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FIG.1

TAG_TNB1
{Front}

TAG_TNB1
{Back)

Gene Sequence (Heavy Chain) (SEQ ID NO: 12)
CAGGTCAAACTGCAGGAGTCAGGGGCTGAACTGGTGAAGCCTGGGGCTTCAGT
GAAGTTGTCCTGTAAGGCTTCTGGCTTCACCTTCACCAGCTACTATATGTACTGG
GTGAAGCAGAGGCCTGGACAAGGCCTTGAGTGGATTGGGGGGGTTAGTCCTAG
CAATGGTGGTGCTAACTTCAATGAGAAGTTCAAGACCAAGGCCACACTGACTGT
AGACAAATCCTCCAGCACAGCCTACATGCAACTCAGCAGCCTGACATCTGAGGA
CTCTGCGGTCTATTACTGTACAAGATTCCTTTATGGTCCGAGGTACTTCGATGTC
TGGGGCCAAGGGACCACGGTCACCGTCTCCTCA

Gene Sequence (Light Chain) (SEQ ID NO: 13)
GACATTGAGCTCACCCAGTCTCCAGCTTCTTTGGCTGTGTCTCTAGGGCAGAGG
GCCACCATCTCCTGCAGAGCCAGCGAAAGTGTTGATAATTATGGCATTAGTTTTA
TGAACTGGTTCCAACAGAAACCAGGACAGCCACCCAAACTCCTCATTTATGGTG
CATCCAACCAGGGATCCGGGGTCCCTGCCAGGTTTAGTGGCAGTGGGTCTGGG
ACAGACTTCAGCCTCAACATCCATCCTATGGAGGAGGATGATACTGCAATGTAT
TTCTGTCAGCAAAGTAAGGAGGTTCCGTACACGTTCGGAGGGGGGACCAAGCT
GGAAATAAAAC

Protein Sequence (Heavy Chain) (SEQ ID NO: 1)
QVKLQESGAELVKPGASVKLSCKASGFTFTSYYMYWVKQRPGQGLEWIGGVSPSN
GGANENEKFKTKATLTVDKSSSTAYMQLSSLTSEDSAVYYCTRELYGPRYFDVWG
QGTTVTVSS

Protein Sequence (Light Chain) (SEQ ID NO: 2)
DIELTQSPASLAVSLGQRATISCRASESVDNYGISEMNWFQQKPGQPPKLLIYGASN
QGSGVPARFSGSGSGTDFSLNIHPMEEDDTAMYFCQQSKEVPYTFGGGTKLEIK
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FIG. 2

(C)

BY 549
AXL receptor tyrosine kinase peptide sequence- homo saplens {Uniprot)
tongform (SEQ ID NO: 14)

RAAWRCPEMGRVPLAWLALCGWAMAPRGTOAEESPRYGNPGNTTRARGLTIETLS

OO ELADSTOTRVPLGEDEGDEW WVROLR WRLOL D TRONGILVE

LEHOTFVEQPE Y ELEGL PYFLEEFEDR TVALNTRFNLSCOACORPERVELLWHGDAVRL

ATAPSHEPSRSLHVPGLNE WTTSEY NLHLWSRGRYE

KRFIHROLAKRNCRILNENMSYCVADFGLEKKING
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digestion poat Py Underined sequences are sequence that were dentifed by S

3. &pproximatey, 33.6% of the peptide were identified from the combined ME results.
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FIG. 2

(cont’d)

(C)

Hizgg

AML receptor tyrosine kinase peptide sequence- homio sapiens {(Uniprot}
Long form (SEQ ID NO: 15)
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Fig. 3
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FIG. 4
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FIG. 4

(cont’d)
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FIG. 5
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Fig. 6
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Fig. 7
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Fig. 8
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Fig. 9
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Fig. 10
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Fig. 11
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Fig. 12
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Fig. 13
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