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Figure 7

CD spectra of PE, PilA and PE-PilA fusion proteins
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Figure 8
Combination of PE and PilA CD spectrum
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Figure 9

PilA thermal denaturation curve
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Figure 10
PE thermal denaturation curve
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Figure 11

PE-PilA fusion protein thermal denaturation curve
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Figure 14
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Figure 17
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Figure 19
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Figure 20
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Figure 21

Nasopharyngeal mouse colonization model with
NTHi strain 3219C
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Figure 22
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Figure 23
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Figure 24

Inhibition of PE vitronecfin_binding by rabﬁt

polyclonal antibodies against PE-PilA fusion protein
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Flgure 25

(a) Experiment 1
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Figure 25

(b) Experiment 2
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Figure 25

(c) Experiment 3
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Figure 26

{®@ Average of band % of Pe-PilA
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Soluble expression level of fusion proteins using shake flasks
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ID gel #1 gel #2 gel #3 fusion protein | SD deviation
LvVL291 9.3 8.98 9.43 9.24 | 0.231588716
LVL702 7.2 8.85 8.37 8.14 | 0.848704896
LVL736 11.16 10.2 11.94 11,10 | 0.871550343
LVL737 8.18 8.33 9.32 8.61 | 0.619435227
LVL738 8.56 8.55 7.97 8.36 | 0.337786915
LVL739 8.91 8.88 9.21 9.00 | 0.182482876
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Figure 27

Anti-PE response in mice immunized with the fusion PEPIIA in ASO1E and AIPO4
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Figure 28

Nasopharynx mouse colonization model with NTHi strain 3224A|
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