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Figure 1A

Mosaic gpl40 Envl version 1 (mEnv) (SEQ ID
NO: 1)

MRVTGIRKNYQHLWRWGTMLLGILMICSAAGKLWVIVYYGVPV
WKEATTTLFCASDAKAYDTEVHNVWATHACVPTDPNPQEVVLE
NVTENFNMWKNNMVEQMHEDIISLWDQSLKPCVKLTPLCVTLN
CTDDVRNVTNNATNTNSSWGEPMEKGEIKNCSENITTSIRNKV
QKQYALFYKLDVVPIDNDSNNTNYRLISCNTSVITQACPKVSE
EPTPIHYCAPAGFAILKCNDKKFNGTGPCTNVSTVQCTHGIRP
VVSTOLLLNGSLAEEEVVIRSENETNNAKTIMVQLNVSVEINC
TRPNNNTRKSIHIGPGRAFYTAGDIIGDIRQAHCNISRANWNN
TLRQIVEKLGKQFGNNKTIVFNHSSGGDPEIVMHSENCGGERE
YCNSTKLENSTWTWNNSTWNNTKRSNDTEEHITLPCRIKQIIN
MWOEVGKAMYAPPIRGQIRCSSNITGLLLTRDGGNDTSGTETF
RPGGGDMRDNWRSELYKYKVVKIEPLGVAPTKAKRRVVOSEKS
AVGIGAVFLGFLGAAGSTMGAASMTLTVOARLLLSGIVQQONN
LLRAIEAQQHLLQLTVWGIKQLQARVLAVERYLKDQQLLGIWG
CSGKLICTTTVPWNASWSNKSLDKIWNNMTWMEWEREINNYTS
LIYTLIEESQONQQEKNEQELLELDKWASLWNWEDISNWLWGYT
PEAPRDGQAYVRKDGEWVLLSTFEL

Boxed: signal/leader seqguence
Underlined: gpl20
Plain: gp4l ectodomain
Td-fibritin “fcldon” trimerization domain
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Figure 1B

Mosaic gpl40 Envl version 2 (mEnv+) (SEQ ID
NO: 2)

MRVRGIQRNQQELWRWGTLILGMLMICSNAGKLWVTVYYGVPV
WKEATTTLFCASDAKAYDTEVHNVWATHACVPTDPNPOQEVVLE
NVTENFNMWKNNMVEQMHEDI ISLWDQOSLKPCVKLTPLCVTLN
CTDDVRNVTNNATNTNSSWGEPMEKGEIKNCSENITTSIRNKV
QKQYALFYKLDVVPIDNDSNNTNYRLISCNTSVITQACPKVSE
EPIPIHYCAPAGFATLKCNDKKENGTGPCTNVSTVQCTHGIRP
VVSTQLLLNGSLAEEEVVIRSENFTNNAKTIMVOLNVSVEINC
TRPNNNTRKSTHIGPGRAFYTAGDIIGDIRQAHCNISRANWNN
TLROIVEKLGKQFGNNKTIVFNHSSGGDPEIVMHESENCGGERE
YONSTKLFNSTWTWNNSTWNNTKRSNDTEEHITLPCRIKQIIN
MWQOEVGKAMYAPPIRGOIRCSSNITGLLLTRDGGNDTSGTELE
RPGGEDMRDNWRSELYKYKVVKIEPLGVAPTKAKERVVOREER

AN ARIORTD T IS L vE NPT Lhisaadad 4 b RS B3 3% SSE 4 ) de A LR

AVGIGAVFLCFLGAAGSTMGAASMTLTVQARLLLSGIVQQONN
LLRAIEAQQHLLQLTVWGIKQLQARVLAVERYLKDQQLLGIWG
CSGKLICTTTVPWNASWSNKSLDKIWNNMTWMEWEREINNYTS
LIYTLIEESQNQQOEKNEQELLELDKWASLWNWEDISNWLWYIK
SRIEGRGSGGYIPEAPRDGQAYVRKDGEWVLLSTEL

Boxed: signal/leader sequence
Underlined: gpl2s
Circled: cleavage site mutations

Flain: gp4l ectodomain
Factor Xa site
T4~-fibritin “foldon” trimerization domain
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Figure 1C

clade C Env (cEnv) (SEQ ID NO: 3)

[MRVRGILORNCOHLWRWGT LILGMLMICSARENLWVGNMWIVTVY
YGVPVWTDAKTTLFCASDTKAYDREVHNVWATHACVPTDPNPQ
EIVLENVTENFNMWKNDMVDQMHEDI I SLWDQSLKPCVKLTPL
CVTLHCTNATFKNNVTNDMNKEIRNCSENTTTEIRDKKQQGYA
LEYRPDIVLLKENRNNSNNSEYILINCNASTITQACPKVNFDP
IPIHYCAPAGYATLKCNNKTFSGKGPCNNVSTVQCTHGIKPVV
STQLLLNGSLAEKEIIIRSENLTDNVKTIIVHLNKSVEIVCTR
PNNNTRKSMRIGPGQTFYATGDIIGDIRQAYCNISGSKWNETL
KRVKEKLQENYNNNKT IKFAPSSGGDLEITTHSFNCRGEFFYC
NTTRLENNNATEDET ITLPCRIKQI INMWQGVGRAMYAPPIAG
NITCKSNITGLLLVRDGGEDNKTEETIFRPGGGNMKDNWRSELY
KYKVIELKPLGIAPTGAKERVVEREERAVGIGAVELGEFLGAAG
STMGAASLTLTVQARQLLSSIVQQQSNLLRAIEAQQHMLOLTV
WGIKQLOTRVLAIERYLKDQQLLGIWGCSGKLICTTNVPWNSS
WSNKSQTDIWNNMTWMEWDREISNYTDTIYRLLEDSQTQQEKN
EKDLLALDSWKNLWSWFDISNWLWY IKSRIEGRGSGGYIPEAP

RDGQAYVRKDGEWVLLSTFL

Boxed: signal/leader sequence
Underlined: gplZ0
Circled: cleavage site mutations

Plain: gpdl ectodomain
Factor Xa site
T4-fibritin “foldon” trimerization domain
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Figure 3
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Figure 4
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Figures 5A-5C
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Figures 6A-6B
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Figures 7A-7l

Clade B

PCT/US2014/010543

SF162LS (Clade B Tier 1A)
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Figures 7C-7I
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Figures 8A-8I
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Figures 8C-8D
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Figure 10
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Figure 13
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