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<210> 1

<211> 112

<212> PRT ‘

<213> Artificial Sequence

<220>
<223> Antibody 11F6C4 light chain

<400> 1

Asp Ile Glu Leu Thr GIn ser Pro Ala Ser Leu Ala val Ser Leu Gly
1 5 10 15

Gln Arg Ala ggr'11e Ser Cys Lys g}a Ser GIn Ser val ggp Tyr Asp

Gly Asp ger Tyr Leu Asn Arg de Gln GIn Lys Pro Gly GIn Pro Pro
5 . 45

Lys Leu Leu Ile Tyr Thr Ala Ser Asn Leu Glu ng Gly Ile Pro Ala
50 55 g 6 _ :

Arg Phe ser .Gly ser Gly ser Gly Thr Asp phe Thr Leu Asn Ile His
65 70 75 80

Pro val Glu Glu gﬁu Asp Ala Ala Thr g%r Tyr Cys GIn GlIn Sgr Asn
5 .

Glu ASp Pro:Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Arg
- 100 105 ' 110

<210> 2

<211> 118

<212> * PRT

<213> Artificial Sequence

<220> v .
<223> Antibody 11F6C4 heavy chain
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‘ <400> 2

GIn val GIn Leu GIn Glu Ser Gly Pro Gly Ile Leu Lys Pro Ser Gln
1 5 | 10 _ 15

Thr Leu Ser 58u Thr Cys Ser Phe ;gr Gly Phe Ser Leu ggr.Thr Ser

Gly Met g}y val Gly Trb Ile ﬁsg GIn Pro ser Gly Lgs Gly Leu Glu
_ 4

Arg Leu Ala His Ile Trp grp ASp ASp Asp Lys g%r Tyr Asn Pro Ser
50 ' 5 ‘

Leu Lys Ser Gln Leu Thr Ile Ser Lys Asp Thr Ser Arg Asn Gln val
65 70 75 80

Phe Leu Lys Ile Ile Ser val Asp Thr Ala Asp Thr Ala Thr Tyr Tyr
85 _ ~ 90 95

Cys Ala Arg Lys Asp Tyr Gly Ser Ser Tyr Asp Tyr Trp Gly GIn Gly
100 - 105 110

Thr Thr val Thr val Ser
115

<210> 3

<211> 15

<212> PRT

<213> Artificial Sequence

<220>
<223> VL CDR1

<400> 3
Lys Ala Ser GIn Ser val Asp Tyr Asp Gly Asp Ser Tyr Leu Asn
1 5 . 10 15

<210> 4

<211> 7

<212> PRT .

<213> Artificial-Sequence

<220> _
<223> VL CDR2

<400> 4

Thr Ala Ser Asn Leu Glu Ser
1 5 .

<210> 5

<211> 8

<212> PRT

<213> Artificial Sequence
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<220>
<223> VL .CDR3
<400> 5

Gln GIn Ser Asn g]u ASp Pro Trp
1 ,

<210> 6

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<223> VH CDR1

<400> 6
Ihr Ser Gly Met §1y val Gly

<210> 7
<211> 15
<212> PRT :
<213> Artificial Sequence

<220>
<223> VH CDR2

<400> 7

His Ile Trp Trp Asp Asp Asp Lys Tyr Tyr Asn Pro Ser Leu Lys
1 5 10 15

<210> 8

<211> 9

<212> PRT

<213> Artificial Sequence

<220> -
<223> VH CDR3

<4OQ> 8

Lys Asp Tyr Gly ger Ser Tyr Asp Tyr
1 ‘

<210> 9 )

<211> 336 -

<212> DNA

<213> Artificial Sequence

<220>
<223> 1ight chain

<400> 9
gacatcgagc tcactcagtc tccagcttct ttggctgtgt ctctagggca gagggccacc 60

atctcctgca aggccagceca aagtgttgat tatgatggtg atagttattt gaactggttc 120
caacagaaacC cgggacagcc acccaaactc ctcatctata ctgcatccaa tctagaatct 180
ggaatcccag ccaggtttag tggcagtggg tctgggacag acttcaccct caacatccat 240
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tactgtcagc agagtaatga ggatccgtgg

acgttcggtg gaggcaccaa gttggaaata aaacgg

<210> 10
<211> 354
<212> DNA
<213>

<220>
<223>

<400> 10
caggtacaac

acttgttctt
cagccttcag
tataacccat
ttcctcaaga

| gactacggta

heavy chain

tgcaggagtc
tctctggott

'ggaagggtct

ccctgaagag

tcatcagtgt

gtagttacga

Artificial Sequence

tggccctgag
ttcactgagc
ggagtggctg
ccagctcaca
ggacactgca

ctactggggc

atattgaagc
acttctggta
gcacacattt
atctccaagg
gatactgcca

caagggacca
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cctcacagac

tgggtgtagg

ggtgggatga
atacctccag
cttactactg

cggtcaccgt

cctcagtctg
ctggattcgt
tgataagtat
aaaccaggta
tgctcgaaaa

ctcc

300
336

60
120
180
240

300

354




