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acctgcactg tctctggtgyg ctccatcage agtagtagct actggggctg gatccgccag
cccccaggga aggggctgga gtggattggg agtatctact atagtgggag aaactacaac
aacccgtccc tcaagagtcg agtcaccata tccgtagaca cgtccaagaa ccagttetec
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GIn val GIn Leu val Glu Ser Gly Gly §1y val val Gln Pro Ggy Arg
5 0 1

Ser Leu Arg LSU Ser Cys Ala Ala ggr Gly phe Pro pPhe Sgr Thr Tyr
2 3

Ala Met gés Trp val Arg GIn Ala Pro Gly Lys Gly Leu Glu Trp val
40 45

Ala val Tle Ser Tyr Asp Gly Ser Asn Lys Tyr Tyr Ala Asp Ser val
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Glu TIle val Leu Thr GIn Ser Pro Ala Thr Leu Ser Leu Ser Pro Gly
1 5 10 15

Glu Arg Ala Thr Leu Ser Cys Arg Ala Ser Gln ser val Ser Ser Tyr
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5 55 0
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Pro

Arg

Pro

40

Thr

Thr

PC33646_PCT_STZ25.txt
Gly Gly val val Gln Pro
10

Sser Gly Phe Thr Phe Ser
25 30

Pro Gly Lys Gly zgu Glu

Thr Lys Tyr g%r Ala Asp

Asp Asn Ser Lys Asn Thr
75

Glu Asp Thr Ala Leu Tyr
90

Tyr Tyr Gly Thr Asp val
105 110

Ser

Ala Thr Leu Ser Leu Ser
10

Ala ser GIn Ser val Asn
25 30

Gly GIn Ala Pro Agg Leu
4

Gly Ile Pro Ala Arg Phe
60

Leu Thr XTe ser Ser Leu
75
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Gly

15

ser

Trp

Ser

Leu

Tyr

95

Trp

Pro

15

ser

Leu

Ser

Glu

Arg

Tyr

val

val

Asp

80

Cys

Gly

Gly

Tyr

ITe

Gly

Pro
80




PC33646_PCT.ST25.tX1
Glu Asp pPhe Ala val Tyr Tyr Cys GIn GIn Arg ser Asn Trp Sgo Arg
85 90

Thr Phe Gly Gln Gly Thr Lys val Glu Ile Lys

100 105
<210> 41
<211> 363
<212> DNA
<213> Human
<400> 41
caggtgcaac tggtggagtc tgggggaggc gtggtccage ctgggaggte cctgagactc 60
tcctgtgeag cctetggatt caccttcagt agetatgeta tgcactgggt ccgccagget 120
ccaggcaagg ggctggagtg ggtggcagtt atatcattig atggaagcac taaatactac 180
gcagactccg tgaagggccg attcaccatc tccagagaca .attccaagaa cacgctggat 240
ctgcaaatga acagcctgag agctgaggac acggerctgt attactgtge gagagaatac 300
tggggaacct actactacgg gacggacgtc tggggccaag ggaccacggt catcgtctcce 360
tca 363
<210> 42
<211> 321
<212> DNA
<213> Human
<400> 42
gaaattgtot tgacacagtc tccagccace ctgtctttgt ctccagggga aagagecacc 60
ctctcctgea gggecagtca gagtgttaac agctacttag cctggtacca acagaaacct 120
ggccaggete ccaggetect catctatgat gcatccaaca gggocactygg catcccagec 180
aggttcagtg gcagtgggtc tgggacagac ttcactctca ccatcaglag cctagagect 240
gaagattttg cagtttatta ctgtcagcag cgtagcaact ggcctcggac gttcggecaa 300
gggaccaagg tggaaatcaa a 321
<210> 43
<211> 330
<212> PRT
<213> Human
<400> 43

Ala Ser Thr Lys Gly Pro Ser val pPhe Pro Leu Ala Pro Ser ser Lys
5

10

15

ser Thr Ser Gly Gly Thr ala Ala Lgu Gly Cys Leu val %55 Asp Tyr
20 2
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Phe Pro Glu

Gly

Lewt

65

TYr

Lys

Pro

Lys

val

145

TYF

Glu

His

Lys

Gln

225

Met

Pro

Asn

val

50

ser

Ile

val

Ala

Pro

130

val

val

Glin

GIn

Ala

210

Pro

Thr

Ser

Tyr

35

His

Ser

Cys

Glu

Pro

115

Lys

val

Asp

Tyr

Arg

Lys

ASP

LYS
275

Pro

Thr

val

Asn

Pro

100

Glu

Asp

ASp

Gly

Asn

180

Trp

Pro

Glu

ASn

Ile

260

Thr

val

Phe

val

val

85

Lys

Leu

Thr

val

val

165

ser

Leu

Leu

Pro

Gln

245

Ala

Thr

Thr

Pro

Thr

70

Asn

ser

Leu

Leu

ser

150

Glu

Thr

ASR

Pro

Gln

230

val

val

Pro

val

Ala

55

val

His

Cys

Gly

Met

135

His

val

Tyr

Gly

Glu

215

val

Ser

Glu

Pro

ser
40
val
Pro
Lys
Asp
Gly
1
ile
Glu
His
Arg
Lys
Glu
Tyr
Leu

Trp

val
280

PC33646_PCT_STZ5.txt
Trp Asn Ser Gly Q;a Leu

Leu

Ser

Pro

Lys

Pro

ser

ASp

Asn

val

185

Glu

Lys

Thr

Thr

Glu

265

Leu

Gln

Ser

Ser

90

Thr

Asp

Arg

Pro

Ala

170

val

Tyr

Thr

Leu

Cys

250

ser

ser

ser

75

Asn

His

val

Thr

LyS

ser

LyS

IT'te

Pro

235

Leu

Asn

Ser

60

Leu

Thr

Thr

Phe

Pro

140

val

Thr

val

Cys

Ser

220

Pro

val

Gly

ASp Ser Asp
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Gly

Gly

LyS

Cys

Leu

125

Glu

Lys

Lys

Leu

LyS

ser

LyS

Gln

Gly

Leu

Thr

val

Pro

110

Phe

val

Phe

Pro

Thr

190

val

Ala

Arg

Gly

Pro

270

Ser

Thr

Tyr

GIn

ASp

95

Pro

Pro

Thr

Asn

Arg

175

val

ser

Lys

Glu

Phe

255

Glu

Phe

Ser

Ser

Thr

80

Lys

Cys

Pro

Cys

Trp

Glu

Leu

Asn

Gly

Glu

240

Tyr

AsSn

Phe




Leu Tyr Ser Lys

290

val phe Ser Cys

305

GIn Lys Ser Leu

<210>
<211>
<212>
<213>

<400

44
107
PRT

Human

44

Arg Thr val Ala
1

GIn Leu

Tyr Pro

Ser Gly
50

Thr Tyr
65

LyS His

Pro val

Lys

Arg

35

Asn

Ser

Lys

Thr

ser

20

Glu

ser

Leu

val

Lys
100

Leu

Ser

ser
325

Ala

Gly

Ala

Gln

ser

Tyv

85

ser

Thr
val

310

lLeu

Pro

Thr

Lys

Glu

ser

70

ala

Phe

val
295

Met

Ser

ser

Ala

val

ser

55

Thr

Cys

ASD

ASp

His

Pro

val

Ser

GIn

40

val

Leu

Glu

Arg

PC33646_PCT_STZ5.txt

Lys Ser Arg Trp Gln Gln Gly Asn

Glu

Gly

Phe

val

25

Trp

Thr

Thr

val

300

ala Leu His Asn His Tyr Thr

Lys
330

Ile

10

val

Lys

Glu

Leu

Thr

90

Glu

315

Phe

cys

val

Gln

Ser

75

His

Cys

Pro

Leu

AsD

Asp

60

Lys

Gin
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Pro

Leu

Asn

45

ser

Ala

Gly

Ser

Asn

30

Ala

Lys

ASp

Leu

ASp

15

Asn

Leu

ASp

Tyr

ser
95

320

Glu

Phe

Gin

Ser

Glu

80

Ser




