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FIGURE 1

IFNg spots count of all 20mers
from 3 Library Screenings (6 healthy subjects) (1)
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FIGURE 1 (CONT.)

IFNg spots count of all 20mers
from 3 Library Screenings (6 healthy subjects) (3)
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Best Mean Notes
Peptides Spots
number
| TGFb-02 | 48,17
, TGFb-05 | 49,78
Pf.’ptldes TGFb-13 24,8
selected for TGFb-15 | 27,94
further TGFb-26 | 30,39
investigation TGFb-30 | 28,67
TGFb-33 20,89
TGFb-38 28,33
Good peptides
but statistically ——
inferior to the 8

first
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FIGURE 1 (CONT.)
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FIGURE 2

Responses of the 8 TGF-b peptides against healthy donors
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FIGURE 2B (CONT.)
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FIGURE 3

Responses of the 8 TGF-b peptides against cancer patients (prostate,
melanoma and renal cancer patients)
Screening for TGF-b responses in cancer patients

& 200~

E

2 1504 - v

'

= 100+ ot

3 50« é:' ’éf’ e

& o~-i’ =3 = —F e + -‘g—

8 s

= o

i ~1002 ‘\' 2o
0 g g “‘@Q“” o

n=llo a=l0 n=ll n=l0 =S n=bopeSonsh

Mean spots’ count = (Peptide wells),yumge — (control wells]yirze

SUBSTITUTE SHEET (RULE 26)



PCT/EP2020/065472

WO 2020/245264

8/25

001

00¢

NS EC S ECA AT ARG OGO EEN
A T o o P P

- .

T MERCANRCA A A NN N NI N

SO XX

8€-4491
€€-9491

0€-9491

| &R

0 0 n 920491

0 0 0 G1-9491

o1 X XKD

0 €9 [0

€1-4491
G0-9491
¢0-9491

d¢€ 44Nol4

SUBSTITUTE SHEET (RULE 26)



WO 2020/245264 PCT/EP2020/065472
9/25

Cytokine analysis of TGFbeta reactive culture by intracellular cytokine
staining. Example shown here from a healthy subject (BC-M-41)

BC-M-41 vs. TGFb-02
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FIGURE 4 (CONT I.)
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FIGURE 4 (CONT Il.)

PCT/EP2020/065472

|| Tube: negative control
Population #Events %Parent %Total
I\ WAl Events 147,224 ###|  100.0
~EPBMC 124,780 848, 848
@ Singlets 123,106 98.7 83.6
“H@lLive 122,805 99.8| 834
~@CD3+ 105,129 858 715
-@CD4+ 75129 71.3 515
-illlFNg CD4 22 0.0 0.0
~-@DP CD4 2 0.0 0.0
~-KIDN CD4 75,059 99.9] 51.0
~@TNFa CD4 46 0.1 0.0
-@CD107a CD4 31 0.0 0.0
~-@CD8+ 25,224 23.9 171
~@|FNg CD8 34 0.1 0.0
~@DP CD8 50 0.2 0.0
~XDN CD8 25,028 99.2 17.0
~@TNFa CD8 12 04 0.1
~-@CD107a CD8 1 0.0 0.0

Tube: TGFb02

| Population #Events %Parent %Total
BAIl Events 163,576 #H##|  100.0
H ~EPBMC 126,201 77.2 77.2
~@Singlets 123,953 98.2 75.8
~@lLive 123,498 99.6 75.5
-JCD3+ 104,668 84.8| 64.0
- CD4+ 73,372 70.1 44.9
-l IFNg CD4 26 0.0 0.0
-@DP CD4 242 0.3 0.1
~-IDN CD4 72,031 98.2| 44.0
~@TNFa CD4 1,073 1.5 0.7
~-@CD107a CD4 45 0.1 0.0
~-ECD8+ 25,788 24.6 15.8
~illIFNg CD8 19 0.1 0.0
-@DP CD8 55 0.2 0.0
~&IDN CD8 25,599 99.3 15.6
~@TNFa CD8 115 0.4 0.1
~-@CD107a CD8 10 0.0 0.0
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FIGURE 5

TGFb-05 TGFb-26
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FIGURE 6
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FIGURE 7
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FIGURE 9
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FIGURE 10
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FIGURE 10 (CONT.)
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FIGURE 11
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FIGURE 11 (CONT.)
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FIGURE 12 (CONT.)
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FIGURE 12 (CONT.)
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FIGURE 13
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FIGURE 14

TGFb-01 :MPPSGLRLLLLLLELLWLLV
TGFb-02: LLLPLLWLLVLTPGRPAAGL
TGFb-03: LTPGRPAAGLSTCKTIDMEL
TGFb—-04: STCETIDMELVERERIERIR
TGFb- 05 : VERERIEAIRGOILSKLRLA
TGFb-06: GOILSELRLASPPSOCGEVED
TGFb-07: SPPEQGEVPECPLPEAVLAL
TGFb-08: GPLEPEAVLALYNSTRDRVAG
TGFb-09: YNSTRDRVAGESAEFEPEFPE
TGFb-10:ESAEPEPEPEADYYAKEVTR
TGFb-11:ADYYAREVTEVLMVETHNETL
TGFb-12 : VLMVETHNEIYDKEFEQSTHS
TGFb-13: ¥DEFROSTHSIYMFFNTSEL
TGFb-14: IYMFEFNTSELREAVPEPVLL
TGFb-15:REAVPEPVLLSRAELRLLEL
TGFb-16: SRAELRLLRLELEVEQHVEL
TGFb-17: KLEVEQHVELYQKYSNNSWR
TGFb-18: YOKYSNNSWRYLSNRLLAPS
TGFb-19: YLSNRLLAPSDSPEWLSFDV
TGFb-20: DEPEWLSFDVTGVVROWLSR
TGFb-21: TGVVROWLSRGGEIEGFRLS
TGFb-22 : GCGEIEGFRLESAHCSCDSRDN
TGFb-23: AHCSCDSRDNTLOVDINGET
TGFb-24: TLOVDINGFTTGRRGDLATI
TGFb-25: TGRRGDLATIHGMNRPFLLL
TGFb-26: HGMNREFFLLLMATPLERAQH
TGFb-27:MATEPLERAQHLOSSRHRRAL
TGFb-28: LOSSRHRRALDTNYCFSSTE
TGFb-2%: DTNYCFSSTEENCCVEQLYT
TGFb—-30 : KNCCVRQLY IDFREDLGWEW
TGFb-31: DFRECLGWEWIHEEPKGYHAN
TGFb-32: IHEPRGYHANFCLGECPYIW
TGFb-33: FCLGPCEYIWSLDTOQYSKEVL
TGFb-34: SLDTQYSKVLALYNOHNEPGA
TGFb-35: ALYNOHNPGASARPCCVEQA
TGFb-36: SARPCCVEPQRALEPLEIVYYV
TGFb—-37: LEPLEPIVYYVCGREPEVEQLS
TGFb—-38: GREPEVEQLSNMIVERSCECS
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