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Shortlisting a plurality of genetic variations (e.g. SNPs) 
representative of a plurality of human race types

Configuring, via the use of a microarray, probes an/or 
primers associated with each of the plurality of SNPs, 

wherein the configuration comprises a step of introducing 
mismatches to the microarray in order to strengthen or 

reduce binding to specific DNA strands corresponding to 
the shortlisted SNPs 

Detecting whether a plurality of probe signals are present 
and if present, sending the detected probe signals to a 
first ML/AI engine

Distinguishing between probe signals by the first ML/AI 
engine to provide at least one SNP call; wherein the first 
ML/AI engine generates at least one SNP combination 
having a predetermined number of characters
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Figure. 1

Training a second ML/AI engine for a prediction of human 
race based on known race group(s) obtained from at least 
one correspondence database, the training and prediction 
based on a Mahalanobis distance calculation method
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Analysing if the sample belongs to a human being

Analysing/determining if the human being is a male or a 
female

Determining the blood type of the human being; wherein 
the step of determining the blood type of the human being 
includes performing at least one SNP allele discrimination 
for ABO gene 

Sending the data associated with the at least one SNP 
allele to a ML/AL engine for prediction of blood group.
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Figure. 2

Generating microarray signal data using known samples 
and using a ML/AI engine to calculate at least one model 
parameter associated with the SNP allele, the ML/AI 
engine comprises a support vector machine (SVM).
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Figure. 3
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Figure. 4
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Figure. 5a

Figure. 5b
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Figure. 5c

Figure. 5d
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Figure. 5e


