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Comparison of the transfer of the RNA coding for Cas9 after transduction of
HCT116-GFP CloneD2-HI-Guidel-U6-Guide2 cell by ILVs or MS2RLP particles
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RNAs in MS2RLP particles after transduction of HCT116-GFP-Cas9 cells
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Effectiveness of an MS2RLP particle in delivering the CRISPR/Cas9
system (guide RNA + RNA coding for Cas9) in activated primary T
lymphocytes, for knock-out of the PD1 gene

100 100 100

- 100 91
[a]

o

§

2

5 60

s

2 40 34

)

=

[]

£ 14
s 20

0
0 0,1 0,5 1 5
pg p24/cell
DOT1 MS2RLP Cas9+sgRNA @ T2 MS2RLP Cas9+sgRNA B T2 MS2RLP Cas9
Figure XXIV
Effectiveness of an ILV particle in delivering the CRISPR/Cas9
system (guide RNA + RNA coding for Cas9) in activated primary T
lymphocytes, for knock-out of the PD1 gene
100 100
100 =
8 79
78

“g 80 L 75 - -
% 61 -

£ 60 >/

g 45

] 42
2 a0

&
E
s 20
0
0 5 10 25 50
MOl
TLILV Cas9+sgRNA WT2ILV Cas9+sgRNA

Figure XXV



100

o
(=]

[=a]
(=]

4

% viable activated T lymphocytes
o

2

o

100

8

(=]

6

o

% expression

4

o

2

o

14/23

Impact of the MS2RLP particles delivering the CRISPR/Cas9 system (guide
RNA + RNA coding for Cas9) on the viability of the activated T
lymphocytes, for knock-out of the PD1 gene
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Effectiveness of an MS2RLP particle in delivering the CRISPR/Cas9
system (guide RNA + RNA coding for Cas 9) in activated primary T
lymphocytes, for knock-out of the CXCR4 gene
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Impact of the MS2RLP particles delivering the CRISPR/Cas9 system
for knock-out of the CXCR4 gene (guide RNA + RNA coding for

Cas9) on the viability of the activated T lymphocytes
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Impact of the ratio of encapsidation plasmids for producing MS2RLP 12X
particles on the transfer of RNA in Jurkat cells at a dose of 2pg p24/cell
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Effectiveness of the MS2/PP7(NC)-RLP 12X 2X particles for the transfer of encapsidated
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98

100.0

w
k=4
[=)

% of fluorescent cells
@
(=3
(=}

40.0

20.0

0.0

0 0 0 0 0 1 1

B

MS2RLP-mCherry 12X PP7RLP-ZsGreenl 2X M52/PP7(NC]-RLP 12X 2X MS52RLP-mCherry 12X + PP7RLP-
2sGreenl 2X

MT 10pg p24/cell 20pg p24/cell

B % of ZsGreenl positive cells W % of mCherry positive cells B % of ZsGreenl and mCherry positive cells

Figure XXXXIV






