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Fig. 1

Fig. 1A

C51 Gene Sequence (Heavy Chain) (SEQ ID NO.: 7)
CAGGTGAAACTGCAGGAGTCAGGACCTGACCAGGTGAAACCCTCTCAGTCACTTT
CACTCACCTGCACTGTCACTGTCTACTCCATCACCAGTGGTTATAGCTGGCACT
GGATCCGGCAGTTTCCAGGAAACAAACTGGAATGGATGGGCTACATACACTACA
GTGGTAGTACTAAGTACAACCCATCTCTCAAAAGTCGATTCTCTATCACTCGA
GACACATCCAAGAACCAGTTCTTCCTGCAGTTGAATTCTGTGACTACTGAGGACA
CAGCCACATATTACTGTGCAAGAGGGACCGACAATGCTGTGGACTACTGGGGC
CAAGGGACCACGGTCACCGTCTCCTCA

C51 Gene Sequence (Light Chain) (SEQ ID NO.: 8)
GACATTGAGCTCACCCAGTCTCCATCCTCCCTAGCTGTGTCAGTTGGAGAGAAGG
TTAATATGAGCTGCAAGTCCAGTCAGAGCCTTTTATATAGTAGCAATCAAAAG
AACTACTTGGCCTGGTACCAGCAGAAACCAGGGCAGTCTCCTAAATTGCTGATT
TACTGGGCATCCAGTAGGGAATCTGGGGTCCCTGATCGCTTCACAGGCAGTGG
ATCTGGGACAGATTTCACTCTCACCATCAGCAGTGTGAAGGCTGAAGACCTGGCA
GTTTATTACTGTCAGCAATATTATATCTATCCTCTCACGTTCGGTGCTGGGACC
AAGCTGGAGCTGAAACGG

Fig. 1B

C51 Amino Acid Sequence (Heavy Chain) (SEQ ID NO.: 5)
QVKLQESGPDQVKPSQSLSLTCTVTVYSITSGYSWHWIRQFPGNKLEWMGYIHYSG
STKYNPSLKSRFESITRDTSKNQFFLQLNSVTTEDTATYYCARGTDNAVDYWG
QGTTVTVSS

C51 Amino Acid Sequence (Light Chain) (SEQ ID NO.: 6)
DIELTQSPSSLAVSVGEKVNMSCKSSOSLLYSSNQKNYLAWYQQKPGQSPKLLIYW
ASSRESGVPDRFTGSGSGTDFTLTISSVKAEDLAVYYCQQYYIYPLTFGAGTKLEL
KR

Fig. 1C
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FIG. 8
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DN b E
W ¢chGHT + HIAR

AR

I

\\\\\\ o ,u&v

. s

)

Y
eI Yk »

HnuGh Y,



WO 2018/021972

is-

sk
3
s

Foid induction

9/ 36

Fig. 9
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Fig. 10

Fig. 10A

Gene Sequence 2448 (Heavy Chain ) (SEQ ID NO.:3)
GTACAGCTGCAGGAGTCAGGACCTGACCTGGTGAAACCTTCTCGGTCACTTTCAC
TCACCTGCACTGTCACTGGCTACTCCATCACCAGTGGTTATAGCTGGCACTGG
ATCCGGCAGTTTCCAGGAAACAAACTGGAATGGATGGGCTACATACACTACAGT
GGTAGCACTAAGTACAACCCATCTCTCAAAAGTCGAATCTCTATCACTCGAGA
CACATCCAAGAACCAGTTCTTCCTGCAGTTGAATTCTGTGACTACTGAGGACGCA
GCCACATATTACTGTGCAAGGGGGAGTAACTACGGATTTGACTACTGGGGCCA
AGGCACCACTCTCACAGTCTCCTCA

Gene Sequence 2448 (Light Chain ) (SEQ ID NO.:4)
GACATTGAGCTCACCCAGTCTCCATCCTCCCTAGCTGTGTCAGTTGGAGAGAAGG
TTACTATGAGCTGCAAGTCCAGTCAGAGCCTTTTATATAGTAACGATCAAAAG
AACTACTTGGCCTGGTACCAACAGAAACCAGGGCAGTCTCCTAAACTGCTGATT
TACTGGGCATCTATTAGGGAATCTGGGGTCCCTGATCGCTTCACAGGCAGTGGA
TCTGGGACAGATTTCACTCTCACCATCAGCAGTGTGAAGGCTGAAGACCTGGCAG
TTTATTACTGTCAGCAATATTATATCTATCCTCTCACGTTCGGTGCTGGGACCA
AGCTGGAAATAAAACGG

Fig. 10B

Amino Acid Sequence 2448 (Heavy Chain ) (SEQ ID NO.:1)
VQLQESGPDLVKPSRSLSLTCTVTGYSITSGYSWHWIRQFPGNKLEWMGYIHYSGST
KYNPSLKSRISITRDTSKNQFFLQLNSVTTEDAATYYCARGSNYGFDYWGQGTTLTV
SS

Amino Acid Sequence 2448 (Light Chain ) (SEQ ID NO.:2)
DIELTQSPSSLAVSVGEKVTMSCKSSQSLLYSNDOKNYLAWYQQKPGQSPKLLIYW
ASIRESGVPDRFTGSGSGTDFTLTISSVKAEDLAVYYCOQQYYIYPLTFGAGTKLEIKR

Fig. 10C
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Fig. 11
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Fig. 12

antigen band

Annedn &Z DS=Homas sapleas
PU73255 4 33% ¢ 3B& GNoANNAZPE=1 S¥=2-
FANXKAZ HUMAN]

MSTVHEN CKILSEEGDHSTPPSAYGSVKAY TRFDAERDALNIE TAs(TRIEY i
Esiii:fﬁi&b NAQRODIAFAYORRTKKELASALKEALSGHLETY §L{3LLW?&QVDA SEY
E\SMKSLUTBES LHENCSRINQE QEINRVYKEMYKTDLERE RKLM
VALAKGRRAE DGSWEWEL DGy @Rbu D&GW\R&\G*S”J PK‘M‘«! 8 TEP;b\! PHLu
KWEDRYRIGYT s

GTRDKY E_iQ@WVSQ&E‘JDMU\?R&EF?&R?W&:KDL‘ ‘t YiQ@DTK DYQ&ALB’LSGC
8o

(SEQ ID NO: 30)



WO 2018/021972 PCT/SG2017/050382

% antigen 3

. atitigren
Bang

band

3 —

HESC mass spectrometry resuits

Frateis
i3 RS ASINER
Eegiy. o ntides COYerge

MINIS Srotein rame
TR RS
aaAMpe name ’ .

2

G oxapneas GN=ANMYAR N o - HO0 DO i R T

RIPReR EN= AWHAT

2
! 5}
[8]
:
o
s

F00.05% 132

&
'rg
2

aapeens GN=AWEAR 38 5838 1 100.00% 14 B Q%

TETD mass spectrormestry results

. Provein MR %iﬁw
sampe oS M COVErRg

o sagieng B =SMXAY PE=1

%]
B
A
&0

-Si:_l’f#-&:t: Anrrpan A2 S&=Homo safdens GN=AMNAL PE=1 =2 sag7 18 288
_ 00l

S8C Anmexit AF OB =Homa sapieng GN=ANRKAS PE=1 3v=2

i - JARNNAZ_HRAREAM

%)
e
&0
i
Le!
@
b







WO 2018/021972 PCT/SG2017/050382

17/ 36

Fig. 15
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Fig. 17
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Fig. 18
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Fig. 19
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Fig. 20
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Fig. 21
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Fig. 24
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Fig. 26
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Fig. 27
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Fig. 29
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Fig. 30
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Fig. 31
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