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B Left: excess sludge + Tumebacillus sp. (NITE BP-02779)
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(57) Abstract: Provided are: a bacterium that has a 16S rRNA gene containing a base sequence having a 98.2% or more
identity to the base sequence represented by SEQ ID NO: 1 and is capable of degrading a target microorganism; a microbial
preparation for degrading a target microorganism, said microbial preparation comprising bacterium (al); a method for
degrading a target microorganism using same; and a device for degrading a target microorganism using same. Bacterium
(al) is a bacterium that has a 16S rRNA gene containing a base sequence having a 90% or more identity to the base
sequence represented by SEQ ID NO: 1 and is capable of degrading a target microorganism.

RrE2 )



WO 20207067555 A1 {/IMAID 000 0000000 O O

SM, ST, SV, SY, TH, TJ, TM, TN, TR, TT, TZ, UA,
UG, US, UZ, VC, VN, ZA, ZM, ZW.

84) IBEE (RTOHRWRY, £ TOBEDLER
EMTHE): ARIPO (BW, GH, GM, KE, LR, LS,
MW, MZ, NA, RW, SD, SL, ST, SZ, TZ, UG, ZM,
ZW), 1—5 < 7 (AM, AZ. BY. KG, KZ, RU, TJ,
T™M), 3—0O v /% (AL, AT, BE, BG, CH, CY, CZ,
DE, DK, EE, ES, FI, FR, GB, GR, HR, HU, IE, IS, IT,
LT, LU, LV, MC, MK, MT, NL, NO, PL, PT, RO, RS,
SE, SI, SK, SM, TR), OAPI (BF, BJ, CF, CG, CI, CM,
GA, GN, GQ, GW, KM, ML, MR, NE, SN, TD, TG).

AT RFEESR

— EFRFAE®RE (FHNE21%03)

— FRABD2ICETWTHMEZE & IERICIRE S h
fo. BREINEMHRICET 2FRF (RAN3
D2.4(d) (D KRV48.2(a) (viii))

— MEOHNEDERS & LTRLUARSNY X b
(JRA15.2(a))

GNEN :EIBES1ICRBOEERNE98. 2%ULEOR—1HE2ET2EERENEEL16S
rRNABIGFZAL. B> ENBEYOREZAITIHE. ME (2 1) ZSCENHEYD
BABMEYVEE TCIKINoZRAVWERNBENOIMRAERVCENBEYOIMEREEZRZMT
%, W@ (al1) (& BHIESVICEHOEBRERINE S 0% U LEOA—M2AT2EEARIEZZE
16S rRNABMGFZAL. B>, EHMEMOIMREEZE T METH 2,



