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Fig. 2D
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Fig. 5 mCherry-R8 Fusion Protein by Inverse PCR

Template (pET21α vector comprising the present sequence)

PCR Product

Insert Sequence R8

tag GGGS mCherry
GGGS
GGGS LBPr1 Stop Codon

R8tag GGGS mCherry
GGGS
GGGS Stop Codon

Fig. 5A
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Fig. 7

M-Cherry-LBPr1 is solely incorporated in DOPC liposome
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Fig. 8A

Fig. 8C

Fig. 8D

Inner Solution of Liposome: 1 µM mCherry

Outer Solution of Liposome: : 1 µM GFP
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Fig. 9

Outer Solution of Liposome: 1 µM mCherry

Inner Solution of Liposome: 1 µM Fluorescein amine

mCherry-LBPr1 bound DOPG-Liposome
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Fig. 10

Outer Solution of Liposome: 1 µM mCherry-LBPr1 Fusion Protein

Inner Solution of Liposome: 1 µM Fluorescein amine

mCherry-LBPr1 bound DOPG-Liposome
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Fig. 11A

Fig. 11C
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Fig. 17C
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