
tcttcctcectt
catgcgtggt
acggcgtgga
accgtgtggt
agtgcaaggt
aagggcagcc
agaaccaggt
agtgggagag
ccgacggctc
ggaacgtctt

gcctctccct

tctcttcttc
ccccccaaaa
ggtggacgtg
ggtgcataat
cagcgtcctc
ctccaacaaa
ccgagaacca
cagcctgacc
caatgggcag
cttcttcctc
ctcatgctcc

gtctccgggt

ctgtcagtaa

cccaaggaca

agccacgaag

gccaagacaa

accgtcctgc

gccctcccag

caggtgtgca
tgcctggtca

ccggagaaca

tatagcgacc

gtgatgcatg

gcgcgegacg

cgactggtgt

ccctcatgat

accctgaggt

agccgcggga

accaggactg

cccccatcga

ccctgccccc

aaggcttcta

actacgacac

tcaccgtgga

aggctctgca

gagaccactg

Page 248

ccactccggt
ctccecggacc
caagttcaac
ggagcagtac
gctgaatggc
gaaaaccatc
atcccgggag
tcccagcgac
cacgcctccc
caagagcagg
caaccactac

tccgectcggg

Asp

Thr

His

Pro

Gln
320

60
120
180
240
300
360
420
480
540
600
660
720



cccgggegtt

gattgggtgc
cagttccggg

gacacggtgc

aagaccgaca

tgcata

<210> 255
<211> 341
<212> PRT
<213> Artificial Sequence

<220>

A-1850-WO-PCT_SL.txt
gctgccgtct gcacacggtc cgcgcgtcge tggaagacct gggctgggec

tgtcgccacg ggaggtgcaa gtgaccatgt gcatcggcgc gtgcccgagce
cggcaaacat gcacgcgcag atcaagacga gcctgcaccg cctgaagccc
cagcgccctg ctgcgtgecc gccagctaca atcccatggt gctcattcaa

ccggggtgtc gctccagacc tatgatgact tgttagccaa agactgccac

<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polypeptide™

<400> 255
Met Asp Met Arg val Pro Ala GIn Leu Leu Gly Leu Leu Leu Leu Trp
1 5

10 15

Leu Arg Gly Ala Arg Cys Gly Pro Ser val Phe Leu Phe Pro Pro Lys

Pro Lys

val val
50

val Asp

65

Gln Tyr

Gln Asp

Ala Leu

Pro Arg

Thr Lys

145

ser Asp

Asp

35

Asp

Gly

Asn

Trp

Pro

115

Glu

Asn

Ile

20 25 30

Thr Leu Met Ile Ser Arg Thr Pro Glu val Thr Cys val
40 45

val Ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr
55 60

val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu
70 75 80

Ser Thr Tyr Arg val val Ser val Leu Thr val Leu His
85 90 95

Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys
100 105 110

Ala Pro ITe Glu Lys Thr ITe Ser Lys Ala Lys Gly Gln
120 125

Pro Gln val Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met
135 140

Gln val ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro
150 155 160

Ala val Glu Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn
165 170 175

Page 249
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Tyr

Tyr

Phe

Lys

Gly

Gly

Cys

Gln

Pro

305

Thr

Asp

<210>
<211>
<212>
<213>

Asp

Ser

Ser

210

Ser

Arg

Trp

Ile

Ile

290

Cys

Asp

Cys

<220>

<221>
<223>

atggacatga gggtgcccgce

Thr

Cys

Leu

Cys

Ala

Gly

Lys

Cys

Thr

His

256
1023
DNA
Artificial Sequence

source o o _
/note="Description of Artificial Sequence: Synthetic

Thr

180

Leu

Ser

Ser

Cys

Asp

260

Ala

Thr

val

Gly

Cys
340

Pro

Thr

val

Leu

Arg

Trp

Cys

Ser

Pro

val
325

Pro

val

Met

ser

230

Leu

val

Pro

Leu

Ala

310

Ser

polynucleotide"

<400> 256

cgctgtggcc

cggacccctg

ttcaactggt

cagtacaaca

aatggcaagg

accatctcca

cgtcagtctt
aggtcacatg
acgtggacgg
gcacgtaccg
agtacaagtg

aagccaaagg

val

Asp

His

215

Pro

His

Leu

Ser

His

295

Ser

Leu

A-1850-WO-PCT_SL.txt
Asp Ser Asp Gly Ser

Leu

Lys

200

Glu

Gly

Thr

Ser

Gln

280

Arg

Tyr

Gln

tcagctcctg
cctcttececc
cgtggtggtg
cgtggaggtg
tgtggtcagce
caaggtctcc

gcagccccga

185

Ser Arg

Ala Leu

Gly Asp

val Arg

Pro Arg

265

Phe Arg

Leu Lys

Asn Pro

Thr Tyr

gggctcctge tgctgtggct gagaggtgcg

Trp

His

His

235

Ala

Glu

Ala

Pro

Met

315

Asp

CCaaaaccca

gacgtgagcc

cataatgcca

gtcctcaccg

aacaaagccc

gaaccacagg
Page 250

Gln

Asn

220

Cys

Ser

val

Ala

300

val

Asp

Gln

205

His

Pro

Leu

Gln

Asn

285

Thr

Leu

Leu

Phe

190

Gly

Tyr

Leu

Glu

val

270

Met

val

Ile

Leu

aggacaccct

acgaagaccc

agacaaagcc

tcctgcacca

tcccagcccc

tgtacaccct

Phe

Asn

Thr

Gly

255

Thr

Pro

Gln

Ala
335

catgatctcc
tgaggtcaag
gcgggaggag
ggactggctg
catcgagaaa

gcccccatcc

Leu

val

Pro
240

Leu

Met

60
120
180
240
300
360
420



cgggaggaga tgaccaagaa ccaggtcagc ctgacctgcc tggtcaaagg cttctatccc

agcgacatcg ccgtggagtg ggagagcaat gggcagccgg agaacaacta cgacaccacg

cctcccgtge tggactccga cggctccttc ttcctctata gcgacctcac cgtggacaag

agcaggtggc agcaggggaa cgtcttctca tgctccgtga tgcatgaggc tctgcacaac

cactacacgc agaagagcct ctccctgtct ccgggtggag accactgtcc gctcgggccc

gggcgttgct gccgtctgca cacggtccgc gcgtcgctgg aagacctggg ctgggccgat

tgggtgctgt cgccacggga ggtgcaagtg accatgtgca tcggcgcgtg cccgagccag

ttccgggcgg caaacatgca cgcgcagatc aagacgagcc tgcaccgcct gaagcccgac

acggtgccag cgccctgctg cgtgcccgec agctacaatc ccatggtgct cattcaaaag

accgacaccg gggtgtcgct ccagacctat gatgacttgt tagccaaaga ctgccactgc

ata

<210> 257

<211> 233

<212> PRT

<213> Artificial Sequence

<220>

<221> source )

<223> /note="Description of Artificial Sequence: Synthetic

polypeptide"

<400> 257

Met Asp Met Arg val Pro Ala GIn Leu Leu Gly Leu Leu Leu Leu Trp

1 5 10 15

Leu Arg Gly Ala Arg Cys Gly Pro Ser val Phe Leu Phe Pro Pro Lys

20 25 30
Pro Lys Asp Thr Leu Met ITe Ser Arg Thr Pro Glu val Thr Cys val
35 40 45
val val Asp val Ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr
50 55 60

val Asp Gly val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu

65 70 75 80

Gln Tyr Asn Ser Thr Tyr Arg val val Ser val Leu Thr val Leu His
85 90 95

Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys

100 105 110
Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln
115 120 125
Pro Arg Glu Pro GIn val Tyr Thr Leu Pro Pro Ser Arg Lys Glu Met

A-1850-WO-PCT_SL. txt

Page 251
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A-1850-WO-PCT_SL. txt

Pro
160

Tyr

Asn
175

Asn

Phe Leu

Asn val

Thr Gln

catgatctcc
tgaggtcaag
gcgggaggag
ggactggctg
catcgagaaa
gcccccatcc
cttctatccc
caagaccacg
cgtggacaag

tctgcacaac

130 135 140

Thr Lys Asn Gln val Ser Leu Thr Cys Leu val Lys Gly Phe

145 150 155

Ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly Gln Pro Glu

165 170

Tyr Lys Thr Thr Pro Pro val Leu Lys Ser Asp Gly Ser Phe
180 185 190

Tyr Ser Lys Leu Thr val Asp Lys Ser Arg Trp Gln GIn Gly

195 200 205
Phe Ser Cys Ser val Met His Glu Ala Leu His Asn His Tyr
210 215 220

Lys Ser Leu Ser Leu Ser Pro Gly Lys

225 230

<210> 258

<211> 699

<212> DNA

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

polynucTleotide™

<400> 258

atggacatga gggtgcccgc tcagctcctg gggctcctgc tgctgtggct gagaggtgcg

cgctgtggcc cgtcagtctt cctcttcccc ccaaaaccca aggacaccct

cggacccctg aggtcacatg cgtggtggtg gacgtgagcc acgaagaccc

ttcaactggt acgtggacgg cgtggaggtg cataatgcca agacaaagcc

cagtacaaca gcacgtaccg tgtggtcagc gtcctcaccg tcctgcacca

aatggcaagg agtacaagtg caaggtctcc aacaaagccc tcccagcccc

accatctcca aagccaaagg gcagccccga gaaccacagg tgtacaccct

cggaaggaga tgaccaagaa ccaggtcagc ctgacctgcc tggtcaaagg

agcgacatcg ccgtggagtg ggagagcaat gggcagccgg agaacaacta

cctcccgtge tgaagtccga cggctccttc ttcctctata gcaagctcac

agcaggtggc agcaggggaa cgtcttctca tgctccgtga tgcatgaggc

cactacacgc agaagagcct ctccctgtct ccgggtaaa

<210> 259

<211> 344

<212> PRT

<213> Artificial Sequence

Page 252

60
120
180
240
300
360
420
480
540
600
660
699



<220>

<221> source

<223> /note="Description of
polypeptide"

<400> 259
Met Asp Met Arg val Pro Ala
1 5

Leu

Pro

val

val

65

Gln

Gln

Ala

Pro

Thr

145

Ser

Tyr

Tyr

Phe

Lys

Leu

Arg

Lys

val

50

Asp

Tyr

Asp

Leu

Lys

Asp

Asp

Ser

Ser

210

Ser

Gly

Gly

Asp

35

Asp

Gly

Asn

Trp

Pro

115

Glu

Asn

Ile

Thr

Cys

Leu

Pro

Ala

20

Thr

val

val

Ser

Leu

100

Ala

Pro

Gln

Ala

Thr

180

Leu

Ser

Ser

Gly

Arg

Leu

Ser

Glu

Thr

85

Asn

Pro

Gln

val

val

165

Pro

Thr

val

Leu

Ccys

Met

His

val

70

Tyr

Gly

Ile

val

ser

150

Glu

Pro

val

Met

Ser

230

Cys

Gly

Ile

Glu

55

His

Arg

Lys

Glu

Tyr

Leu

Trp

val

Asp

His

215

Pro

Cys

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Gln

Pro

Ser

40

Asp

Asn

val

Glu

Lys

Thr

Thr

Glu

Leu

Lys

Glu

Gly

Arg

Leu

Ser

25

Arg

Pro

Ala

val

Leu

Cys

Ser

Ala

Ala

Leu

Leu

10

val

Thr

Glu

Lys

Ser

90

Lys

Ile

Pro

Leu

Asn

170

Ser

Arg

Leu

Arg

His
250

Gly

Phe

Pro

val

Thr

75

val

Cys

Ser

Pro

val

155

Gly

Asp

Trp

His

Asp

235

Thr

Leu

Leu

Glu

Lys

Leu

Lys

Lys

Ser

140

Lys

Gln

Gly

Gln

Asn

220

Gly

val

Page 253

Synthetic

Leu

Phe

val

45

Phe

Pro

Thr

val

Ala

125

Arg

Gly

Pro

Ser

Gln

205

His

Asp

Arg

Leu

Pro

30

Thr

Asn

Arg

val

Ser

110

Lys

Glu

Phe

Glu

Phe

190

Gly

Tyr

His

Ala

Leu

15

Pro

Cys

Trp

Glu

Leu

95

Asn

Gly

Glu

Tyr

Asn

175

Phe

Asn

Thr

Cys

Ser
255

Trp

Lys

val

Tyr

Glu

80

Lys

Gln

Met

Pro

160

Asn

Leu

val

Gln

Pro

240

Leu



Glu Asp Leu

val Thr Met

275

His Ala

290

Met

val Ala

305

Pro

Ile GIn Lys

Leu Ala Lys

<210>
<211>
<212>
<213>

<220>
<221>
<223>

260
1032
DNA

sourc
polyn

<400> 260
atggacatga

cgctgtggcec
cggacccctg
ttcaactggt
cagtacaaca
aatggcaagg
accatctcca
cgggaggaga
agcgacatcg
cctccegtge
agcaggtggc
cactacacgc
ctcgggcccg
tgggccgatt
ccgagccagt

aagcccgaca

Gly Trp

Cys Ile
Ile

Gln

Pro Cys

Ala

Gly

Lys

Cys

A-1850-WO-PCT_SL. txt

Asp Trp

Ala Cys

280

Thr
295

Ser

val Pro

310

Thr Asp

325

Asp
340

Cys

e

ucleotide"

gggtgcccge
cgtcagtctt
aggtcacatg
acgtggacgg
gcacgtaccg
agtacaagtg
aagccaaagg
tgaccaagaa
ccgtggagtg
tggactccga
agcaggggaa
agaagagcct
ggcgttgctg
gggtgctgtc
tccgggeggce
cggtgccagce

Thr

His

Gly val

Cys Ile

Artificial Sequence

tcagctcctg
cctcttceccc
cgtggtggtg
cgtggaggtg
tgtggtcagce
caaggtctcc
gcagccccga
ccaggtcagc
ggagagcaat
cggctecttc
cgtcttctca
ctccctgtct
ccgtctgceac
gccacgggag
aaacatgcac

gccctgetgce

val Leu
265

Ser

Pro Ser Gln

Leu His Arg

Ala Ser Tyr

315

Ser Leu GIn

330

gggctcctgce
ccaaaaccca
gacgtgagcc
cataatgcca
gtcctcaccg
aacaaagccc
gaaccacagg
ctgacctgcc
gggcagccegg
ttcctctata
tgctccgtga
ccgggtgegce
acggtccgceg
gtgcaagtga
gcgcagatca

gtgcccgceca

Glu
270

Pro Arg

Phe Arg Ala

285

Leu Lys Pro

300

Asn Pro Met

Thr Tyr Asp

tgctgtggct
aggacaccct
acgaagaccc
agacaaagcc
tcctgcacca
tcccageecc
tgtacaccct
tggtcaaagg
agaacaacta
gcgacctcac
tgcatgaggc
gcgacggaga
cgtcgctgga
ccatgtgcat
agacgagcct

gctacaatcc

Page 254

val Gln

Ala Asn

Asp Thr

val Leu

320

Asp Leu

335

/note="Description of Artificial Sequence: Synthetic

gagaggtgcg
catgatctcc
tgaggtcaag
gcgggaggag
ggactggctg
catcgagaaa
gcccccatcc
cttctatccc
cgacaccacg
cgtggacaag
tctgcacaac
ccactgtccg
agacctgggc
cggcgcgtge
gcaccgcctg

catggtgctc

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960



A-1850-WO-PCT_SL.txt
attcaaaaga ccgacaccgg ggtgtcgctc cagacctatg atgacttgtt agccaaagac 1020

tgccactgca ta 1032

<210> 261
<211> 341
<212> PRT
<213> Artificial Sequence

<220>
<221> source ) )
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide"
<400> 261
Met Asp Met Arg val Pro Ala GIn Leu Leu Gly Leu Leu Leu Leu Trp
1 5 10 15

Leu Arg Gly Ala Arg Cys Gly Pro Ser val Phe Leu Phe Pro Pro Lys
20 25 30

Pro Lys Asp Thr Leu Met ITe Ser Arg Thr Pro Glu val Thr Cys val
35 40 45

val val Asp val Ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr
50 55 60

val Asp Gly val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu
65 70 75 80

Gln Tyr Asn Ser Thr Tyr Arg val val Ser val Leu Thr val Leu His
85 90 95

Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys
100 105 110

Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln
115 120 125

Pro Arg Glu Pro GIn val Cys Thr Leu Pro Pro Ser Arg Glu Glu Met
130 135 140

Thr Lys Asn Gln val Ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro
145 150 155 160

Ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn
165 170 175

Tyr Asp Thr Thr Pro Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu
180 185 190

Tyr Ser Asp Leu Thr val Asp Lys Ser Arg Trp Gln GIn Gly Asn val
195 200 205

Page 255



Phe Ser Cys
210

Lys Ser Leu

Gly Arg Cys

Gly Trp Ala

Cys Ile Gly

Gln ITe Lys

290

Pro Cys Cys
305

Thr Asp Thr

Asp Cys His

<210> 262
<211> 1023
<212> DNA

Ser

Ser

cys

Asp

260

Ala

Thr

val

Gly

Cys
340

val

Leu

Arg

Trp

cys

Ser

Pro

val

325

Ile

Met

Ser

230

Leu

val

Pro

Leu

Ala

310

Ser

His

215

Pro

His

Leu

Ser

His

295

Ser

Leu

<213> Artificial Sequence

<220>

<221> source

A-1850-WO-PCT_SL. txt

Glu Ala Leu His Asn His

Gly

Thr

Ser

Gln

280

Arg

Tyr

Gln

Gly

val

Pro

265

Phe

Leu

Asn

Thr

Asp

Arg

Arg

Lys

Pro

TYyr
330

His

235

Ala

Glu

Ala

Pro

Met

315

Asp

220

Cys

Ser

val

Ala

300

val

Asp

Pro

Leu

Gln

Asn

285

Thr

Leu

Leu

Tyr

Leu

Glu

val

270

Met

val

Ile

Leu

Thr

Gly

Asp

Thr

Pro

Gln

Ala
335

<223> /note="Description of Artificial Sequence: Synthetic
polynucTleotide™

<400> 262
atggacatga

cgctgtggec
cggacccctg
ttcaactggt
cagtacaaca
aatggcaagg
accatctcca
cgggaggaga
agcgacatcg

cctcecegtgce

gggtgcccge
cgtcagtctt
aggtcacatg
acgtggacgg
gcacgtaccg
agtacaagtg
aagccaaagg
tgaccaagaa
ccgtggagtg
tggactccga

cctcttcccc
cgtggtggtg
cgtggaggtg
tgtggtcagc
caaggtctcc
gcagccccga
ccaggtcagc
ggagagcaat

cggctccttc

tcagctcctg gggctcctgce

CCaaaaccca

gacgtgagcc

cataatgcca

gtcctcaccg

daaCaaagccc

gaaccacagg

ctgacctgcc

gggcagcecegg

ttcctctata gcgacctcac

tgctgtggct

aggacaccct

acgaagaccc

agacaaagcc

tcctgcacca

tcccagcccc

tgtgcaccct

tggtcaaagg

agaacaacta

Page 256

gagaggtgcg
catgatctcc
tgaggtcaag
gcgggaggag
ggactggctg
catcgagaaa
gcccccatcc
cttctatccc
cgacaccacg

cgtggacaag

Gln

Pro

240

Leu

Met

60
120
180
240
300
360
420
480
540
600



agcaggtggc agcaggggaa cgtcttctca tgctccgtga tgcatgaggc tctgcacaac

cactacacgc agaagagcct ctccctgtct ccgggtggag accactgtcc gctcgggecc

gggcgttgct gccgtctgca cacggtccgc gcgtcgctgg aagacctggg ctgggccgat

tgggtgctgt cgccacggga ggtgcaagtg accatgtgca tcggcgcgtg cccgagccag

ttccgggcgg caaacatgca cgcgcagatc aagacgagcc tgcaccgcct gaagcccgac

acggtgccag cgccctgctg cgtgcccgec agctacaatc ccatggtgct cattcaaaag

accgacaccg gggtgtcgct ccagacctat gatgacttgt tagccaaaga ctgccactgc

ata

<210> 263

<211> 233

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic

polypeptide"

<400> 263

Met Asp Met Arg val Pro Ala GIn Leu Leu Gly Leu Leu Leu Leu Trp

1 5 10 15

Leu Arg Gly Ala Arg Cys Gly Pro Ser val Phe Leu Phe Pro Pro Lys

20 25 30
Pro Lys Asp Thr Leu Met ITe Ser Arg Thr Pro Glu val Thr Cys val
35 40 45
val val Asp val Ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr
50 55 60

val Asp Gly val Glu val His Asn Ala Lys Thr Lys Pro Arg Glu Glu

65 70 75 80

Gln Tyr Asn Ser Thr Tyr Arg val val Ser val Leu Thr val Leu His
85 90 95

Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys

100 105 110
Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln
115 120 125
Pro Arg Glu Pro GIn val Tyr Thr Leu Pro Pro Cys Arg Lys Glu Met
130 135 140
Thr Lys Asn Gln val Ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro
145 150 155 160

A-1850-WO-PCT_SL. txt

Page 257

660
720
780
840
900
960
1020
1023



A-1850-WO-PCT_SL.txt
Ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn
165 170 175

Tyr Lys Thr Thr Pro Pro val Leu Lys Ser Asp Gly Ser Phe Phe Leu
180 185 190

Tyr Ser Lys Leu Thr val Asp Lys Ser Arg Trp Gln GIn Gly Asn val
200 205

Phe Ser Cys Ser val Met His Glu Ala Leu His Asn His Tyr Thr Gln
210 215 220

Lys Ser Leu Ser Leu Ser Pro Gly Lys
225 230

<210> 264
<211> 699
<212> DNA
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthetic
polynucleotide"

<400> 264

atggacatga gggtgcccgc tcagctcctg gggctcctge tgctgtggct gagaggtgeg 60
cgctgtggcc cgtcagtctt cctcttcccc ccaaaaccca aggacaccct catgatctcec 120
cggacccctg aggtcacatg cgtggtggtg gacgtgagcc acgaagaccc tgaggtcaag 180
ttcaactggt acgtggacgg cgtggaggtg cataatgcca agacaaagcc gcgggaggag 240
cagtacaaca gcacgtaccg tgtggtcagc gtcctcaccg tcctgcacca ggactggctg 300
aatggcaagg agtacaagtg caaggtctcc aacaaagccc tcccagcccc catcgagaaa 360
accatctcca aagccaaagg gcagccccga gaaccacagg tgtacaccct gcccccatge 420
cggaaggaga tgaccaagaa ccaggtcagc ctgacctgcc tggtcaaagg cttctatccc 480
agcgacatcg ccgtggagtg ggagagcaat gggcagccgg agaacaacta caagaccacg 540
cctccecgtge tgaagtccga cggctccttc ttcctctata gcaagctcac cgtggacaag 600
agcaggtggc agcaggggaa cgtcttctca tgctccgtga tgcatgaggc tctgcacaac 660
cactacacgc agaagagcct ctccctgtct ccgggtaaa 699
<210> 265

<211> 344

<212> PRT

<213> Artificial Sequence

<220>

<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polypeptide"

<400> 265
Met Asp Met Arg val Pro Ala GIn Leu Leu Gly Leu Leu Leu Leu Trp

Page 258



Leu

Pro

val

val

65

Gln

Gln

Ala

Pro

Thr

145

Ser

Tyr

Tyr

Phe

Glu

val

Arg

Lys

val

50

Asp

Tyr

Asp

Leu

Asp

Asp

Ser

Ser

210

Ser

Gly

Asp

Thr

Gly

Asp

35

Asp

Gly

Asn

Trp

Pro

115

Glu

Asn

Ile

Thr

Leu

Pro

Leu

Met

Ala

20

Thr

val

val

Ser

Leu

100

Ala

Pro

Gln

Ala

Thr

180

Leu

Ser

Ser

Gly

Gly

cys

Arg

Leu

Ser

Glu

Thr

85

Asn

Pro

Gln

val

val

165

Pro

Thr

val

Leu

Arg

Trp

Ile

Cys

Met

val

70

Tyr

Gly

Ile

val

Ser

150

Pro

val

Met

Ser

230

Cys

Ala

Gly

Gly

Ile

Glu

55

His

Arg

Lys

Glu

Cys

135

Leu

Trp

val

Asp

His

215

Pro

Cys

Asp

Ala

A-1850-WO-PCT_SL. txt

Pro

ser

40

Asp

Asn

val

Glu

Lys

Thr

Thr

Glu

Leu

Lys

Glu

Gly

Arg

Trp

cys

Ser

25

Arg

Pro

Ala

val

Tyr

105

Thr

Leu

Cys

Ser

Asp

Ser

Ala

Ala

Leu

val

265

Pro

10

val

Thr

Glu

Lys

ser

90

Lys

Ile

Pro

Leu

Asn

170

Ser

Arg

Leu

Arg

His

250

Leu

Phe

Pro

val

Thr

75

val

cys

Ser

Pro

val

155

Gly

Asp

Trp

His

Asp

Thr

Ser

Leu

Glu

Lys

Leu

Lys

Lys

Ser

140

Lys

Gln

Gly

Gln

Asn

220

Gly

val

Pro

Ser GIn Phe
Page 259

Phe

val

45

Phe

Pro

Thr

val

Ala

125

Arg

Gly

Pro

Ser

Gln

205

His

Asp

Arg

Arg

Arg

Pro

30

Thr

Asn

Arg

val

sSer

110

Lys

Glu

Phe

Glu

Phe

190

Gly

Tyr

Ala

Glu
270

Ala

15

Pro

Cys

Trp

Glu

Leu

95

Asn

Gly

Glu

Tyr

Asn

175

Phe

Asn

Thr

Cys

Ser

255

val

Ala

Lys

val

Tyr

Glu

80

His

Lys

Gln

Met

Pro

160

Asn

Leu

val

Gln

Pro

240

Leu

Gln

Asn



275

Met His Ala
290

val Pro Ala
305

Ile Gln Lys

Leu Ala Lys

<210> 266
<211> 1032
<212> DNA
<213> Artif
<220>
<221> sourc
<223> /note
polyn

<400> 266
atggacatga

cgctgtggec
cggacccctg
ttcaactggt
cagtacaaca
aatggcaagg
accatctcca
cgggaggaga
agcgacatcg
cctccegtgce
agcaggtggc
cactacacgc
ctcgggcccg
tgggccgatt
ccgagccagt
aagcccgaca
attcaaaaga

tgccactgca

<210> 267

A-1850-WO-PCT_SL. txt
280 285

Gln ITe Lys Thr Ser Leu His Arg Leu Lys Pro Asp Thr
295 300

Pro Cys Cys val Pro Ala Ser Tyr Asn Pro Met val Leu
310 315 320

Thr Asp Thr Gly val Ser Leu GIn Thr Tyr Asp Asp Leu
325 330 335

Asp Cys His Cys Ile
340

icial Sequence

e

="Description of Artificial Sequence: Synthetic

ucleotide"

gggtgcccgce tcagctcctg gggctcctge tgctgtggct gagaggtgcg 60
cgtcagtctt cctcttcccc ccaaaaccca aggacaccct catgatctcc 120
aggtcacatg cgtggtggtg gacgtgagcc acgaagaccc tgaggtcaag 180
acgtggacgg cgtggaggtg cataatgcca agacaaagcc gcgggaggag 240
gcacgtaccg tgtggtcagc gtcctcaccg tcctgcacca ggactggctg 300
agtacaagtg caaggtctcc aacaaagccc tcccagcccc catcgagaaa 360
aagccaaagg gcagccccga gaaccacagg tgtgcaccct gcccccatcc 420
tgaccaagaa ccaggtcagc ctgacctgcc tggtcaaagg cttctatccc 480
ccgtggagtg ggagagcaat gggcagccgg agaacaacta cgacaccacg 540
tggactccga cggctccttc ttcctctata gcgacctcac cgtggacaag 600
agcaggggaa cgtcttctca tgctccgtga tgcatgaggc tctgcacaac 660
agaagagcct ctccctgtct ccgggtgcgc gcgacggaga ccactgtccg 720
ggcgttgctg ccgtctgcac acggtccgcg cgtcgctgga agacctgggc 780
gggtgctgtc gccacgggag gtgcaagtga ccatgtgcat cggcgcgtgc 840
tccgggcgge aaacatgcac gcgcagatca agacgagcct gcaccgcctg 900
cggtgccagc gccctgctge gtgcccgcecca gctacaatcc catggtgctc 960
ccgacaccgg ggtgtcgctc cagacctatg atgacttgtt agccaaagac 1020
ta 1032

Page 260



<211>
<212>
<213>

<220>

<221>
<223>

<400>
Ala Pro Glu Leu Leu Gly Gly
5

1

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

217
PRT_ L.
Artificial Sequence

source o
/note="Description of

polypeptide"

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Lys

Ser

Ser

ser
210

267

Asp

Asp

35

Gly

Gly

Trp

Pro

Glu

115

Asn

Thr

Lys

<210> 268
<211> 216

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Met

val

Tyr

Gly

val

Ser

Glu

150

Pro

val

Met

Ser

Ile

Glu

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro
215

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Ser

Arg

25

Pro

Cys

val

Tyr

Thr

105

Leu

Cys

Ser

Lys

Ser

185

Ala

Lys

val Phe Leu

10

Thr

Glu

Lys

Ser

Pro

Leu

Asn

Ser

170

Arg

Leu

Pro

val

Thr

val

75

Cys

Ser

Pro

val

Asp

Trp

His

Glu

Lys

Cys

Lys

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Page 261

Synthetic

Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His
205

Pro

Thr

30

Asn

Arg

val

Ser

Lys

Lys

Phe

Glu

Phe

Gly

Tyr

Pro

15

Cys

Trp

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Lys

val

Tyr

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val



<212>
<213>

<220>

<221>
<223>

<400>
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65
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Thr

Ser

145

Tyr
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Lys

PRT
Artificial Sequence
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/note="Description of

polypeptide"

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Asp

Ser

Ser

Ser
210
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Asp

Asp

35

Gly

Gly

Trp

Pro

Glu

115

Asn

Ile

Thr

Asp

Cys

195

Leu

<210> 269
<211> 325
<212> PRT

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Met

val

Tyr

70

Gly

Ile

val

Ser

Glu

150

Pro

val

Met
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Ile

Glu
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55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro
215
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Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Ser

Arg

25

Pro

cys

val

Tyr

Thr

105

Leu

cys

Ser

Asp

ser

185

Ala

val Phe Leu

10

Thr

Glu

Lys

Ser

Pro

Leu

Asn

ser

170

Arg

Leu
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Pro

val

Thr

val

75

Cys

Ser

Pro

val

Asp

Trp

His

Glu

Lys

Lys

Cys

Lys

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Synthetic

Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His
205

Pro

Thr

30

Asn

Arg

val

Ser

Lys

110

Glu

Phe

Glu

Phe

Gly

Tyr

Pro
15
cys

Trp

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Lys

val

Tyr

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val

Gln
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Gln

65

Gln
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Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

Gly
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/note="Description of

polypeptide"

<400> 269
é]a Pro Glu Leu Leu

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Asp

Ser

Ser

Ser

210

Arg

Asp

Asp

35

Gly

Gly

Trp

Pro

Glu

115

Asn

Thr

Asp

Cys

Thr
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val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Cys

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Arg

Gly

Met

His

val

Tyr

Gly

val

Ser

Glu

150

Pro

val

Met

Ser

Leu
230

Artificial Sequence

Gly

Ile

Glu

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro

215

His
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Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Thr

Ser

Arg

25

Pro

Cys

val

Tyr

Thr

105

Leu

Cys

Ser

Asp

Ser

185

Ala

Gly

val

val Phe Leu

10

Thr

Glu

Lys

Ser

Lys

Ile

Pro

Leu

Asn

Ser

170

Arg

Leu

Asp

Arg

Pro

val

Thr

val

75

Cys

Ser

Pro

val

Asp

Trp

His

His

Ala
235

Glu

Lys

Cys

Lys

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

220

Ser
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Synthetic

Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His

205

Pro

Leu

Pro

Thr

30

Asn

Arg

val

Ser

Lys

Glu

Phe

Glu

Phe

Gly

Tyr

Leu

Glu

Pro

15

Cys

Trp

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Gly

Asp

Lys

val

Tyr

His
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Lys

Met

Pro

Asn

160

Leu

val

Pro

Leu
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Gly Trp Ala

Cys Ile Gly

Gln ITe Lys

Pro Cys Cys

Thr Thr

305

Asp

Asp Cys
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<211>
<212>
<213>

<220>
<221>
<223>

270
975
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sourc
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<400> 270
gcacctgaac

ctcatgatct
cctgaggtca
ccgcgggagg
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacgacacca
accgtggaca
gctctgcaca
ccgctcgggce
ggctgggcecg
tgcccgagcec
ctgaagcccg
ctcattcaaa

gactgccact

Asp

Ala
260

Cys
Thr Ser
val

Pro

Gly val

val

Pro

Leu

Ala

Ser

A-1850-WO-PCT_SL.txt

Leu
Ser Gln
His

Arg

Ser
295

Tyr

Leu GIn

310

Ile
325

Cys

e

ucleotide"

tcctgggggg

cccggacccc
agttcaactg
agcagtacgg
tgaatggcaa
aaaccatctc
cccgggagga
ccagcgacat
cgcctcccgt
agagcaggtg
accactacac
ccgggcegttg
attgggtgct
agttccgggce
acacggtgcc
agaccgacac

gcata

Artificial Sequence

accgtcagtc
tgaggtcaca
gtacgtggac
cagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc
gcagcagggg
gcagaagagc
ctgccgtctg
gtcgccacgg
ggcaaacatg
agcgccctgce

cggggtgtcg

Ser Pro Arg Glu val Gln

250

Phe
265

Leu

Asn

Thr Tyr Asp Asp Leu

S
315

ttcctcttcc
tgcgtggtgg
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct
ctctcecctgt
cacacggtcc
gaggtgcaag
cacgcgcaga
tgcgtgcecg

ctccagacct
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Arg Ala Ala Asn

Lys Pro Asp Thr

Pro Met val Leu

val

Met
270

val
285

Ile
300

Leu

ccccaaaacc
tggacgtgag
tgcataattg
gcgtctgcac
ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctccgt
ctccgggtgg
gcgcgtcgcet
tgaccatgtg
tcaagacgag
ccagctacaa

atgatgactt

Thr
255

Met
His Ala
Pro Ala
Gln

Lys

Ala Lys

/note="Description of Artificial Sequence: Synthetic

caaggacacc
ccacgaagac
caagacaaag
cgtcctgeac
cctcccagec
ggtgtacacc
cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag
agaccactgt
ggaagacctg
catcggcgcg
cctgcaccgce
tcccatggtg

gttagccaaa
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120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
975
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caaggacacc
ccacgaagac
caagacaaag
cgtcctgcac
cctcccagec
ggtgtacacc
cctggtcaaa
ggagaacaac
tagcaagctc
gatgcatgag

a

tic

Pro
15

Lys
Cys val
Trp Tyr
Glu Glu

His
80

Leu

Asn

<210> 271

<211> 651

<212> DNA

<213> Artificial Sequence

<220>

<221> source )

<223> /note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 271

gcacctgaac tcctgggggg accgtcagtc ttcctcttcc ccccaaaacc

ctcatgatct cccggacccc tgaggtcaca tgcgtggtgg tggacgtgag

cctgaggtca agttcaactg gtacgtggac ggcgtggagg tgcataattg

ccgcgggagg agcagtacgg cagcacgtac cgtgtggtca gcgtctgcac

caggactggc tgaatggcaa ggagtacaag tgcaaggtct ccaacaaagc

cccatcgaga aaaccatctc caaagccaaa gggcagcccc gagaaccaca

ctgcccccat cccggaagga gatgaccaag aaccaggtca gcctgacctg

ggcttctatc ccagcgacat cgccgtggag tgggagagca atgggcagcc

tacaagacca cgcctcccgt gctgaagtcc gacggctcct tcttcctcta

accgtggaca agagcaggtg gcagcagggg aacgtcttct catgctccgt

gctctgcaca accactacac gcagaagagc ctctccctgt ctccgggtaa

<210> 272

<211> 328

<212> PRT

<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of Artificial Sequence: Synthe

polypeptide"

<400> 272

Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro

1 5 10

Pro Lys Asp Thr Leu Met ITe Ser Arg Thr Pro Glu val Thr
20 25 30

val val Asp val Ser His Glu Asp Pro Glu val Lys Phe Asn

35 40 45
val Asp Gly val Glu val His Asn Cys Lys Thr Lys Pro Arg
50 55 60

Gln Tyr Gly Ser Thr Tyr Arg val val Ser val Cys Thr val

65 70 75

Gln Asp Trp Leu Ash Gly Lys Glu Tyr Lys Cys Lys val Ser

Page 265

Lys
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240
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360
420
480
540
600
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Thr
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Tyr

Tyr

Phe

Lys

Leu

225

Glu

val

Met

val

Ile

305

Leu

<210>
<211>
<212>
<213>

Leu

Arg

Lys

Asp

Asp

Ser

Ser

Ser

210

Gly

Asp

Thr

Pro
290

Gln

Ala

Pro

Glu

115

Asn

Ile

Thr

Asp

Cys

195

Leu

Pro

Leu

Met

Ala

275

Ala

Lys

Lys

273
984
DNA
Artificial Sequence
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100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Gly

Gly

cys

260

Gln

Pro

Thr

Asp

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Arg

Trp

Ile

Ile

Cys

Asp

cys
325

Ile

val

Ser

Glu

150

Pro

val

Met

Ser

Cys

230

Ala

Gly

Lys

Cys

Thr
310

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro

215

Cys

Asp

Ala

Thr

val

295

Gly

Cys
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Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Arg

Trp

cys

Ser

280

Pro

val

Ile

90

Thr Ile
105

Leu Pro

Cys Leu

ser Asn

Asp Ser

170

Ser Arg
185

Ala Leu

Ala Arg

Leu His

val Leu

250

Pro Ser
265
Leu His

Ala Ser

Ser Leu

Ser

Pro

val

Asp

Trp

His

Asp

Thr

235

Ser

Gln

Arg

Tyr

Gln
315

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Pro

Phe

Leu

Asn

300

Thr
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Ala

Arg

125

Gly

Pro

Ser

Gln

His

205

Asp

Arg

Arg

Arg

Lys

Pro

Tyr

Lys

110

Glu

Phe

Glu

Phe

Gly

Tyr

Ala

Glu

Ala

270

Pro

Met

Asp

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Cys

Ser

val

255

Ala

Asp

val

Asp

Gln

Met

Pro

Asn

160

Leu

val

Gln

Pro

Leu

240

Gln

Asn

Thr

Leu

Leu
320



<220>

<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polynucTleotide™

<400> 273
gcacctgaac

ctcatgatct
cctgaggtca
c€cgcgggagg
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacgacacca
accgtggaca
gctctgcaca
gaccactgtc
gaagacctgg
atcggcgegt
ctgcaccgcec
cccatggtgce
ttagccaaag
<210>
<211>

<212>
<213>

274
217
PRT

<220>
<221>
<223>

tcctgggggg

cccggacccc
agttcaactg
agcagtacgg
tgaatggcaa
aaaccatctc
cccgggagga
ccagcgacat
cgcctceccgt
agagcaggtg
accactacac
cgctcgggec
gctgggccga
gcccgagceca
tgaagcccga
tcattcaaaa

actgccactg

source o
/note="Description of

polypeptide"

<400> 274

1

Pro Lys Asp Thr Leu Met Ile
20

val val Asp val Ser His Glu

35

val Agp Gly val Glu val His
5

Ala Pro Glu Leu Leu Gly Gly
5
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accgtcagtc
tgaggtcaca
gtacgtggac
cagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc
gcagcagggg
gcagaagagc
cgggcgttgce
ttgggtgctg
gttccgggcg
cacggtgcca
gaccgacacc

cata

Artificial Sequence

40

55

Pro Ser

Ser Arg
25

Asp Pro

Asn Cys

ttcctcttcc
tgcgtggtag
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct
ctctccctgt
tgccgtctgce
tcgccacggg
gcaaacatgc
gcgccctget

ggggtgtcgc

Artificial Sequence:

val Phe
10
Thr Pro

Glu val

Lys Thr

Page 267

ccccaaaacc
tggacgtgag
tgcataattg
gcgtctgcac
ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctccgt
ctccgggtgc
acacggtccg
aggtgcaagt
acgcgcagat
gcgtgcccgce

tccagaccta

Leu

Glu

Lys
45

Lys
60

caaggacacc
ccacgaagac
caagacaaag
cgtcctgcac
cctcccagec
ggtgtacacc
cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag
gcgcgacgga
cgcgtcgctg
gaccatgtgc
caagacgagc
cagctacaat

tgatgacttg

Synthetic

Phe Pro Pro Lys

15

val Thr cys val
30
Phe Asn Trp Tyr

Pro Arg Glu Glu

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
984



Gln
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Gln
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Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

<210>
<211>
<212>
<213>

Tyr

Asp

Leu

Arg

Asp

Lys

Ser

Ser

ser
210

<220>

<221>
<223>

<400>
Ala Pro Glu Leu Leu
5

1

Gly

Trp

Pro

Glu

115

Asn

Thr

Lys

275
216
PRT
Artificial Sequence

source o o
/note="Description of Artificial Sequence:

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

polypeptide"

275

Pro Lys Asp Thr
20

val val Asp val

35

val Asp Gly val
50

Gln Tyr Gly Ser

Leu

Ser

Glu

Thr

Tyr

Gly

val

Ser

Glu

150

Pro

val

Met

Ser

Gly

Met

His

val

Tyr

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

His

Pro
215

Gly

Ile

Glu

His

55

Arg
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val val Sser val Cys Thr

Glu Tyr

Lys Thr
105

Thr Leu
120

Thr Cys

Glu Ser

Leu Lys

Lys Ser

185

Glu Ala
200

Gly Lys

Pro Ser

Ser Arg

Asp Pro

40

Asn Cys

val val

Lys

90

Ile

Pro

Leu

Asn

Ser

170

Arg

Leu

75

Cys

Ser

Pro

val

Asp

Trp

His

Lys

Lys

Cys

Lys

140

Gln

Gly

Gln

Asn

val Phe Leu

10

Thr Pro Glu

Glu val Lys

Lys Thr Lys
60

Ser val Cys
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val

Ala

Arg

Gly

Pro

Ser

Gln

His
205

val

Ser

Lys

Lys

Phe

Glu

Phe

Gly

Tyr

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Synthetic

Phe

val

Phe

45

Pro

Thr

Pro

Thr

30

Asn

Arg

val

Pro
15
cys

Trp

Leu

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val

Lys

val

Tyr

His



65

Gln Asp

Ala Leu
Pro Arg
Thr

Lys

Ser
145

Asp
Tyr Asp
Tyr Ser
Phe

Ser

Ser
210

Lys

<210>
<211>
<212>
<213>

<220>
<221>
<223>

Trp

Pro

Glu

115

Asn

Ile

Thr

Asp

cys

195

Leu

276
325
PRT
Artificial Sequence

source o o
/note="Description of Artificial Sequence:

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

70

Asn
85

Gly Lys

Pro Ile Glu

GIn val cys

val Ser Leu

135

Glu
150

val Trp

Pro val

165

Pro

Thr val Asp

val Met His

Leu Ser Pro

215

polypeptide"

<400>

Pro

val

val

Gln
65

276
Ala Pro Glu Leu Leu
1

35

Lys Asp Thr Leu
20

val Asp val Ser

Asp Gly val Glu

50

Tyr Gly Ser Thr

Gly Gly
Met Ile
His Glu
val His

55

Tyr Arg
70

A-1850-WO-PCT_SL. txt

Glu Tyr

Thr
105

Lys

Thr
120

Leu
Thr Cys
Glu ser
Leu

Asp

Ser
185

Lys

Glu Ala

200

Gly

Pro Ser

Ser Arg
25

Asp Pro
40

Asn Cys

val val

75

Lys Cys Lys

Ile Ser Lys

Pro Pro Ser

Leu val Lys

140

Asn Gln

Ser
170

Asp Gly

Arg Trp Gln

Leu His Asn

val Phe Leu
10

Thr Pro Glu
Glu val Lys

Lys Thr Lys
60

Ser val Cys
75

Page 269

val Ser Asn

95

Ala Lys Gly

110

Arg Glu Glu

Gly Phe Tyr

Pro Glu Asn

Phe
175

Ser Phe

Gln Gly Asn

His Thr

205

Tyr

Synthetic

Phe Pro Pro

15

val Thr
30

Cys

Phe Asn
45

Trp
Glu

Pro Arg

Thr val Leu

80

Lys

Gln

Met

Pro

Asn

160

Leu

val

Gln

Lys

val

Tyr

His
80



Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

Gly

Gly

Cys

Gln

Pro

Thr
305

Asp

Leu

Arg

Lys

Asp

Asp

Ser

Ser

Ser

210

Arg

Trp

Ile

Ile

Cys

290

Asp

Trp

Pro

Glu

115

Asn

Thr

Asp

Cys

Ala

Gly

Lys

Cys

Thr

Asp Cys His

<210> 277
<211> 975

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Cys

Asp

Ala

260

Thr

val

Gly

Cys

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Leu

Arg

Cys

Ser

Pro

val

Ile
325

Gly

val

Ser

Glu

150

Pro

val

Met

Ser

Leu

230

val

Pro

Leu

Ala

ser
310

Lys

Glu

Cys

Leu

135

Trp

val

Asp

His

Pro

215

His

Leu

Ser

His

Ser

295

Leu
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Glu Tyr Lys Cys Lys val
90

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

Thr

Ser

Gln

Tyr

Gln

Thr

105

Leu

Cys

Ser

Asp

Ser

185

Ala

Gly

val

Pro

Phe

265

Leu

Asn

Thr

Ile

Pro

Leu

Asn

Ser

170

Arg

Leu

Asp

Arg

Arg

Lys

Pro

Tyr

Ser

Pro

val

Asp

Trp

His

His

Ala

235

Glu

Ala

Pro

Met

Asp
315

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

220

Ser

val

Ala

Asp

val

300

Asp

Page 270

Ala

Arg

Gly

Pro

Ser

Gln

His

205

Pro

Leu

Gln

Asn

Thr

285

Leu

Leu

Ser

Lys

Glu

Phe

Glu

Phe

Gly

Tyr

Leu

Glu

val

Met

270

val

Ile

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Gly

Asp

Thr

255

His

Pro

Gln

Ala

Lys

Met

Pro

Asn

160

Leu

val

Pro

Leu
240

Met



<212>
<213>

<220>
<221>
<223>

DNA

source o o _
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 277
gcacctgaac

ctcatgatct
cctgaggtca
ccgcgggagg
caggactggc
cccatcgaga
ctgcccccat
ggcttctatc
tacgacacca
accgtggaca
gctctgcaca
ccgctegggce
ggctgggcecg
tgcccgagcec
ctgaagcccg
ctcattcaaa
gactgccact
<210>
<211>
<212>
<213>
<220>

<221>
<223>

278
651
DNA

tcctgggggg

cccggacccc
agttcaactg
agcagtacgg
tgaatggcaa
aaaccatctc
cccgggagga
ccagcgacat
cgcctcccgt
agagcaggtg
accactacac
ccgggegttg
attgggtgct
agttccgggce
acacggtgcc
agaccgacac

gcata

source o o _
/note="Description of Artificial Sequence: Synthetic

polynucleotide"

<400> 278
gcacctgaac

ctcatgatct
cctgaggtca
ccgegggagg
caggactggc
cccatcgaaa

ctgccteccgt

tcctgggggg

cccggacccc
agttcaactg
agcagtacgg
ttaatgggaa

agaccatctc

gcaggaagga

A-1850-WO-PCT_SL. txt

Artificial Sequence

accgtcagtc
tgaggtcaca
gtacgtggac
cagcacgtac
ggagtacaag
caaagccaaa
gatgaccaag
cgccgtggag
gctggactcc
gcagcagggg
gcagaagagc
ctgccgtctg
gtcgccacgg
ggcaaacatg
agcgccctgce

cggggtgtcg

Artificial Sequence

accgtcagtc
tgaggtcaca
gtacgtggac
cagcacgtac
ggaatacaag
aaaggcaaag

gatgaccaag

ttcctcttec
tgcgtggtag
ggcgtggagg
cgtgtggtca
tgcaaggtct
gggcagcccc
aaccaggtca
tgggagagca
gacggctcct
aacgtcttct
ctctccctgt
cacacggtcc
gaggtgcaag
cacgcgcaga
tgcgtgeccg

ctccagacct

ttcctcttcc
tgcgtggtgg
ggcgtggagg
cgtgtggtca
tgtaaggtgt
gggcaaccaa

aaccaggtca
Page 271

ccccaaaacc
tggacgtgag
tgcataattg
gcgtctgcac
ccaacaaagc
gagaaccaca
gcctgacctg
atgggcagcc
tcttcctcta
catgctccgt
ctccgggtgg
gcgcgtcget
tgaccatgtg
tcaagacgag
ccagctacaa

atgatgactt

ccccaaaacc
tggacgtgag
tgcataattg
gcgtctgcac
ccaacaaggc
gggaacctca

gcctgacttg

caaggacacc
ccacgaagac
caagacaaag
cgtcctgeac
cctcccagec
ggtgtgcacc
cctggtcaaa
ggagaacaac
tagcgacctc
gatgcatgag
agaccactgt
ggaagacctg
catcggcgcg
cctgcaccgce
tcccatggtg

gttagccaaa

caaggacacc
ccacgaagac
caagacaaag
cgtgctccac
cctcceceget
agtgtacacc

tctcgtgaag

60
120
180
240
300
360
420
480
540
600
660
720
780
840
900
960
975

60
120
180
240
300
360
420



A-1850-WO-PCT_SL.txt
ggcttctatc ccagcgatat tgctgtggaa tgggagtcaa atggccagcc cgagaataac 480
tacaaaacta ccccacccgt gctgaaatct gatgggtcct tcttccttta ctccaagctg 540
accgtggaca agagccgctg gcaacaaggc aatgtcttta gctgctcagt gatgcatgag 600
gctctccata atcactacac tcagaagtca ctgtccctgt ctccgggtaa a 651
<210> 279
<211> 328
<212> PRT
<213> Artificial Sequence
<220>

<221> source o o )
<223> /note="Description of Artificial Sequence: Synthetic

polypeptide"
<400> 279
Ala Pro Glu Leu Leu Gly Gly Pro Ser val Phe Leu Phe Pro Pro Lys
1 5 10 15

Pro Lys Asp Thr Leu Met ITe Ser Arg Thr Pro Glu val Thr Cys val
20 25 30

val val Asp val Ser His Glu Asp Pro Glu val Lys Phe Asn Trp Tyr
35 40 45

val Asp Gly val Glu val His Asn Cys Lys Thr Lys Pro Arg Glu Glu
50 55 60

Gln Tyr Gly Ser Thr Tyr Arg val val Ser val Cys Thr val Leu His
65 70 75 80

Gln Asp Trp Leu Asn Gly Lys Glu Tyr Lys Cys Lys val Ser Asn Lys
85 90 95

Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln
100 105 110

Pro Arg Glu Pro GIn val Cys Thr Leu Pro Pro Ser Arg Glu Glu Met
115 120 125

Thr Lys Asn Gln val Ser Leu Thr Cys Leu val Lys Gly Phe Tyr Pro
130 135 140

Ser Asp Ile Ala val Glu Trp Glu Ser Asn Gly GIn Pro Glu Asn Asn
145 150 155 160

Tyr Asp Thr Thr Pro Pro val Leu Asp Ser Asp Gly Ser Phe Phe Leu
165 170 175

Tyr Ser Asp Leu Thr val Asp Lys Ser Arg Trp Gln GIn Gly Asn val
180 185 190

Page 272



A-1850-WO-PCT_SL. txt

Phe Ser Cys Ser val Met His Glu Ala Leu His Asn His Tyr Thr Gln
195 200 205
Lys Ser Leu Ser Leu Ser Pro Gly Ala Arg Asp Gly Asp His Cys Pro
210 215 220
Leu Gly Pro Gly Arg Cys Cys Arg Leu His Thr val Arg Ala Ser Leu
225 230 235 240
Glu Asp Leu Gly Trp Ala Asp Trp val Leu Ser Pro Arg Glu val Gln
245 250 255
val Thr Met Cys Ile Gly Ala Cys Pro Ser GIn Phe Arg Ala Ala Asn
260 265 270
Met His Ala GIn Ile Lys Thr Ser Leu His Arg Leu Lys Pro Asp Thr
275 280 285
val Pro Ala Pro Cys Cys val Pro Ala Ser Tyr Asn Pro Met val Leu
290 295 300
Ile GIn Lys Thr Asp Thr Gly val Ser Leu Gln Thr Tyr Asp Asp Leu
305 310 315 320
Leu Ala Lys Asp Cys His Cys Ile
325
<210> 280
<211> 984
<212> DNA
<213> Artificial Sequence
<220>
<221> source
<223> /note="Description of Artificial Sequence: Synthetic
polynucTleotide™
<400> 280
gcacctgaac tcctgggggg accgtcagtc ttcctcttcc ccccaaaacc caaggacacc
ctcatgatct cccggacccc tgaggtcaca tgcgtggtgg tggacgtgag ccacgaagac
cctgaggtca agttcaactg gtacgtggac ggcgtggagg tgcataattg caagacaaag
ccgcgggagg agcagtacgg cagcacgtac cgtgtggtca gcgtctgcac cgtcctgceac
caggactggc tgaatggcaa ggagtacaag tgcaaggtct ccaacaaagc cctcccagcec
cccatcgaga aaaccatctc caaagccaaa gggcagcccc gagaaccaca ggtgtgcacc
ctgcccccat cccgggagga gatgaccaag aaccaggtca gcctgacctg cctggtcaaa
ggcttctatc ccagcgacat cgccgtggag tgggagagca atgggcagcc ggagaacaac
tacgacacca cgcctcccgt gctggactcc gacggctcct tcttcctcta tagcgacctc
accgtggaca agagcaggtg gcagcagggg aacgtcttct catgctccgt gatgcatgag

Page 273

60
120
180
240
300
360
420
480
540
600



gctctgcaca

gaccactgtc

gaagacctgg

atcggcgegt

ctgcaccgcc

cccatggtgc

ttagccaaag

<210> 281
<211> 216
<212> PRT
<213> Artificial Sequence

<220>

<221> source

accactacac
cgctcgggcec
gctgggccga
gcccgagceca
tgaagcccga
tcattcaaaa

actgccactg

cata

<223> /note="Description of
polypeptide"

<400> 281
Ala Pro Glu Leu Leu Gly Gly
1 5

Pro Lys

val val

val Asp

50

Gln Tyr

65

Gln Asp

Ala Leu

Pro Arg

Thr Lys

ser Asp

145

Tyr Lys

Asp

Asp

35

Gly

Asn

Trp

Pro

Glu

115

Asn

Thr

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro
165

Met

His

val

Tyr

Gly

val

Ser

Glu

150

Pro

Ile

Glu

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Ser

Glu

Leu

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

Leu

Cys

Ser

Asp

val Phe

10

Thr Pro

Glu val

Lys Thr

Ser val

75

Lys Cys

Ile ser

Pro Pro

Ala val

Asn Gly

155

ser Asp
170

Leu

Glu

Lys

Lys

Lys

Ser

Lys

140

Gln

Gly

Page 274

gcagaagagc ctctccctgt ctccgggtge
cgggcgttgc tgccgtctgc acacggtccg
ttgggtgctg tcgccacggg aggtgcaagt
gttccgggcg gcaaacatgc acgcgcagat
cacggtgcca gcgccctgct gcgtgeccge

gaccgacacc ggggtgtcgc tccagaccta

gcgcgacgga
cgcgtcgctg
gaccatgtgc
caagacgagc
cagctacaat

tgatgacttg

Synthetic

Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Pro

Thr

30

Asn

Arg

val

Ser

Lys

Asp

Phe

Glu

Phe

Pro

15

Cys

Trp

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe
175

Lys

val

Tyr

His
80

Lys

Leu

Pro

Asn

160

Leu

660
720
780
840
900
960
984



val Ser Lys

Phe Ser Cys

195

Lys Ser Leu

<210>
<211>
<212>
<213>

210

<220>

<221>
<223>

<400>

282
216
PRT
Artificial Sequence

source o o
/note="Description of Artificial Sequence:

Leu Thr val Asp

180

Ser val Met His

Ser Leu Ser Pro

polypeptide"

282

215

Ala Pro Glu Leu Leu Gly Gly
1 5

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Asp

Asp

Asp

35

Gly

Asn

Trp

Pro

Glu

115

Asn

Thr

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro
165

Met

His

val

Tyr

70

Gly

val

Ser

Glu

150

Pro

Ile

Glu

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

A-1850-WO-PCT_SL. txt

Lys Ser Arg Trp GIn GIn Gly Asn val
185 1

Glu Ala Leu His Asn His Tyr Thr Gln

200

Gly

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

Leu

Cys

Ser

Asp

val Phe Leu

10

Thr

Glu

Lys

Ser

Lys

Ile

Pro

Leu

Asn

Ser
170

Page 275

Pro

val

Thr

val

75

cys

Ser

Pro

val

Gly

155

Asp

Glu

Lys

Lys

Lys

sSer

Lys

140

Gln

Gly

205

Synthetic

Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Pro

Thr

30

Asn

Arg

val

Ser

Lys

110

Glu

Phe

Glu

Phe

Pro

15

cys

Trp

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe
175

Lys

val

Tyr

Glu

His

80

Lys

Gln

Met

Pro

Asn

160

Leu



Tyr Ser Asp Leu Thr val Asp
180

Phe Ser Cys Ser val Met His

195

Lys Ser Leu Ser Leu Ser Pro

<210>
<211>
<212>
<213>

210

<220>

<221>
<223>

<400>

283
216
PRT
Artificial Sequence

source o
/note="Description of

polypeptide"

283

215

Ala Pro Glu Leu Leu Gly Gly
1 5

Pro Lys Asp

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

val

Asp

50

Tyr

Asp

Leu

Arg

Lys

Asp

Lys

Asp

35

Gly

Asn

Trp

Pro

Glu

115

Asn

Thr

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro
165

Met

val

Tyr

Gly

val

Ser

Glu

150

Pro

Ile

Glu

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

A-1850-WO-PCT_SL. txt

Lys Ser Arg Trp GIn GIn Gly Asn val
185 1

Glu Ala Leu His Asn His Tyr Thr Gln

200

Gly

Artificial Sequence:

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

Leu

Cys

Ser

Lys

val Phe Leu

10

Thr

Glu

Lys

Ser

Pro

Leu

Asn

ser
170

Pro

val

Thr

val

75

Cys

Ser

Pro

val

Glu

Lys

Lys

Lys

Ser

Lys

140

Gln

Gly

Page 276

205

Synthetic

Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Pro

Thr

30

Asn

Arg

val

Ser

Lys

Lys

Phe

Glu

Phe

Pro

15

Cys

Trp

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe
175

Lys

val

Tyr

His
80

Lys

Met

Pro

Asn

160

Leu



Tyr Ser Lys

Phe Ser Cys

195

Lys Ser Leu

<210>
<211>
<212>
<213>

210

<220>

<221>
<223>

<400>

284
216
PRT
Artificial Sequence

source o
/note="Description of

Leu Thr val Asp

180

Ser val Met His

Ser Leu Ser Pro

polypeptide"

284

Ala Pro Glu Leu Leu

1

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Asp

Ser

Asp

Asp

35

Gly

Asn

Trp

Pro

Glu

115

Asn

Thr

Asp

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

5

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

Gly

Met

val
Tyr

70

Gly

val

Ser

Glu

150

Pro

val

215

Gly

Ile

Glu

His

55

Arg

Lys

Glu

Cys

Leu

135

Trp

val

Asp

A-1850-WO-PCT_SL.txt
Lys Ser Arg Trp GIn GIn Gly Asn val
185 190

Glu Ala Leu His Asn His Tyr Thr Gln

200

Gly

Artificial Sequence:

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

Leu

cys

Ser

Asp

Ser

val Phe Leu

10

Thr

Glu

Lys

Ser

Pro

Leu

Asn

Ser
170

Pro

val

Thr

val

75

cys

Ser

Pro

val

Asp

Glu

Lys

Lys

Lys

Ser

Lys

140

Gln

Gly

Arg Trp Gln
Page 277

205

Synthetic

Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

Pro

Thr

30

Asn

Arg

val

Ser

Lys

110

Glu

Phe

Glu

Phe

Gly

Pro

15

cys

Trp

Glu

Leu

Asn

95

Gly

Tyr

Asn

Phe

175

Asn

Lys

val

Tyr

Glu

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val



180

Phe Ser Cys Ser val Met His

195

Lys Ser Leu Ser Leu Ser Pro

<210>
<211>
<212>
<213>

210

<220>

<221>
<223>

<400>

285
216
PRT
Artificial Sequence

source o
/note="Description of

polypeptide"

285

Ala Pro Glu Leu Leu

1

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Lys

Ser

Asp

Asp

35

Gly

Asn

Trp

Pro

Glu

115

Asn

Thr

Lys

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu
180

5

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

Gly

Met

val

Tyr

Gly

val

Ser

Glu

150

Pro

val

215

Gly

Ile

Glu

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

A-1850-WO-PCT_SL. txt

185

190

Glu Ala Leu His Asn His Tyr Thr Gln

200

Gly

Artificial Sequence:

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

Leu

Cys

Ser

Lys

ser
185

val Phe Leu

10

Thr

Glu

Lys

Ser

Pro

Leu

Asn

Ser

170

Arg

Pro

val

Thr

val

75

Cys

Ser

Pro

val

Asp

Trp

Glu

Lys

Lys

Lys

Cys

Lys

140

Gln

Gly

Gln

Page 278

205

Synthetic

Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

Pro

Thr

30

Asn

Arg

val

Ser

Lys

Lys

Phe

Glu

Phe

Gly

Pro

15

Cys

Trp

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Lys

val

Tyr

Glu

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val



Phe Ser Cys Ser val Met His

Lys Ser Leu Ser Leu Ser Pro

<210>
<211>
<212>
<213>

210

<220>

<221>
<223>

<400>
Ala Pro Glu Leu Leu
5

1

Pro

val

val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

286
216
PRT
Artificial Sequence

source o
/note="Description of

polypeptide"

Lys

val

Asp

50

Tyr

Asp

Leu

Arg

Asp

Lys

Ser

286

Asp

Asp

35

Gly

Asn

Trp

Pro

Glu

115

Asn

Ile

Thr

Lys

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu
180

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

Gly

Met

val

Tyr

70

Gly

Ile

val

Ser

Glu

150

Pro

val

215

Gly

Ile

Glu

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

A-1850-WO-PCT_SL. txt

200

Gly

Artificial Sequence:

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

cys

cys

Ser

Lys

Ser
185

val

10

Thr

Glu

Lys

Ser

Pro

Leu

Asn

ser

170

Arg

Phe

Pro

val

Thr

val

75

Cys

Ser

Pro

val

Asp

Trp

Leu

Glu

Lys

Lys

Leu

Lys

Lys

Ser

Lys

140

Gln

Gly

Gln

Page 279

Synthetic

Phe

val

Phe

45

Pro

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

Pro

Thr

30

Asn

Arg

val

Ser

Lys

110

Lys

Phe

Glu

Phe

Gly

Pro
15
cys

Trp

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Glu Ala Leu His Asn His Tyr Thr Gln
205

Lys

val

Tyr

Glu

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

val



Phe Ser Cys Ser val Met His

Lys Ser Leu Ser Leu Ser Pro

210

<210> 287
<211> 216
<212> PRT
<213> Artificial Sequence

<220>

<221> source

215

<223> /note="Description of
polypeptide"

<400> 287
Ala Pro Glu Leu Leu
1

Pro Lys

val val

val Asp

50

Gln Tyr

65

Gln Asp

Ala Leu

Pro Arg

Thr Lys

ser Asp

145

Tyr Lys

Tyr Ser

Asp

Asp

35

Gly

Gly

Trp

Pro

Glu

115

Asn

Ile

Thr

Lys

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu
180

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

Gly

Met

His

val

Tyr

Gly

Ile

val

Ser

Glu

150

Pro

val

Gly

Ile

Glu

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

val

Asp

A-1850-WO-PCT_SL. txt

200

Gly

Artificial Sequence:

Pro

Ser

Asp

40

Asn

val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Ser

Arg

25

Pro

Ala

val

Tyr

Thr

105

Leu

Cys

Ser

Lys

ser
185

val Phe Leu

10

Thr
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Arg
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Lys

Lys
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Glu
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Gly
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Trp

Glu

Leu
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Tyr
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Lys
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Ala Pro Glu Leu Leu
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Pro
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Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

val

Asp
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Tyr

Asp

Leu

Arg

Asp

Lys

Ser

Ser

Asp

Asp

35

Gly

Gly

Trp

Pro

Glu

115

Asn

Thr

Lys

cys

Thr

20

val

val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

val

val

Pro

165

Thr

val

Gly
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His
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Gly
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Trp
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Trp
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Trp
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val

Ala

Arg

Gly

Pro

Ser

Gln

His
205

Pro
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Trp
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Leu

Asn

Ser

170

Arg

Leu

Phe

Pro

val

Thr
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Trp
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Pro

Glu

Asn

Ile

140

Thr

Lys

Cys

Leu

Page 286

Synthetic

Thr

val

val

45

Ser

Leu

Ala

Pro

Gln

125

Ala

Thr

Leu

Ser

ser
205

Leu

Ser

30

Glu
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Ser

Tyr

Tyr

170

Phe

Lys

Lys

val

Asp

Tyr

Asp

75

Leu

Arg

Lys

Asp

Ser

Ser

Asp

Asp

Gly

Gly

60

Trp

Pro

Glu

Asn

Ile

140

Thr

Lys

Cys

Leu
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Synthetic

Thr

val

val

45

Ser

Leu

Ala

Pro

Gln

125

Ala

Thr

Leu

Ser

Ser
205

Leu

Ser

30

Glu

Thr

Asn

Pro

Gln

110

val

val

Pro

Thr

val

190

Leu

Met

15

val

Tyr

Gly

Ile

95

val

Ser

Glu

Pro

val

175

Met

Ser

Ile

Glu

His

Arg

Tyr

Leu

Trp

val

160

Asp

His

Pro



<210>
<211>
<212>
<213>

<220>

<221>
<223>

<400>

297
209
PRT
Artificial Sequence

source o
/note="Description of

polypeptide"

297

Pro Ser val
1

Ser

Asp

Asn

val

65

Glu

Lys

Thr

Thr

Glu

145

Leu

Lys

Glu

Gly

Arg

Pro

Tyr

Thr

Leu

Lys

Ser

Ala

Thr

Glu

35

Lys

Ser

Lys

Pro

115

Leu

Asn

Ser

Arg

Leu
195

Phe

Pro

20

val

Thr

val

Cys

Ser

100

Pro

val

Gly

Asp

Trp

180

His

Leu

Glu

Lys

Lys

Cys

Lys

Ser

Lys

Gln

Asn

Phe

val

Phe

Pro

Thr

70

val

Ala

Arg

Gly

Pro

150

Ser

Gln

Pro

Thr

Asn

Arg

55

val

Ser

Lys

Lys

Phe

135

Glu

Phe

Gly

Tyr

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Pro

Cys

Trp

40

Glu

Leu

Asn

Gly

Glu

120

Tyr

Asn

Phe

Asn

Thr
200

Lys

val

25

Tyr

Glu

His

Lys

Gln

105

Met

Pro

Asn

Leu

val

185

Gln

Pro

10

val

val

Gln

Gln

Ala

90

Pro

Thr

Ser

Tyr

Tyr

170

Phe

Lys

Lys

val

Asp

Tyr

Asp

75

Leu

Arg

Lys

Asp

Ser

Ser

Asp

Asp

Gly

Gly

60

Trp

Pro

Glu

Asn

Ile

140

Thr

Lys

Cys

Leu
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Synthetic

Thr

val

val

45

Ser

Leu

Ala

Pro

Gln

125

Ala

Thr

Leu

Ser

ser
205

Leu

Ser

30

Glu

Thr

Asn

Pro

Gln

110

val

val

Pro

Thr

val

190

Leu

Met

15

val

Tyr

Gly

Ile

95

val

Ser

Glu

Pro

val

175

Met

Ser

His

Arg

Tyr

Leu

Trp

val

160

Asp

His

Pro
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<211>
<212>
<213>

<220>

<221>
<223>

<400>

298
209
PRT
Artificial Sequence

source o
/note="Description of

polypeptide"

298

Pro Ser val Phe Leu
1 5

Ser

Asp

Asn

val

65

Glu

Lys

Thr

Thr

Glu

145

Leu

Lys

Glu

Arg

Pro

Cys

50

val

Tyr

Thr

Leu

Cys

130

Ser

Lys

Ser

Ala

Thr

Glu

35

Lys

Ser

Lys

Pro

115

Leu

Asn

Ser

Arg

Leu
195

Pro

20

val

Thr

val

cys

Ser

100

Pro

val

Gly

Asp

Trp

180

His

Glu

Lys

Lys

cys

Lys

Cys

Lys

Gln

Asn

Phe

val

Phe

Pro

Thr

70

val

Ala

Arg

Gly

Pro

150

Ser

Gln

Pro

Thr

Asn

Arg

55

val

Ser

Lys

Lys

Phe

135

Glu

Phe

Gly

Tyr
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Artificial Sequence:

Pro Lys Pro
10

cys

Trp

40

Glu

Leu

Asn

Gly

Glu

120

Tyr

Asn

Phe

Asn

Thr
200

val

25

Tyr

Glu

His

Lys

Gln

105

Met

Pro

Asn

Leu

val

185

Gln

val

val

Gln

Gln

Ala

90

Pro

Thr

Ser

Tyr

Tyr

170

Phe

Lys

Lys

val

Asp

Tyr

Asp

75

Leu

Arg

Lys

Asp

Ser

Ser

Asp

Asp

Gly

Gly

60

Trp

Pro

Glu

Asn

Ile

140

Thr

Lys

Cys

Leu
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Synthetic

Thr

val

val

45

Ser

Leu

Ala

Pro

Gln

125

Ala

Thr

Leu

Ser

Ser
205

Leu

Ser

30

Glu

Thr

Asn

Pro

Gln

110

val

val

Pro

Thr

val

190

Leu

Met

15

val

Tyr

Gly

Ile

95

val

Ser

Pro
val
175

Met

Ser

Ile

Glu

His

Arg

Tyr

Leu

Trp

val

160

Asp

His

Pro
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<212>
<213>
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<221>
<223>

<400>

299
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PRT
Artificial Sequence

source o
/note="Description of

polypeptide"
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Gly Gly Pro Ser val Phe Leu
1

Met

His

val

Tyr

65

Gly

Ile

val

Ser

Glu

145

Pro

val

Met

Ser

Ile

Glu

His

50

Arg

Lys

Glu

Tyr

Leu

130

Trp

val

Asp

His

Pro
210

Ser

Asp

35

Asn

val

Glu

Lys

Thr

115

Thr

Glu

Leu

Lys

Glu

195

Gly

Arg

20

Pro

Ala

val

Tyr

Thr

100

Leu

Cys

Ser

Lys

Ser

180

Ala

5

Thr

Glu

Lys

Ser

Lys

Ile

Pro

Leu

Asn

Ser

165

Arg

Leu

Pro

val

Thr

val

70

Cys

Ser

Pro

val

Asp

Trp

Glu

Lys

Lys

Lys

Ser

Gly

Gln

Asn
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Artificial Sequence:

Phe Pro Pro Lys

val

Phe

40

Pro

Thr

val

Ala

Pro

Ser

Gln

His
200

Thr

25

Asn

Arg

val

Ser

Lys

Phe

Glu

Phe

Cys val

Trp Tyr

Glu Glu

Leu His

75

Asn Lys
90

Gly Gln

Glu Met

Tyr Pro

Asn Asn

155

Phe Leu
170

Asn val

Thr Gln
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Pro

val

val

Gln

60

Gln

Ala

Pro

Thr

Ser

140

Tyr

Tyr

Phe

Lys

Synthetic

Lys Asp Thr
15

val

Asp

45

Tyr

Asp

Leu

Arg

Lys

Asp

Lys

Ser

Ser

ser
205

Asp

30

Gly

Asn

Trp

Pro

Glu

110

Asn

Ile

Thr

Lys

Cys

Leu

val

val

Ser

Leu

Ala

95

Pro

Gln

Ala

Thr

Leu

175

Ser

Ser

Leu

Ser

Thr

Asn

80

Pro

val

val

Pro

160

Thr

val

Leu
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<213>

<220>

<221>
<223>

<400>

300
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PRT
Artificial Sequence

source o
/note="Description of

polypeptide"
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Gly Gly Pro Ser val Phe Leu
1

Met

His

val

Tyr

65

Gly

Ile

val

Ser

Glu

145

Pro

val

Met

Ser

Ile

Glu

His

50

Arg

Lys

Glu

Tyr

Leu

130

Trp

val

Asp

Pro
210

Ser

Asp

35

Asn

val

Glu

Lys

Thr

115

Thr

Glu

Leu

Lys

Glu

195

Gly

<210> 301

Arg

20

Pro

Ala

val

Tyr

Thr

100

Leu

cys

Ser

Lys

Ser

180

Ala

5

Thr

Glu

Lys

Ser

Lys

Ile

Pro

Leu

Asn

Ser

165

Arg

Leu

Pro

val

Thr

val

70

cys

Ser

Pro

val

Asp

Trp

Glu

Lys

Lys

Lys

Cys

Gly

Gln

Asn

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Phe Pro Pro Lys

val
Phe
40
Pro
Thr
val
Ala
Arg
1
Gly
Pro
Ser

Gln

His
200

Thr

25

Asn

Arg

val

Ser

Lys

Phe

Glu

Phe

Gly

Tyr

10

Cys val

Trp Tyr

Glu Glu

Leu His

75

Asn Lys
90

Gly GIn

Glu Met

Tyr Pro

Asn Asn

155

Phe Leu
170

Asn val

Thr Gln
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Pro

val

val

Gln

60

Gln

Ala

Pro

Thr

Ser

140

Tyr

Tyr

Phe

Lys

Synthetic

Lys

val

Asp

45

Tyr

Asp

Leu

Arg

Asp

Lys

Ser

Ser

Ser
205

Asp

Asp

30

Gly

Asn

Trp

Pro

Glu

110

Asn

Ile

Thr

Lys

cys

Leu

Thr

15

val

val

Ser

Leu

Ala

95

Pro

Gln

Ala

Thr

Leu

175

Ser

Ser

Leu

Ser

Glu

Thr

Asn

80

Pro

Gln

val

val

Pro

160

Thr

val

Leu



<211> 210
<212> PRT
<213> Artificial Sequence

<220>

<221> source

<223> /note="Description of
polypeptide"

<400> 301
Gly Pro Ser val Phe Leu

1

Ile ser

Glu Asp

His Asn

50

Arg val

65

Lys Glu

Glu Lys

Tyr Thr

Leu Thr

130

Trp Glu

val Leu

Asp Lys

His Glu

Pro Gly
210

Arg

Pro

35

Ala

val

Tyr

Thr

Leu

115

Cys

Ser

Lys

Ser

Ala
195

<210> 302
<211> 210

Thr

20

Glu

Lys

Ser

Lys

Ile

100

Pro

Leu

Asn

Ser

Arg

Leu

5

Pro

val

Thr

val

Cys

85

Ser

Pro

val

Gly

Trp

His

Glu

Lys

Lys

Leu

70

Lys

Lys

Ser

Lys

Gln

150

Gly

Gln

Asn

Phe

val

Phe

Pro

55

Thr

val

Ala

Arg

Ser

Gln

His
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Artificial Sequence:

Pro

Thr

Asn

40

Arg

val

Ser

Lys

Lys

Phe

Glu

Phe

Gly

Tyr

Pro

Cys

25

Trp

Glu

Leu

Asn

Tyr

Asn

Phe

Asn

185

Thr

Tyr

Glu

His

Met

Pro

Asn

Leu

170

val

Gln

Pro

val

val

Gln

Gln

75

Ala

Pro

Thr

Ser

Tyr

155

Tyr

Phe

Lys

Lys

val

Asp

Tyr

60

Asp

Leu

Arg

Lys

Asp

Lys

Ser

Ser

Ser
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Synthetic

Asp

Asp

Gly

45

Asn

Trp

Pro

Glu

Asn

125

Ile

Thr

Lys

Cys

Leu
205

Thr

val

30

val

Ser

Leu

Ala

Pro

110

Gln

Ala

Thr

Leu

Ser

190

Ser

Leu

15

Ser

Glu

Thr

Asn

Pro

95

Gln

val

val

Pro

Thr

175

val

Leu

Met

val

Tyr

Gly

80

val

Ser

Pro
160
val

Met

Ser



<212>
<213>

<220>

<221>
<223>

<400>

PRT
Artificial Sequence

source o
/note="Description of

polypeptide"

302

Gly Pro Ser val Phe Leu
1 5

Ile

Glu

His

Arg

65

Lys

Glu

Tyr

Leu

Asp

His

Pro

Ser

Asp

Asn

50

val

Glu

Lys

Thr

Thr

130

Glu

Leu

Lys

Glu

Gly
210

Arg

Pro

35

Ala

val

Tyr

Thr

Leu

115

Cys

Ser

Lys

Ser

Ala
195

<210> 303
<211> 212
<212> PRT

Thr

20

Glu

Lys

Ser

Lys

Ile

100

Pro

Leu

Asn

Ser

Arg

Leu

Pro

val

Thr

val

cys

85

Ser

Pro

val

Gly

Asp

Trp

His

Glu

Lys

Lys

Leu

70

Lys

Lys

cys

Lys

Gln

150

Gly

Gln

Asn

Phe

val

Phe

Pro

55

Thr

val

Ala

Arg

Ser

Gln

His
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Artificial Sequence:

Pro Pro Lys

Thr

Asn

40

Arg

val

Ser

Lys

Lys

Phe

Glu

Phe

Gly

TYyr
200

Cys

25

Trp

Glu

Leu

Asn

Gly

Glu

Tyr

Asn

Phe

Asn

185

Thr

10

val

Tyr

Glu

His

Met

Pro

Asn

Leu

170

val

Gln
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Pro

val

val

Gln

Gln

75

Ala

Pro

Thr

Ser

Tyr

155

Tyr

Phe

Lys

Lys

val

Asp

Tyr

60

Asp

Leu

Arg

Lys

Asp

140

Lys

Ser

Ser

Ser

Synthetic

Asp

Asp

Gly

45

Asn

Trp

Pro

Glu

Asn

125

Ile

Thr

Lys

cys

Leu
205

Thr

val

30

val

Ser

Leu

Ala

Pro

110

Gln

Ala

Thr

Leu

Ser

190

Ser

Leu

15

Ser

Glu

Thr

Asn

Pro

95

Gln

val

val

Pro

Thr

175

val

Leu

Met

His

val

Tyr

Gly

80

Ile

val

Ser

Glu

Pro

160

val

Met

Ser



<213>

<220>

<221>
<223>

Met

His

val

Tyr

65

Gly

Ile

val

Ser

Glu

145

Pro

val

Met

Ser

<210>
<211>
<212>
<213>

source o
/note="Description of

polypeptide"

<400> 303
%1y Gly Pro Ser val Phe Leu
5

Ile

Glu

His

50

Arg

Lys

Glu

Tyr

Leu

130

Trp

val

Asp

His

Pro
210

Ser

Asp

35

Asn

val

Glu

Lys

Thr

115

Thr

Glu

Leu

Lys

Glu

195

Gly

304
211
PRT
Artificial Sequence

Arg

20

Pro

Ala

val

Tyr

Thr

100

Leu

Cys

Ser

Asp

Ser

180

Ala

Lys

Thr

Glu

Lys

Ser

Pro

Leu

Asn

ser

165

Arg

Leu

Pro

val

Thr

val

70

Cys

Ser

Pro

val

Asp

Trp

Artificial Sequence

Glu

Lys

Lys

Lys

Ser

Gly

Gln

Asn

A-1850-WO-PCT_SL. txt

Artificial Sequence:

Phe

val

Phe

40

Pro

Thr

val

Ala

Pro

Ser

Gln

His
200

Pro

Thr

25

Asn

Arg

val

Ser

Phe

Glu

Phe

Gly

Tyr

Pro

10

Cys

Trp

Glu

Leu

Asn

90

Gly

Glu

Tyr

Asn

Phe

170

Asn

Thr

Lys Pro

val val

Tyr val

Glu Gln

60

His Gln
75

Lys Ala

Gln Pro

Met Thr

Pro Ser

140

Asn Tyr
155
Leu Tyr

val Phe

Gln Lys
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Synthetic

Lys Asp Thr
15

val

Asp

45

Tyr

Asp

Leu

Arg

Asp

Lys

Ser

Ser

ser
205

Asp

30

Gly

Asn

Trp

Pro

Glu

110

Asn

Ile

Thr

Lys

Cys

Leu

val

val

Ser

Leu

Ala

95

Pro

Gln

Ala

Thr

Leu

175

Ser

Ser

Leu

Ser

Thr

Asn

80

Pro

val

val

Pro

160

Thr

val

Leu



<220>

<221> source
<223> /note="Description of

Ile

Glu

His

Arg

65

Lys

Glu

Tyr

Leu

Asp

His

Pro

polypeptide"

<400> 304
Gly Pro Ser val Phe
1 5

ser Arg

Asp Pro
35

Asn Ala
50

val val

Glu Tyr

Lys Thr

Thr Leu
115

Thr Cys
130

Glu Ser

Leu Asp

Lys Ser

Glu Ala

195

Gly Lys
210

<210> 305
<211> 210
<212> PRT

<213>

Thr

20

Glu

Lys

Ser

Lys

Ile

100

Pro

Leu

Asn

Ser

Arg

180

Leu

Pro

val

Thr

val

Cys

85

Ser

Pro

val

Gly

Trp

His

Leu

Glu

Lys

Lys

Leu

70

Lys

Lys

Ser

Lys

Gln

150

Gly

Gln

Asn

Phe

val

Phe

Pro

55

Thr

val

Ala

Arg

Gly

Pro

Ser

Gln

His
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Artificial Sequence:

Pro Pro Lys
10

Thr

Asn

40

Arg

val

Ser

Lys

Glu

120

Phe

Glu

Phe

Gly

TYyr
200

Cys

25

Trp

Glu

Leu

Asn

Tyr

Asn

Phe

Asn

185

Thr

val

Tyr

Glu

His

Lys

Gln

Met

Pro

Asn

Leu

170

val

Gln

Pro

val

val

Gln

Gln

75

Ala

Pro

Thr

Ser

Tyr

155

Tyr

Phe

Lys

Lys

val

Asp

Tyr

60

Asp

Leu

Arg

Lys

Asp

140

Lys

Ser

Ser

Ser
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Synthetic

Asp

Asp

Gly

45

Asn

Trp

Pro

Glu

Asn

125

Ile

Thr

Lys

cys

Leu
205

Thr

val

30

val

Ser

Leu

Ala

Pro

110

Gln

Ala

Thr

Leu

ser

190

Ser

Leu
15

Ser

Thr

Asn

Pro

95

Gln

val

val

Pro

Thr

175

val

Leu

Met

His

val

Tyr

Gly

80

Ile

val

Ser

Pro
160
val

Met

Ser



<220>

<221> source
<223> /note="Description of

Pro Ser val Phe Leu
1

Ser

Asp

Asn

val

65

Glu

Lys

Thr

Thr

Glu

145

Leu

Lys

Glu

Gly

polypeptide"
<400> 305

Arg
Pro
Ala
50

val
Tyr
Thr
Leu
Cys
ser
Asp
ser

Ala

Lys
2

Thr

Glu

35

Lys

Ser

Lys

Pro

115

Leu

Asn

Ser

Arg

Leu
195

Pro

20

val

Thr

val

Cys

Ser

100

Pro

val

Gly

Asp

Trp

His

5

Glu

Lys

Lys

Leu

Lys

Lys

Ser

Lys

Gln

Asn

Phe

val

Phe

Pro

Thr

70

val

Ala

Arg

Gly

Pro

150

Ser

Gln

Pro

Thr

Asn

Arg

55

val

Ser

Lys

Glu

Phe

135

Glu

Phe

Gly

Tyr
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Artificial Sequence:

Pro

Cys

Trp

40

Glu

Leu

Asn

Gly

Glu

120

Tyr

Asn

Phe

Asn

Thr
200

Lys

val

25

Tyr

Glu

His

Lys

Gln

105

Met

Pro

Asn

Leu

val

185

Gln

Pro

10

val

val

Gln

Gln

Ala

90

Pro

Thr

Ser

Tyr

Tyr

170

Phe

Lys

Lys

val

Asp

Tyr

Asp

75

Leu

Arg

Lys

Asp

Ser

Ser

Asp

Asp

Gly

Asn

60

Trp

Pro

Glu

Asn

Ile

140

Thr

Lys

Cys

Leu
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Synthetic

Thr

val

val

45

Ser

Leu

Ala

Pro

Gln

125

Ala

Thr

Leu

Ser

ser
205

Leu

Ser

30

Glu

Thr

Asn

Pro

Gln

110

val

val

Pro

Thr

val

190

Leu

Met

15

His

val

Tyr

Gly

Ile

95

val

Ser

Glu

Pro

val

175

Met

Ser

Tyr

Leu

Trp

val

160

Asp

Pro



