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<213>

<220>
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gene
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<400> 1
ggctttggga

gtttggtgte
ggtgatggcc
ggactgagac
cggaagcctg
tcgacaggga
cagcagccgc
tcgtaggegg
gatacgggca
cgcagatatc
aggagcgaaa

ttgggcgcta

RV)

45

.(1294)

taaccctcgg
gaaagttttt
taccaaggcg
acggcccaga
atgcagcgac
cgaagcgtga
ggtaagacgt
cttgttgcgt
ggcttgagtt
aggaggaaca
gcgtggggag

ggtgtgggss

PatentIn version 3.5

Dactylosporangium sp.

aaacgggesc
cggcttggga
acgacgggta
ctcctacggg
gccgegtgag
gtgacggtac
agggcgegag
cagctgtgaa
cggtagggga
ccggtggega
cgaacaggat

gcctctccegg

eolf-seql (3)
SEQUENCE LISTING

taataccgga
tgggctcgeg
gccggectga
aggcagcagt
ggatgaaggc
ctggagaaga
cgttgtccgg
aacccgcagc
gactggaatt
aggcgggtct
tagataccct

ttctctgtgc

tattcatgct
gcctatcagc
gagggcgacc
ggggaatatt
cttcgggttg
agcgccggcec
atttattggg
tcaactgtgg
cctggtgtag
ctgggccgat
ggtagtccac

cgcagctaac
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Antibiotic FIIRV104/18 complex and the isolated individual
factors thereof

ggacggcatc
ttgttggteg
ggccacactg
gcacaatggg
taaacctctt
aactacgtgc
cgtaaagagc
gcttgcagct
cggtgaaatg
actgacgctg
gctgtaaacg

gcattaagcg

60

120

180

240

300

360

420

480

540

600

660

720



ccccgectgg
aagcggegsga
tgttcggtaa
tgtcgtcagc
cgatgttgcc
aggtggggat
tggccggtac
gttcggatcg
agcaatgctg

gtcggcaaca

ggagtacggc
gcatgcggat
tccggcagag
tcgtgtcgtg
agcggttcgg
gacgtcaagt
aaagggctgc
gggtctgcaa
cggtgaatac

cccgaagecg

cgcaaggcta
taattcgatg
atgtcgggtc
agatgttggg
ccggggactc
catcatgccc
gataccgtga
ctcgaccccg
gttcccgggc

gtggcccaac

eolf-seql (3)

aaactcaaag
caacgcgaag
cttcggggcc
ttaagtcccg
atcgaagact
cttatgtcca
ggtggagcga
tgaagtcgga
cttgtacaca

cctt

gaattgacgg
aaccttacct
gttcacaggt
caacgagcgc
gccggggtcea
gggcttcacg
atcccaaaaa
gtcgctagta

ccgcccgtca
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gggcccgeac
gggtttgaca
ggtgcatggc
aacccttgtt
actcggagga
catgctacaa
gccggtctca
atcgcagatc

cgtcacgaaa

780

840

900

960

1020

1080

1140

1200

1260

1294



