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508—

RECEIVE LONG SEQUENCE READS GENERATED FROM FIRST SAMPLES
OBTAINED FROM FIRST SUBJECTS

!

DETERMINE HAPLOTYPES OF A VNTR USING LONG SEQUENCE READS
ALIGNED TO THE VNTR IN A REFERENCE

|

516—

RECEIVE SHORT SEQUENCE READS GENERATED FROM A SECOND SAMPLE
OBTAINED FROM A SECOND SUBJECT

!

520—

(RE)ALIGN SHORT SEQUENCE READS ALIGNED TO THE VNTR TO EACH
HAPLOTYPE DETERMINED TO GENERATE A REALIGNMENT

l

524

DETERMINE A PROBABILITY INDICATION OF EACH HAPLOTYPE OF THE
VNTR FOR THE SECOND SUBJECT USING THE (RE)ALIGNMENT OF THE
SHORT SEQUENCE READS REALIGNED TO THE HAPLOTYPE

l

528 —

DETERMINE A STATUS (E.G., HAPLOTYPE STATUS OR GENOTYPE STATUS)
OF THE VNTR OF THE SECOND SUBJECT BASED ON THE PROBABILITY
INDICATIONS OF EACH HAPLQTYPE

532

FIG. 5
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