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Collect genetic profile data on a
population of tumors and original
tumor treatment(s) (10)

Identify one or more evolutionary

paths of escape and evolved tumor
treatment(s) (12)

Based on a subject profile,
predicting a probability of escape
along the one or more evolutionary
paths (14)

FIG. 1



2/10

PCT/US2017/016295

WO 2017/136603

V¢ Old

UIBLD [BLIOSOIoIYD-a)U [ELUOSOLUOILD-BIIL|

o e vy I e ¥ B ' ] i

i Fhaom ey FIASRRER ] v . ¥

Axsjdowiosy sisduyiowosyd  efipug uoisnd abeyeaig siBagjey

sawiouaB Jedues Ul suoneiage xsjduwon

IBLLOSOWOIUD-IGIU]  [UIOSOLIOIYO-BA) [RLUIOSOWIOIUD-18)UI pUB-BJIU] posisdsiou)  wepur]

o s v i I g AW e MEPNEN L TN 4 BN LN AN O AR R ANy NN ANt i ] I A S e RS Lo L

[ 3 i Yer B, 3 £ 3 1 TSN 1] F f N <HHHU
uonesoisuell uopesdnp swouad sioUp uonesydwy uonesdng

eanau uonsiep  uoifsu
Jsquinu-AdoD B30} JO 830

feuiliLa] fers ol

msomuﬁogo; m:ommmemﬁgﬂ _

Kok

UOISIBALY uonsiag AusoBAzolaiay §0 5507 ueLiEA apnosionu aBuig

SUBSTITUTE SHEET (RULE 26)



3710
WO 2017/136603 PCT/US2017/016295

alze a23

FIG. 2B



WO 2017/136603

Percentage of
cells with SNVs
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Receive genetic material from blood sample (102)

Convert polynucleotides from initial starting materials into tagged
parent nucleotides (104)

Amplify tagged parent nucleotides to produce amplified progeny
polynucleotides (106)

Sequence a subset of amplified progeny polynucleotides to
produce sequence reads (108)

Group sequence reads into families, each family generated from a
unique tagged parent polynucleotide (110)

At a selected locus (nucleotide or sequence of nucleotides) assign each family a
confidence score for each of one or more bases or sequence of bases (112)

Review prior analysis for confidence score for each base/sequence, and if
consistent prior confidence score(s) exist, then increase the current
confidence score (114)

If inconsistent prior confidence score , then leave as is the current
confidence score (116)

Y

If no prior confidence score , then decrease the current confidence
score or leave the confidence score as is (118)

FIG. 3
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