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FIG. 1 
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FIG. 2 
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FIG. 3 

 

 

 

 

 

 

Raw Inputs 
x_{d,i} 

201 

Min–Max Mapping to 0–100 
n_{d,i}=100*(x-L)/(U-L) 

202 

Domain Sub-score 
s_d=Σ α_{d,i} g(n_{d,i}) 

204 

Shaping g_{d,i} (ramp/sigmoid) 
203 

Composite Index 
S=Σ w_d(π) s_d 

205 

Example: show table of 
normalized values and weights 

Context π = {age, sex, 
comorbidities} 

205 
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FIG. 4 

 

 

 

 

 

 

 

 

Composite Index S (0–100) 
301 

Thresholds 
Green ≥70 

Yellow 50–69.9 
Red <50 

302 

Guard-Rail Caps/Penalties 
CV sentinel↑ ⇒ Cap S 
Inflammation↑ ⇒ −δ 

303 

Cohort-adaptive variant: 
percentile-based cut-offs 

304 
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FIG. 5 

 

 

 

 

VALD DynaMo 
(Grip Strength) 

401 

InBody 970 
(SMI / Visceral Fat) 
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VO₂max In-House 
(Report Upload) 

403 

Labs: ApoB, Lp(a), RDW 
(Manual Entry + Report) 

404 

Validation: schema/units, outlier handling, 
provenance logging 
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