DRAWINGS

FIG. 1

-—-{ . E“HSd H-m Vector name"rOMOter sie
| (bp)
pGL3/ AFPm 300
p6L3/ abm 857
pGL3/ a;bm 1222
pGB/ a;bSm 1552
Full enhancer pGL3/ EfSm 1450
FIG. 2
600 - Arpm
2 500 - B abm
§ g 400 4 Bazbm
.g i # a2bSm
%g 200 -
2 10 4 . I
Huh? HepG2 Hep3B Hepl U343 A549 BJ  WI38 CBHEL IMR90
AFP: 4 + + - - - - - - -

HCC

1/39

Non-HCC

Normal



FIG. 3

pdE1SP1Ala2bm/GFP

pdE1SP1A/a2bSmIGFP

pdE1SP1A/Ha2bm/GFP

pdE1SP1AHa2bSm/GFP

2/39



FIG. 4

PAEISPIAIAFPMIGFP

PAE1SP1Na2bmIGFP
PAE1SP1ARZDSMIGFP

PAE1SPIAKAZINIGFP

Homologous recombination

AFPmM-AEVGFP

a2bm-dEYIGFP

a2bSm-dEUGFP

Ha2bm-dE1IGFP

HaZbSm-GEVGFP

3/39



FIG. 5

L

Infection
——— ey
in293Acells

;" Infection Infectlon L

: in293Acells é in293Acells ’
6 well plate 25 T flask 75 T flask

Infection

in293Acells l

Plaque purification
(PERFORMED AT LEAST TWO TIMES) 20% Polyethylene |
J glycol precipitation €

Observe for appearance of plaques

!

Plaque picking & amplification

150mm dish
(20 SHEETS OR MORE)

e
Virus+CsCl(0.5g/ml) 60,000rpm
ey e
6h
Ad virus band
Dialysis l 24h
Ultra centrifuge

0.2 ym
. filter
Titration e——————— Ultra virus ¢—

10,000 MW dialysis cassette

4/39



FIG. 6A

30 1 Huh7 (AFP++ HCC), 40 MOl | m Normoxia
é 25 - B Hypoxia
g 20-
%
~ E 15
G < 10 -
TD |
2 4. |
O & & e
¥ &
& P
FIG. 6B
30 7 HepG2 (AFP+ HCC), 30 MOl | m Normoxia

é 25 - ‘ B Hypoxia
g 20 -
3o
k § 15
‘3( 10
i da

Q
2 3 | :

5/39



FIG. 6C
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FIG. 6E
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FIG. 8

pdE1SP1A/d19

pdE1SPAA/aZbmid19

pdE1SP1A/HaZbm/d19

d19

azbm-d19

9/39

Ha2bm-d19



FIG. 9
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FIG. 10A
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FIG. 10C
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FIG. 10E
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FIG. 11
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FIG. 12
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FIG. 14
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FIG. 16B
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FIG. 18
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FIG. 19
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FIG. 24A
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FIG. 24B
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FIG. 26
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FIG. 27
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FIG. 28
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FIG. 30A
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FIG. 31
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FIG. 32
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FIG. 33A
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FIG. 34
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FIG. 35
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FIG. 38C
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FIG. 39
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