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210> 1

<211> 646

<212> RNA

<213> Artificial Sequence

<220>

<223> R4032

<400> 1

gggagaaagc uuaccauggg cgcccccacc
gaccaccgca ucucgaccuu caagaacugg
gagcggaugg ccgaggccgg cuucauccac
Cagugcuucu ucugcuucaa ggagcuggag
gagcacaaga agcacagcag cggcugcgcc
cugacgcucg gggaguuccu gaagcuggac
gagaccaaca acaagaagaa ggaguucgag
gagcagcugg ccgccaugga cugaccacua
CCaacgggecec Ccuccuccccu ccuugcaccg
2222aaaaaa aaaaaaaaaa aaaaaaaaaa
CCCCCCCCCe cceceeecccaa aggeucuuuu
<210> 2

<211> 15

<212>

DNA

cugccgecgg

ccguuccugg

ugccccaccg

ggcugggagc

uuccugagcg

cgggagcges

gagaccgcca

guuauaagac

dagauuaauaa

dddaadadaaaad

cagagccacc

ccuggcagcc

agggaugcgc

agaacgagcc

cggacgacga

ugaagaagca

CCaagaacaa

agaaggugcg

ugacuagccc

ddaadaaaaa

aaugcauccc

agaauu

guuccucaag

gugcaccccg

ggaccuggcc

cccgaucgag

guucgaggag

gaucgcgaag

gcgggccauc

gaugggccuc

dadaadaaaad

ccccceccceccc

60

120

180

240

300

360

420

480

540

600

646



<213> Artificial Sequence

<220>
<223> b5'-cutter

<400> 2

cggctcccag ccctc 15
<210> 3

<211> 15

<212> DNA

<213> Artificial Sequence

<220>
<223> b5'-cutter

<400> 3

ggtaagcttt ctccc 15
<210> 4

<211> 19

<212> DNA

<213> Artificial Sequence

<220>
<223> b5'-cutter

<400> 4

ctcggtgcaa ggaggggag 19
<210> 5

<211> 222

<212> RNA

<213> Artificial Sequence

<220>
<223> R4032 expected 222 nt fragment

<400> 5

gggagaaagec uuaccauggg Ccgecccccacc cugccgecgg ccuggcagee guuccucaag 60
gaccaccgca ucucgaccuu caagaacugg ccguuccugg agggcugege gugcaccccg 120
gagcggaugg ccgaggecgg cuucauccac ugeccccaccg agaacgagec ggaccuggec 180

cagugcuucu ucugcuucaa ggagcuggag ggcugggage cg 222



<210> 6

<211> 424
<212> RNA
<213>

<220>
<223>

<400> 6
gacgacgacc

aagaagcagu

aagaacaaga

aaggugcggc

acuagcccga

dddaaddaaaad

ugcauccccc

aauu

<210> 7

<211> 512

<212> RNA

<213>

<220>
<223>

<400> 7
gggagaaagc

gaccaccgca

gagcggaugg

cagugcuucu

gagcacaaga

cugacgcucg

gagaccaaca

cgaucgagga

ucgaggagcu

ucgcgaagga

gggccaucga

ugggccuccc

dddadadaaaa

ccccceccecccc

R4032 expected

uuaccauggg

ucucgaccuu

ccgaggecegsg

ucugcuucaa

agcacagcag

gggaguuccu

acaagaagaa

Artificial Sequence

gcacaagaag

gacgcucggg

gacCCaacaac

gcagcuggcc

aacgggcccu

dadaaadaaaa

ccccceccecccc

Artificial Sequence

R4032 expected 424 nt fragment

cacagcagcg

gaguuccuga

aagaagaagg

gccauggacu

ccuccccucc

dddaadadaaaad

CCCCCCaaag

512 nt fragment

cgcccccacc

caagaacugg

cuucauccac

ggagcuggag

cggeugcgcec

gaagcuggac

ggaguucgag

cugccgeegg

ccguuccugg

ugccccaccg

ggcugggagc

uuccugagcg

cgggagcges

gagaccgcca

gcugcgccuu

agcuggaccg

aguucgagga

gaccacuagu

uugcaccgag

ddaadaaaaa

gcucuuuuca

ccuggcagcc

agggaugcgc

agaacgagcc

cggacgacga

ugaagaagca

CCaagaacaa

agaaggugcg

ccugagcgug

ggagcggecc

gaccgccaag

uauaagacug

auuaauaaaa

dadaadaaaad

gagccaccag

guuccucaag

gugcaccccg

ggaccuggcc

cccgaucgag

guucgaggag

gaucgcgaag

gcgggccauc

60

120

180

240

300

360

420

424

60

120

180

240

300

360

420



gagcagcugg ccgccaugga cugaccacua guuauaagac ugacuagccc gaugggccuc

€Caacgggecec Ccuccuccccu ccuugcaccg ag

<210>
<211>
<212>
<213>

<220>
<223>

<400>

8

134

RNA

Artificial Sequence

R4032 expected 134 nt fragment

8

duUUaddUadada daddddddddd dddddddddad dddddddddd ddddddadddd ddaddddddaad

dddddddddad UgCaucCCCCC CCCCCCCCCC cccccecececece ccccccaaag gacucuuuuca

gagccaccag aauu

<210>
<211>
<212>
<213>

<220>
<223>

<400>

9

15

RNA

Artificial Sequence

Example target sequence

9

gggagaaagc uuacc

<210>
<211>
<212>
<213>

<220>
<223>

<400>

10

15

DNA

Artificial Sequence

Example complement target sequence

10

ggtaagctta ctccc

<210>
<211>
<212>
<213>

11

15

RNA

Artificial Sequence

480

512

60

120

134

15

15



<220>
<223> Example target sequence (w is a or u)

<220>

<221> misc_feature
222> (7)..(7)
<223> w is a or u

<400> 11
gggagawagc uuacc 15



