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Figure 5A

aEGFR1

EVQLVESGGGLVQAGGSLRLSCAASGRTFSSYAMGWFRQAPGKEREFVVAINWSSGSTY
YADSVKGRFTISRDNAKNTMYLQMNSLKPEDTAVYYCAAGYQINSGNYNFKDYEYDYWG
QGTQVTVSS (SEQ ID NO:1)

sdCDR1 GRTFSSYAMG (SEQ ID NO:2)
sdCDR2 INWSSGSTYYADSVKG (SEQ ID NO:3)
sdCDR3 GYQINSGNYNFKDYEYDY (SEQ ID NO:4)

aEGFR2

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDST
GYADSVKGRFTISRDNAKNTVDLQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQG
TQVTVSS (SEQ ID NO:5)

sdCDR1 GRTSRSYGMG (SEQ ID NO:6)
sdCDR2 GISWRGDSTGYADSVKG (SEQ ID NO:7)
sdCDR3 AAGSAWYGTLYEYDY (SEQ ID NO:8)

haEGFR1

EVQLVESGGGLVQPGGSLRLSCAASGRTFSSYAMGWFRQAPGKEREFVVAINWSSGSTY
YADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGYQINSGNYNFKDYEYDYWGQ
GTLVTVSS (SEQ ID NO:9)

sdCDR1 GRTFSSYAMG (SEQ ID NO:10)
sdCDR2 INWSSGSTYYADSVKG (SEQ ID NO:11)
sdCDR3 GYQINSGNYNFKDYEYDY (SEQ ID NO:12)

aEGFR2a sdAb

EVQLVESGGGVVRPGGSLRLSCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDST
GYADSVKGRFTISRDNAKNSLYLQMNSLRAEDTALYYCAAAAGSAWYGTLYEYDYWGQG
TLVTVSS (SEQ ID NO:13)

sdCDR1 GRTSRSYGMG (SEQ ID NO:14)
sdCDR2 GISWRGDSTGYADSVKG (SEQ ID NO:15)
sdCDR3 AAGSAWYGTLYEYDY (SEQ ID NO:16)

hoEGFR2d

QVKLVESGGGVVRPGGSLTLSCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDST
GYADSVKGRFTISRDNAKNSLYLQMNSLRAEDTALYYCAAAAGSAWYGTLYEYDYWGQG
TLVTVSS (SEQ ID NO:17)

sdCDR1 GRTSRSYGMG (SEQ ID NO:18)
sdCDR2 GISWRGDSTGYADSVKG (SEQ ID NO:19)
sdCDR3 AAGSAWYGTLYEYDY (SEQ ID NO:20)
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Figure 5B

oaFOLR1 h77-2

QVQLVESGGGLVQPGGSLRLSCAASGFTVSNSVMAWYRQTPGNEREFVAIINSIGITNYAD
SVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYVCNRNEDRIYWGQGTLVTVSS (SEQ ID
NO:21)

sdCDR1 GFTVSNSVMA (SEQ ID NO:22)
sdCDR2 [INSIGITNYADSVKG (SEQ ID NO:23)
sdCDR3 NEDRIY (SEQ ID NO:24)

aFOLR1 h59.3

QVQLVESGGGLVQPGGSLRLSCAAPGNTFSISAMGWYRQAPGKQREWVAVTHSDYSTNY
ADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCKHYGIDYWGQGTLVTVSS (SEQ D
NO:25)

sdCDR1 GNTFSISAMG (SEQ ID NO:26)
sdCDR2 VTHSDYSTNYADSVKG (SEQ ID NO:27)
sdCDR3 YGIDY (SEQ ID NO:28)

aFOLR1 h22-4

QVQLVESGGGLVQPGGSLRLSCEASGTTFSRDVMGWYRQAPGKQRELVAIISRGGSTNY
ADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCNANTATWGRVFWGQGTLVTVSS
(SEQ 1D NO:29)

sdCDR1 GTTFSRDVMG (SEQ ID NO:30)
sdCDR2 [ISRGGSTNYADSVKG (SEQ ID NO:31)
sdCDR3 NTATWGRVF (SEQ ID NO:32)

aB7H3 hF7

QVQLQESGGGLVQPGGSLRLSCAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTV
YADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGGATTQRATEASYDYWGQGTL
VTVSS (SEQ ID NO:33)

sdCDR1 RRTFHTYHMG (SEQ ID NO:34)
sdCDR2 VINWSGGSTVYADSVKG (SEQ ID NO:35)
sdCDR3 GGATTQRATEASYDY (SEQ ID NO:36)
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Figure 5C

aB7H3 hF12

QVQLQESGGGLVQPGGSLRLSCEASPRTESTYSMAWFRQAPGKERSFVAAINWSGGNTS
YADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGGVLAHHNYEYDYWGQGTLVT
VSS (SEQ ID NO:37)

sdCDR1 PRTFSTYSMA (SEQ ID NO:38)
sdCDR2 AINWSGGNTSYADSVKG (SEQ ID NO:39)
sdCDR3 GGVLAHHNYEYDY (SEQ ID NO:40)

aB7H3 hF12 (N57Q)

QVQLQESGGGLVQPGGSLRLSCEASPRTFSTYSMAWFRQAPGKERSFVAAINWSGGQTS
YADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGGVLAHHNYEYDYWGQGTLVT
VSS (SEQ ID NO:41)

sdCDR1 PRTESTYSMA (SEQ ID NO:42)
sdCDR2 AINWSGGQTSYADSVKG (SEQ ID NO:43)
sdCDR3 GGVLAHHNYEYDY (SEQ ID NO:44)

aB7H3 hF12 (N57E)

QVQLQESGGGLVQPGGSLRLSCEASPRTFSTYSMAWFRQAPGKERSFVAAINWSGGETS
YADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGGVLAHHNYEYDYWGQGTLVT
VSS (SEQ ID NO:45)

sdCDR1 PRTESTYSMA (SEQ ID NO:46)
sdCDR2 AINWSGGETSYADSVKG (SEQ ID NO:47)
sdCDR3 GGVLAHHNYEYDY (SEQ ID NO:48)

aB7H3 hF12 (N57D)

QVQLQESGGGLVQPGGSLRLSCEASPRTFSTYSMAWFRQAPGKERSFVAAINWSGGDTS
YADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGGVLAHHNYEYDYWGQGTLVT
VSS (SEQ ID NO:49)

sdCDR1 PRTESTYSMA (SEQ ID NO:50)
sdCDR2 AINWSGGDTSYADSVKG (SEQ ID NO:51)
sdCDR3 GGVLAHHNYEYDY (SEQ ID NO:52)
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Figure 5D

aB7H3 hF12 (S59A)

QVQLQESGGGLVQPGGSLRLSCEASPRTESTYSMAWFRQAPGKERSFVAAINWSGGNTA
YADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGGVLAHHNYEYDYWGQGTLVT
VSS (SEQ ID NO:53)

sdCDR1 PRTFSTYSMA (SEQ ID NO:54)
sdCDR2 AINWSGGNTAYADSVKG (SEQ ID NO:55)
sdCDR3 GGVLAHHNYEYDY (SEQ ID NO:56)

aB7H3 hF12 (S59Y)

QVQLQESGGGLVQPGGSLRLSCEASPRTFSTY SMAWFRQAPGKERSFVAAINWSGGNTY
YADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGGVLAHHNYEYDYWGQGTLVT
VSS (SEQ ID NO:57)

sdCDR1 PRTESTYSMA (SEQ ID NO:58)
sdCDR2 AINWSGGNTYYADSVKG (SEQ ID NO:59)
sdCDR3 GGVLAHHNYEYDY (SEQ ID NO:60)

aEpCAM h13

QVQLVESGGGLVQPGGSLTLSCAASGTGSIFSINLMGWYRQAPGKQRELVARITSGDSTV
YADSVKGRFTISRDNSKNTLYLQMNSLRPEDTAVYYCNLLLRSSPGATTPYWGQGTLVTV
SS (SEQ ID NO:61)

sdCDR1 GTGSIFSINLMG (SEQ ID NO:62)
sdCDR2 RITSGDSTVYADSVKG (SEQ ID NO:63)
sdCDR3 LLRSSPGATTPY (SEQ ID NO:64)

aEpCAM h23

QVQLVESGGGLVQPGGSLTLSCVISGSFSALWAMRWYRQAPGQQRELVASSRGGTTSYA
DSVKGRFTISRDNSKNTLYLQMNSLRPEDTAVYYCNAIDGHLAYWGQGTLVTVSS (SEQ ID
NO:65)

sdCDR1 GSFSALWAMR (SEQ ID NO:66)
sdCDR2 SSRGGTTSYADSVKG (SEQ ID NO:67)
sdCDR3 IDGHLAY (SEQ ID NO:68)
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Figure 5E

acEpCAM hVIB665

QVQLLESGGGLVQPGGSLRLSCAASGRTFSDYDMGWFRQGPGKEREFVAAISWSGGHT
NYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAADLRFTGGDTTTPETYDYWGQ
GTLVTVSS (SEQ ID NO:69)

sdCDR1 GRTESDYDMG (SEQ ID NO:70)
sdCDR2 AISWSGGHTNYADSVKG (SEQ ID NO:71)
sdCDR3 DLRFTGGDTTTPETYDY (SEQ ID NO:72)

acEpCAM hVIB666

QVQLVESGGGLVQPGRSLRLSCAASGRTLDNYDMGWFRQGPGKEREFVAAISWSGGST
DYAYSVTGRFTISRDNAKNSLYLQMNSLRAEDTALYYCAADLRFTGGDTMTPETYDYWGQ
GTLVTVSS (SEQ ID NO:73)

sdCDR1 GRTLDNYDMG (SEQ ID NO:74)
sdCDR2 AISWSGGSTDYAYSVTG (SEQ ID NO:75)
sdCDR3 DLRFTGGDTMTPETYDY (SEQ ID NO:76)

aTrop2 hVIB557

QVQLLESGGGLVQPGGSLRLSCAASGRTFSSQSMGWFRQAPGKEREFVSAISWTGANPT
YADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAADTSGGSYYYERATAETSYDYW
GQGTLVTVSS (SEQ ID NO:77)

sdCDR1 GRTFSSQSMG (SEQ ID NO:78)
sdCDR2 AISWTGANPTYADSVKG (SEQ ID NO:79)
sdCDR3 DTSGGSYYYERATAETSYDY (SEQ ID NO:80)

aTrop2 hVIB565

QVQLLESGGGLVQPGGSLRLSCAASGFTFDYYAIGWFRQAPGKEREGVSCISSSHGSTYY
ADSVKGRFTISRDNSKNTVYLQMNSLRAEDTAVYYCATAGDGGDYHCSGLVDYGMDYWG
KGTLVTVSS (SEQ ID NO:81)

sdCDR1 GFTFDYYAIG (SEQ ID NO:82)
sdCDR2 CISSSHGSTYYADSVKG (SEQ ID NO:83)
SdCDR3 AGDGGDYHCSGLVDYGMDY (SEQ ID NO:84)

Figure 5F

aTrop2 hVIB575

QVQLLESGGGLVQPGGSLRLSCLASGRTVGRTAMGWFRQPPGKEREFVATISWAGGTTY
YADEVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAASEPYSDYDPSGMVYWGKGTLV
TVSS (SEQ ID NO:85)

sdCDR1 GRTVGRTAMG (SEQ ID NO:86)
sdCDR2 TISWAGGTTYYADFVKG (SEQ ID NO:87)
sdCDR3 SEPYSDYDPSGMVY (SEQ ID NO:88)

aTrop2 hVIB578
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QVQLLESGGGLVQPGGSLRLSCAASGRTFGRAAMGWFRQPPGKEREFAATISWSGSNTY
YADFVKGRFTISRDNSKNTVYLQMNSLRAEDTAVYYCAASEPYSDYDPSGMVYWGKGTLY
TVSS (SEQ ID NO:89)

sdCDR1 GRTFGRAAMG (SEQ ID NO:90)
sdCDR2 TISWSGSNTYYADFVKG (SEQ ID NO:91)
sdCDR3SEPYSDYDPSGMVY (SEQ ID NO:92)

aTrop2 hVIB609

QVQLLESGGGLVQPGGSLRLSCALSGLTENTYPMAWFRQPPGQEREFVADMSWSGTNTY
YADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGWPYSGTGRSTTDYTYWGQG
TLVTVSS (SEQ ID NO:83)

sdCDR1 GLTENTYPMA (SEQ ID NO:94)
sdCDR2 DMSWSGTNTYYADSVKG (SEQ ID NO:95)
sdCDR3 GWPYSGTGRSTTDYTY (SEQ ID NO:96)

aTrop2 hVIB619

QVQLLESGGGLVQPGGSLRLSCAASGRSFSRYGMGWLRQAPGKERELVASISWSGHSTY
YADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCAAESLPYESGSPRLTDFASWGQG
TLVTVSS (SEQ ID NO:97)

sdCDR1 GRSFSRYGMG (SEQ ID NO:98)
sdCDR2 SISWSGHSTYYADSVKG (SEQ ID NO:99)
sdCDR3 ESLPYESGSPRLTDFAS (SEQ ID NO:100)

aCA9 hVIB456 sdAb

QVQLVESGGGLVQPGGSLRLSCAASGSALINAMGWYRQAPGKQRELVATVTRSGRTNY
ADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCNVALWIADGEYDYWGQGTLVTVSS
(SEQ ID NO:101)

sdCDR1 GSALIINAMG (SEQ ID NO:102)

sdCDR2 TVTRSGRTNYADSVKG (SEQ 1D NO:103)

sdCDR3 ALWIADGEYDY (SEQ 1D NO:104)
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Figure 5G

aCA9 hVIB476 sdAb

QVQLVESGGGLVQPGGSLRLSCAASGNIFIINVMGWYRQAPGKQRELVATITNGGRTHYA
DSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCNANHIELGDYWGQGTLVTVSS (SEQ
ID NO:105)

sdCDR1 GNIFIINVMG (SEQ ID NO:106)
sdCDR2 TITNGGRTHYADSVKG (SEQ ID NO:107)
sdCDR3 NHIELGDY (SEQ ID NO:108)

aCA9 hVIB407 sdAb

QVQLVESGGGLVQPGGSLRLSCTASGIIFSVYDMGWYRQTPGKQREFVARITAGGGTYLT
DSVKGRFTISRDNSKNTLYLQMNSLRAEDTGVYYCNAAWIGDDYWGQGTLVTVSS (SEQ
ID NO:109)

sdCDR1 GIIFSVYDMG (SEQ ID NO:110)
sdCDR2 RITAGGGTYLTDSVKG (SEQ ID NO:111)
sdCDR3 AWIGDDY (SEQ ID NO:112)

aCA9 hViB445 sdAb

QVQLVESGGGLVKPGGSLRLSCAASGITFNLHAMRWYRRAPGKQRELVAYISARDWTNY
ADSVKGRFTISRDNAKNSLYLQMNSLRAEDTAVYYCNTDLVGEDYWGRGTLVTVSS (SEQ
ID NO:113)

sdCDR1 GITENLHAMR (SEQ ID NO:114)
sdCDR2 YISARDWTNYADSVKG (SEQ ID NO:115)
sdCDR3 DLVGEDY (SEQ ID NO:116)

aLyPD3 h787 sdAb
QVQLLESGGGLVQPGGSLRLSCAASGFTLDYYAIGWFRQAPGKEHEAVSCISSSDGSTYY
ADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCATVKSCYSDGYALWGSWGQGTLV
TVSS (SEQ ID NO:117)

sdCDR1 GFTLDYYAIG (SEQ ID NO:118)
sdCDR2 CISSSDGSTYYADSVKG (SEQ ID NO:119)
sdCDR3 VKSCYSDGYALWGS (SEQ ID NO:120)

aLyPD3 h790 sdAb

QVQLLESGGGLVQPGGSLRLSCAASGFTLDYYSIGWFRQAPGKEREGVSCISSSDGSTYY
ADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCATVKSCYVDGYILWGSWGQGTLVT
VSS (SEQ ID NO:121)

sdCDR1 GFTLDYYSIG (SEQ ID NO:122)
sdCDR2 CISSSDGSTYYADSVKG (SEQ ID NO:123)
SdCDR3 VKSCYVDGYILWGS (SEQ ID NO:124)
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Figure 5H

aLyPD3 H804 sdAb

QVQLLESGGGLVQPGGSLRLSCAASGFTLDYYAIGWFRQAPGKEHEGVSCISSSDGSTYYADSVKGRFTI
SRDNSKNTLYLOMNSLRAEDTAVYYCATVRSCASPYELGSWGQGTLVTVSS (SEQ ID NO:125)

sdCDR1 GFTLDYYAIG (SEQ ID NO:126)
sdCDR2 CISSSDGSTYYADSVKG (SEQ ID NO:127)
SAdCDR3 VRSCASPYELGS (SEQ ID NO:128)

aLyPD h773 sdAb (Pro929)

QVOLVESGGGLVQPGGSLRLSCAASGRSFSSYGMGWFRQAPGKEREIVAAISWGGSAVYYANSVKGR
FTISRDNSKNTLYLQMNSLRAEDTAVYYCAANRQGRALVRKEFYDYWGQGTLVTVSS (SEQ ID
NO:129)

sdCDR1 GRSFSSYGMG (SEQ ID NO:130)

sdCDR2 AISWGGSAVYYANSVKG (SEQ ID NO:131)

sdCDR3 NRQGRALVRKEFYDY (SEQ ID NO:132)

aLyPD3 h840 sdAb (Pro980)

QVQLLESGGGKVQPGGSLRLSCVVSGDTSSIYLMGWYRQTPGKQRELVAHIRGNGRTNYADSVKGRF
TISRDNSKNTLYLOMNSLRAEDTAVYYCNVRNFWGSAEYWGQGTLVTVSS (SEQ ID NO:133)

sdCDR1 GDTSSIYLMG (SEQ ID NO:134)
sdCDR2 HIRGNGRTNYADSVKG (SEQ ID NO:135)
sdCDR3 RNFWGSAEY (SEQ ID NO:136)

aLyPD3 h885 sdAb (Pro981)

QVQLLESGGGLVQPGGSLRLSCVASRGTFSRYSMGWFRQAPGKEREFVGRISWSGDMTYYADSVKGR
FTISRDNSKNTLYLQMNSLRAEDTAVYYCAASTLGYVWNHPNMYGYWGHGTLVTVSS (SEQ ID
NO:137)

sdCDR1 RGTFSRYSMG (SEQ ID NO:138)

sdCDR2 RISWSGDMTYYADSVKG (SEQ D NO:139)

sdCDR3 STLGYVWNHPNMYGY (SEQ D NO:140)

aHer-2 1054 sdAb

QVQLQESGGGLVQAGGSLILSCAASGRTFSNYAMGWFRQAPGKEREFVAAINWSGTHTDYADSVKG
RFTISRDNVKRTVYLOMNSLKPEDTATYFCSRGWSVFDPDYRGQGTQVTVSS(SEQ ID NO:141)

sdCDR1 GRTFSNYAMG (SEQ ID NO:142)

sdCDR2 AINWSGTHTDYADSVKG (SEQ ID NO:143)
sdCDR3 GWSVEDPDY (SEQ ID NO:144)
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Figure 5|

aHer-2 1055 sdAb
QVQLQESGGGLVQPGGSLRLTCEVSGRAISSYAISWFRQAPGEEREFVAAINWSGTHTNYADSVKGRF
TISRDNVKNTVYLQMNSLKPEDTATYFCSRGWSVFDPDYRGQGTQVTVSS (SEQ ID NO:145)
sdCDR1 GRAISSYAIS (SEQ ID NO:146)

sdCDR2 AINWSGTHTNYADSVKG (SEQ ID NO:147)

sdCDR3 GWSVFDPDYR (SEQ ID NO:148)

aHer-2 1058 sdAb
QVQLQESGGGLVQPGGSLRLTCAASGRAISSYAISWFRQAPGEEREFVAAINWSGTHTNYADSVKGRF
TISRDNVKNTVYLQMNSLKPEDTATYFCSRGWSVFDPDYRGQGTQVTVSS (SEQ ID NO:149)
sdCDR1 GRAISSYAIS (SEQ ID NO:150)

sdCDR2 AINWSGTHTNYADSVKG (SEQ ID NO:151)

sdCDR3 GWSVFDPDY (SEQ ID NO:152)

aHer-2 1059 sdAb
QVQLQESGGGLVQPGGSLRLTCAASGRAISSYAISWFRQAPGEEREFVAAINWSGTHTDYADSVKGRF
TISRDNAKNTVYLQMNSLKPEDTAVYFCSRGWSVFDPDYRGQGTQVTVSS (SEQ ID NO:153)
sdCDR1 GRAISSYAIS (SEQ ID NO:154)

sdCDR2 AINWSGTHTDYADSVKG (SEQ ID NO:155)
sdCDR3 GWSVFDPDY (SEQ ID NO:156)

aHer-2 1065 sdAb
QVQLQESGGGLVQPGGSLRLTCEVSGRAISSYAISWFRQAPGEEREFVAAINWSGTHTNYADSVKGRF
TISRDNVKRTVYLQMNSLKPEDTATYFCSRGWSVFEDPDYRGQGTQVTVSS (SEQ ID NO:157)
sdCDR1 GRAISSYAIS (SEQ ID NO:158)

sdCDR2 AINWSGTHTNYADSVKG (SEQ ID NO:159)

sdCDR3 GWSVFDPDY (SEQ ID NO:160)

aHer-2 1090 sdAb

QVQLQESGGGLVQTGGSLRLTCEVSGRAISSYAISWFRQAPGEEREFVAAINWSGTHTNYADSVKGRF
TISRDNVKNTVYLQMNSLKPEDTATYFCSRGWSLFDPDYRGQGTQVTVSS (SEQ ID NO:161)
sdCDR1 GRAISSYAIS (SEQ ID NO:162)

sdCDR2 AINWSGTHTNYADSVKG (SEQ ID NO:163)

sdCDR3 GWSLFDPDY (SEQ ID NO:164)
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Figure 5J

aHer-2 1091 sdAb
QVQLQESGGGLVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSSINWSGTHTDYADSVKG
RFTISRDNAKNTLYLQMNSLKSEDSAVYYCVKGWRLTGGYYDSVQGQGTQVTVSS (SEQ ID NO:165)
sdCDR1 GFTFDDYAMS (SEQ ID NO.166)

sdCDR2 SINWSGTHTDYADSVKG (SEQ ID NO:167)

sdCDR3 GWRLTGGYYDSV (SEQ ID NO:168)

aHer-2 1092 sdAb

QVQLQESGGGLVQAGASLRLSCAASGFTFDDYALSWVRQAPGKGLEWVSSINWSGTHTDYADSVKG
RFTISRDNAKNTLYLQMNSLKSEDSAVYYCVKGWRLTGGYYDSVQGQGTQVTVSS (SEQ ID NO:169)
sdCDR1 GFTFDDYALS (SEQ ID NO:170)

sdCDR2 SINWSGTHTDYADSVKG (SEQ ID NO:171)

sdCDR3 GWRLTGGYYDSV (SEQ ID NO:172)

aHer-2 1097 sdAb
QVQLQESGGGLV{:PGGSLRLSCAASGFIFDDYAMTWVRQAPGKGLEWVSSINWSGTHTDYADSVKG
RFTISRDNAKNTLYLQMNSLKSEDSAVYYCVKGWRHTDNYYAGVQGQGTQVTVSS (SEQ ID
NO:173)

sdCDR1 GFIFDDYAMT (SEQ ID NO:174)

sdCDR2 SINWSGTHTDYADSVKG (SEQ ID NO:175)
sdCDR3 GWRHTDNYYAGV (SEQ ID NO:176)

aHer-2 1118 sdAb

QVQLQESGGGLVQAGGSLRLSCAASGFTEDDYAMSWVRQTPGKGLEWVSSINWSGTHTNYADSVKG
RFTISRDNAKKTLYLQMNSLKSEDTAVYYCARGWMVVPDSTRGQGTQVTVSS (SEQ ID NO:177)
sdCDR1 GFTFDDYAMS (SEQ ID NO:178)

sdCDR2 SINWSGTHTNYADSVKG (SEQ ID NO:179)

sdCDR3 GWMVVPDST (SEQ ID NO:180)

aHer-2 1121 sdAb

QVQLQESGGGLYQAGGSLRLSCAASGFIFSDYAMTWVRQAPGKGLEWVSSINWSGTHTNYADSVKG
RFTISRDNAKKTLYLOMNSLKSEDTAVYYCARGWMVVPDSTRGQGTQVTVSS (SEQ ID NO:181)
sdCDR1 GFIFSDYAMT (SEQ ID NO:182)

sdCDR2 SINWSGTHTNYADSVKG (SEQ ID NO:183)

sdCDR3 GWMVVPDST (SEQ ID NO:184)
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Figure 5K

aHer-2 1134 sdAb

QVQLQESGGGLVQAGGSLRLSCAASGRIFSAAVMAWYRQPPGEQRELVASITHRGFTRYADSVKDRFT
ISRDNVNNTMYLQMNRLSPEDTAIYYCRLLNGDYWGQGTQVTVSS (SEQ ID NO:185)

sdCDR1 GRIFSAAVMA (SEQ ID NO:186)

sdCDR2 SITHRGFTRYADSVKD (SEQ ID NO:187)

sdCDR3 LNGDY (SEQ ID NO:188)

aHer-2 1138 sdAb

QVQLQESGGGLYQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKEMEWVSGINWSGTHTRYADSVK
GRFTISRDNAKNTLDLQMNSLISEDTAVYYCARGFAADSRSTRGQGTQVTVSS (SEQ ID NO:189)
sdCDR1 GFTFDDYAMS (SEQ ID NO:190)

sdCDR2 GINWSGTHTRYADSVKG (SEQ ID NO:191)

sdCDR3 GFAADSRST (SEQ ID NO:192)

aHer-2 1139 sdAb
QVQLQESGGGLVQPGGSLRLSCAASGFTFDDYAMSWIRQAPGKEMEWVSGINWSGTHTRYADSVK
GRFTISRDNAKNTLDLQMNSLISEDTAVYYCARGFAADSRSTRGQGTQVTVSS (SEQ ID NO:193)
sdCDR1 GFTFDDYAMS (SEQ ID NO:194)

sdCDR2 GINWSGTHTRYADSVKG (SEQ ID NO:195)

sdCDR3 GFAADSRST (SEQ ID NO:196)

aHer-2 1140 sdAb

QVQLQESGGGLVQPGGSLRLSCVASGFTFDDYAMSWVRQAPGKEMEWVSGINWSGTHTRYADSVK
GRFTISRDNAKNTLDLQMNSLISEDTAVYYCARGFAADSRSTRGQGTQVTVSS (SEQ ID NO:197)
sdCDR1 GFTFDDYAMS (SEQ ID NO:198)

sdCDR2 GINWSGTHTRYADSVKG (SEQ ID NO:199)

sdCDR3 GFAADSRST (SEQ ID NO:200)

aHer-2 1145 sdAb
QVQLQESGGGLVQAGGSLRLSCAASGRIFKNYPMGWFRQPPGKDREFVAAITSSGGTTHYRDSVKGR
FTISRDNAKNTVYLQMNSLKPDDTAVYYCAGSSTPWDIPLGPNEVGYWGQGTQVTVSS (SEQ ID
NO:201)

sdCDR1 GRIFKNYPMG (SEQ ID NO:202)

sdCDR2 AITSSGGTTHYRDSVKG (SEQ ID NO:203)
sdCDR3 SSTPWDIPLGPNEVGY (SEQ ID NO:204)
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Figure 5L

aHer-2 1146 sdAb

QVQLQESGGGLVQAGGSLRLSCAASGRIFKNYPMGWFRQPPGKDREFVAAITSSGGTTPYRDSVKGRF

TISRDNAKNTVYLQMNSLKPEDTAVYYCAGSSTPWDIPLGPNEVGFWGQGTQVTVSS (SEQ ID
NO:205)
sdCDR1 GRIFKNYPMG (SEQ ID NO:206)

sdCDR2 AITSSGGTTPYRDSVKG (SEQ ID NO:207)
sdCDR3 SSTPWDIPLGPNEVGF (SEQ ID NO:208)

aHer-2 1149 sdAb
QVQLQESGGGLVQAGGSLRLSCVYASGNIFGFNVMGWYRQVPGKQRELVAISTGGRSTDYADSAKGRF
TISRNNAKDTVYLQMNSLKPEDTAVYYCKMTMASSDYWGQGTQVTVSS (SEQ ID NO:209)
sdCDR1 GNIFGFNVMG (SEQ ID NO:210)

sdCDR2 ISTGGRSTDYADSAKG (SEQ ID NO:211)

sdCDR3 TMASSDY (SEQ ID NO:212)

aHer-2 1150 sdAb

QVQLQESGGGLVQAGGSLRLSCVASGNIFGFNVMGWYRQVPGKQRELVAISTGGGSTNYADSAKGRF
TVSRNNAKDTVYLOMNSLKPEDTAVYYCKMTMASVDYWGQGTQVTVSS (SEQ ID NO:213)
sdCDR1 GNIFGENVMG (SEQ ID NO:214)

SdCDR2 ISTGGGSTNYADSAKG (SEQ ID NO:215)

sdCDR3 TMASVDY (SEQ ID NO:216)

aHer-2 1156 sdAb
QVQLQESGGGLVQAGGSLKVSCAASRNIGSNYAVGWFRQAPGKEREPVAALRWTGSIIGYDDSLRGR
FTISKDDAKNTVYLQMNSLKPEDTGVYYCAARILDRSSYDYWGQGTQVTVSS (SEQ ID NO:217)
sdCDR1 RNIGSNYAVG (SEQ ID NO:218)

sdCDR2 ALRWTGSIIGYDDSLRG (SEQ ID NO:219)

$dCDR3 RILDRSSYDY (SEQ ID NO:220)

aHer-2 1158 sdAb
QVQLQESGGGLVQAGGSLRLSCTASGRTFSSYAMGWFRQAPEKEREFVAAITWSGGTTHYAESVKGR
FTISRDNAKNTVYLOQMNTLEPEDTAVYYCAARINYSTISSNEKMYHYWGQGTQVTVSS (SEQ ID
NO:221)

sdCDR1 GRTFSSYAMG (SEQ ID NO:222)

sdCDR2 AITWSGGTTHYAESVKG (SEQ ID NO:223)

SdCDR3 RINYSTISSNEKMYHY (SEQ ID NO:224)
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Figure 5M

aHer-2 1159 sdAb
QVQOLQESGGGLVQAGGSLRLSCATSGRTFSSLAMGWFR{:APGKERELVAGISWSGSTTYYADSVKGR
FAISRDNAKNTVYLOMNSLKPEDTAVYYCAARTSSIATIGREYDYWGQGTQVTVSS (SEQ ID
NO:225)

sdCDR1 GRTFSSLAMG (SEQ ID NO:226)

sdCDR2 GISWSGSTTYYADSVKG (SEQ ID NO:227)
sdCDR3 RTSSIATIGREYDY (SEQ ID NO:228)

aHer-2 1160 sdAb

QVQOLQESGGGLVQAGGSLRLSCAASGRTFSNERLGWFRQAPGKERELVAAIRWSGVIIGYADSVRGRF
TISRDNAKSTVYLGMNSLRPEDTAVYFCAADRGVYGTWDYWGQGTQVTVSS (SEQ ID NO:229)
sdCDR1 GRTFSNERLG (SEQ ID NO:230)

sdCDR2 AIRWSGVIIGYADSVRG (SEQ ID NO:231)

sdCDR3 DRGVYGTWDY (SEQ ID NO:232)

aHer-2 1161 sdAb
QVQLQESGGGLVQPGKSLRLSCAVSGDIFGTYGMAWYRQAPGKQREPVASISIGGIINYADSVKGRFTI
SRDNVKNTVYLOMNSLKPEDTAVYYCKLLDWNYWGRGTQVTVSS (SEQ ID NO:233)

sdCDR1 GDIFGTYGMA (SEQ ID NO:234)

sdCDR2 SISIGGIINYADSVKG (SEQ ID NO:235)

sdCDR3 LDWNY (SEQ ID NO:236)

aHer-2 1162 sdAb
QVQLQESGGGLVQAGGSLRLSCAASGRPFSGNAMGWFRQAPGKEREFVAAISWSGDSTYYADSVKG
RFTISRDNDENTAYLQMNSLKPEDTAVYYCAATRSFYSRTYYTRPSDYNYWGPGTQVTVSS (SEQ ID
NO:237)

sdCDR1 GRPFSGNAMG (SEQ ID NO:238)

sdCDR2 AISWSGDSTYYADSVKG (SEQ ID NO:239)

sdCDR3 TRSFYSRTYYTRPSDYNY (SEQ ID NO:240)

aHer-2 1163 sdAb
QVQLQESGGGLVQAGGSLRLSCAASGRRFNNYFMGWFRQAPGKEREFVALLRESGDNTYYTNSVKGR
FTISRDNARNTVYLQMNSLKPEDTAVYYCAARLDTGFVLYSANSYAYWGQGTQVTVSS (SEQ ID
NO:241)

sdCDR1 GRRENNYFMG (SEQ ID NO:242)

sdCDR2 LLRESGDNTYYTNSVKG (SEQ ID NO:243)
sdCDR3 RLDTGFVLYSANSYAY (SEQ ID NO:244)
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Figure 6

aHSA half-life extension domain (aHSA (10GE))

EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTL
YAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSS (SEQ ID
NO:245)

sdCDR1 GFTFSKFGMS (SEQ ID NO:246)
sdCDR2 SISGSGRDTLYAESVKG (SEQ ID NO:247)
sdCDR3 GGSLSV (SEQ ID NO:248)

aHSA half-life extension domain with His tag

EVOLVESGGGLVQPGNSLRLSCAASGFTESKFGMSWVRQAPGKGLEWVSSISGSGRDTL
YAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSS/HHHHH
H (SEQ ID NO:249)

sdCDR1 GFTFSKFGMS (SEQ ID NO:250)
sdCDR2 SISGSGRDTLYAESVKG (SEQ ID NO:251)
sdCDR3 GGSLSV (SEQ ID NO:252)
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Figure 7A

aCD3 scFv domains

aCD3 V|,

QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGT
PARFSGSLLGGKAALTLSGVQPEDEAEYYCILWYSNRWVFGGGTKLTVL (SEQ ID
NO:254)

aVLCDR1 ASSTGAVTSGNYPN (SEQ ID NO:255)
aVLsdCDR2 GTKFLVP (SEQ ID NO:256)
aVLsdCDR3 TLWYSNRWYV (SEQ ID NO:257)

aCD3 Vi

QTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDK
GTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL (SEQ ID
NO:258)

iVLCDR1 GSSTGAVTSGNYPN (SEQ ID NO:259)
iVLsdCDR2 DYKDDDDK (SEQ ID NO:260)
iVLsdCDR3 VLWYSNRWV (SEQ ID NO:261)

aCD3 Vii;

QTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKDDAPG
TPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL (SEQ ID
NO:262)

iVLCDR1 GSSTGAVTSGNYPN (SEQ ID NO:263)
iVLsdCDR2 GTKDDAP (SEQ ID NO:264)
iVLsdCDR3 VLWYSNRWYV (SEQ ID NO:265)

aCD3 Vi,GL

QTVWTQEPSLTVSPGGTVTLTCGSSTGAVTSGHYPNWVQQKPGQAPRGLIGG TSNKHSW
TPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWGSRRWVFGGGTKLTVL (SEQ ID
NO:266)

aViiGLCDR1 GSSTGAVTSGHYPN (SEQ ID NO:267)
aViGLCDR2 GTSNKHS (SEQ ID NO:268)
aViGLCDR3 VLWGSRRWV (SEQ ID NO:269)
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Figure 7B

aCD3 Vy

EVQLVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYAT
YYADQVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTL
VTVSS (SEQ ID NO:270)

aVHCDR1 GFTENKYAIN (SEQ ID NO:271)
aVHsdCDR2 RIRSKYNNYATYYADQVKD (SEQ ID NO:272)
aVHsdCDR3 HANFGNSYISYWAY (SEQ ID NO:273)

aCD3 VHi

EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYDYKD
DDDKADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQ
GTLVTVSS (SEQ ID NO:274)

iVHsdCDR1 GFTFNKYAMN (SEQ ID NO:275)
iVHsdCDR2 RIRSKYDYKDDDDKADSVKD (SEQ ID NO:276)
iVHsdCDR3 HGNFGNSYISYWAY (SEQ ID NO:277)

aCD3 Vui

EVQLVESGGGLVQPGGSLKLSCAASGFTENKHAMNWVRQAPGKGLEWVARIRSKYNNYA
TAYADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQGT
LVTVSS (SEQ ID NO:278)

iVHsdCDR1 GFTFNKHAMN (SEQ ID NO:279)
iVHsdCDR2 RIRSKYNNYATAYADSVKD (SEQ ID NO:280)
iVHsdCDR3 HGNFGNSYISYWAY (SEQ ID NO:281)

aCD3 VHiGL4
EVQLVESGGGLVQPGGSLKLSCAASGFTFSGYAMNWVRQAPGKGLEWVARIRSKANSYA
TEYAASVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNAGNSAISYWAYWGQG
TLVTVSS (SEQID NO:282)

aVHIGL4CDR1 GFTFSGYAMN (SEQ ID NO:283)
aVHIGL4CDR2 RIRSKANSYATEYAASVKD (SEQ ID NO:284)
aVHIGL4CDR3 HGNAGNSAISYWAY (SEQ ID NO:285)

aCD3 scFv linkers

Normal/Non-cleavable linker
GGGGSGGGGSGGGGS (SEQ ID NO:286)

Constrained linker

GGGSGGGS (SEQ ID NO:287)
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Figure 8A

Cleavable Linkers (Recognition site in bold, cleavage site marked with*/”)

MMP 2/9

GPAG/MKGL (SEQ ID NO:339)
SGGPGPAG/MKGLPGS (SEQ ID NO:340)
SGGGPGPAG/MKGLPGGS (SEQ ID NO:341)
Meprin A/B

GGGGKKLA/DEPEGGGS (SEQ ID NO:342)
SGGGKKLA/DEPEGGS (SEQ ID NO:343)
KKLA/DEPE (SEQ ID NO:344)

Meprin A/B (Variant, high efficiency)

GGGKFLA/DEPEGG (SEQ ID NO:345)
Cathepsin S, K, L
GGGARLQ/SAAPGGGS (SEQ ID NO:346)

SGGGARLQ/SAAPGGGS (SEQ ID NO:347)
ARLQ/SAAP (SEQ ID NO:348)

Meprin/Granzyme B

SGGGGVYADSLEDGGGGS (SEQ ID NO:349)
GVYADSLEDG (SEQ ID NO:350
Matriptase/uPA (MS)

GGGSLSGR/SDNHGGGS (SEQ ID NO:351)
GLSGR/SDNHG (SEQ ID NO:352)
Matriptase (MV)

SGGGSFTRIQARVVGGGS (SEQ ID NO:353)
SFTR/IQARVV (SEQ ID NO:354)
CathepsinS/MMP9/Meprin A
ARLQ/SAAPAG/LKGA (SEQ ID NO:355)

GARLQ/SAAPAG/LKGAG (SEQ ID NO:356)
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Figure 8B
MMP9 (Variant, high efficiency)

GGPGPAG/MHGLPG (SEQ ID NO:357)
GSGGPGPAG/MHGLPGGS (SEQ ID NO:358)

MMP9 (Variant, low efficiency)
GGPGPAG/MEGLPG (SEQ ID NO:359)

MMP9-15 (K>E)
SGGPGPAG/MEGLPGS (SEQ ID NO:360)

MMP9-15 (M>P)
SGGPGPAG/PKGLPGS (SEQ ID NO:361)

Cleavable Linkers (Recognition site in bold, cleavage site marked with“/”)

Thrombin 1

GGGGLVPR/GSLGGGGS (SEQ ID NO:362)
Thrombin 2

SSGGGMPR/SFRGGGS (SEQ ID NO:363)
Enterokinase/Flag
GGGGDYKDDDDK/GGGS (SEQ ID NO:364)
KLK7-6

SGGGQNPY/SAGRGGGS (SEQ ID NO:365)
KLK7-13

SGGGANPY/SAGGGSGG (SEQ ID NO:366)
KLK7-11

SGGGRNVY/SAGGGSGG (SEQ ID NO:367)
KLK7-10

SGGGQNTWI/SAGKGGGS (SEQ ID NO:368)
uPA

GGGSHTGR/SAYFGGGS (SEQ ID NO:369)
MMP9-2

SGGPGPAG/LKGAPGS (SEQ ID NO:370)
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Figure 8C
Protease Cleavage domain sequence | SEQ ID NO:
MMP7 KRALGLPG 371
MMP7 (DE)sRPLALWRS(DR)s 372
MMP9 PR(S/T)(L/I)(S/T) 373
MMP9 LEATA 374
MMP11 GGAANLVRGG 375
MMP14 SGRIGFLRTA 376
MMP PLGLAG 532
MMP PLGLAX 533
MMP PLGC(ME)AG 534
MMP ESPAYYTA 535
MMP RLQLKL 377
MMP RLQLKAC 378
MMP2, MMP9, MMP14 EP(CIT)G(HOF)YL 379
Urokinase plasminogen activator (upa) | SGRSA 380
Urokinase plasminogen activator (upa) DAFK 381
Urokinase plasminogen activator (upa) GGGRR 382
Lysosomal enzyme GFLG 383
Lysosomal enzyme ALAL 384
Lysosomal enzyme FK 385
Cathepsin B NLL 386
Cathepsin D PIC(ET)FF 387
Cathepsin K GGPRGLPG 388
Prostate specific antigen HSSKLQ 389
Prostate specific antigen HSSKLQL 390
Prostate specific antigen HSSKLQEDA 391
Herpes simplex virus protease LVLASSSFGY 392
HIV protease GVSQNYPIVG 393
CMV protease GVVQASCRLA 394
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Figure 8D
Protease Cleavage domain sequence SEQ ID NO:
Thrombin F(PIP)RS 395
Thrombin DPRSFL 396
Thrombin PPRSFL 397
Caspase-3 DEVD 398
Caspase-3 DEVDP 399
Caspase-3 KGSGDVEG 400
Interleukin 1B converting enzyme GWEHDG 401
Enterokinase EDDDDKA 402
Fap KQEQNPGST 403
Kallikrein 2 GKAFRR 404
Plasmin DAFK 405
Plasmin DVLK 406
Plasmin DAFK 407
Top ALLLALL 408
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Figure 9A

Pro140 (Mono-specific with two aEGFR/D12, Two MMP9 linkers) Format 1

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGR
FTISRDNAKNTVDLQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSGGGS/E
VQLVESGGGLVQPGGSLKLSCAASGFTENKYAINWVROAPGKGLEWVARIRSKYNNYATYYADQVKD
RFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GPAGMKGL/Q
TVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLEESGGGSVQTGGSLR
LTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNTVDLOMNSL
KPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVS
PGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFT
FNKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOQMNNLKTEDT
AVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAAS
GFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVY
YCTIGGSLSVSSQGTLVTVSS (SEQ ID NO:409)

Pro140b (Mono-specific with two aEGFR/D12, Two Meprin linkers) Format 1

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGR
FTISRDNAKNTVDLQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSGGGS/E
VQLVESGGGLYQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKD
RFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/KKLADEPE/QT
VVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGG
KAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLEESGGGSVQTGGSLRLT
CAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNTVDLOMNSLKP
EDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSKKLADEPEGGGS/QTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGY
QPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTE
NKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTA
VYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAAS
GFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVY
YCTIGGSLSVSSQGTLVTVSS (SEQ ID NO:410)
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Figure 9B

Pro186 (Mono-specific with two aEGFR/D12, MMP9 linker) Format 2

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGR
FTISRDNAKNTVDLQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSGGGS/E
VQLVESGGGLVQPGGSLKLSCAASGFTENKYAINWVROAPGKGLEWVARIRSKYNNYATYYADQVKD
RFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/Q
TVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLEESGGGSVQTGGSLR
LTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNTVDLOMNSL
KPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVS
PGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFT
FNKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOQMNNLKTEDT
AVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAAS
GFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVY
YCTIGGSLSVSSQGTLVTVSS (SEQ ID NO:411)

Pro187 (Mono-specific with two aEGFR/D12, Meprin linker) Format 2

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGR
FTISRDNAKNTVDLQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSGGGS/E
VQLVESGGGLVQPGGSLKLSCAASGFTENKYAINWVROQAPGKGLEWVARIRSKYNNYATYYADQVKD

RFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/Q
TVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLEESGGGSVQTGGSLR

LTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNTVDLOMNSL
KPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSKKLADEPEGGGS/QTVVTQEPSLTV

SPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFT

FNKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDT
AVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAAS
GFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOQMNSLRPEDTAVY
YCTIGGSLSVSSQGTLVTVSS (SEQ ID NO:412)
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Figure 9C

Pro225 (Mono-specific FL aB7H3 hF7 MMP9 linker) Format 2

QVQLQESGGGLVQPGGSLRLSCAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKGR
FTISRDNSKNTLYLOMNSLRAEDTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/GGGSGGGS/EV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRF
TISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQPGGSLRLS
CAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKGRFTISRDNSKNTLYLOQMNSLRAE
DTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPE
DEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKY
AMNWVYRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYC
VRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFS
KFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIG
GSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:413)

Pro226 (Mono-specific FL aB7H3 hF12 MMP9 linker) format 2

QVQLOESGGGLVQPGGSLRLSCEASPRTFSTYSMAWFRQAPGKERSFVAAINWSGGNTSYADSVKGRF
TISRDNSKNTLYLQMNSLRAEDTAVYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/GGGSGGGS/EVQL
VESGGGLVYQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTIS
RDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVT
QEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVYQPGGSLRLSCE
ASPRTFSTYSMAWFRQAPGKERSFVAAINWSGGNTSYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTA
VYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLT
CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEY
YCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNW
VROAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGN
FGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMS
WVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYCTIGGSLSYS
SQGTLVTVSS/HHHHHH (SEQ ID NO:414)
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Figure 9D

Pro233 (humanized Pro186, mono-specific with two aEGFR/D12, MMP9 linker) format 2

QVKLVESGGGVVRPGGSLTLSCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRF
TISRDNAKNSLYLQMNSLRAEDTALYYCAAAAGSAWYGTLYEYDYWGQGTLVTVSS/GGGSGGGS/EV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRF
TISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLVESGGGVVRPGGSLTLSC
AASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNSLYLQMNSLRAED
TALYYCAAAAGSAWYGTLYEYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGT
VTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPED
EAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYA
MNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVALVESGGGLVQPGNSLRLSCAASGFTFSK
FGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYCTIGG
SLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:415)

Pro311 (FL mono-specfic aFOLR1 h77.2 MMP9 linker) format 2

QVQLVESGGGLVQPGGSLRLSCAASGFTVSNSVMAWYRQTPGNEREFVAIINSIGITNYADSVKGRFTIS
RDNSKNTLYLQMNSLRAEDTAVYVCNRNFDRIYWGQGTLVTVSS/GGGSGGGS/EVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDDSKNTAYL
QMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEPSLTVSPG
GTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPED
EAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLVESGGGLVQPGGSLRLSCAASGFTVSNSV
MAWYRQTPGNEREFVAIINSIGITNYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYVCNRNFDRIY
WGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQ
QKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKL
TVL/GGGSGGGS/EVOLVESGGGLYQPGGSLKLSCAASGFTFNKYAMNWYRQAPGKGLEWVARIRSKY
DYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCYRHGNFGNSYISYWAYWGQGTLV
TVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAPGKGLEWVSSISG
SGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSS/HHHHHH
(SEQ ID NO:416)
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Figure 9E

Pro312 (FL mono-specfic aFOLR1 h59.3 MMP9 linker)

QVQLVESGGGLVQPGGSLRLSCAAPGNTFSISAMGWYRQAPGKQREWVAVTHSDYSTNYADSVKGRF
TISRDNSKNTLYLQMNSLRAEDTAVYYCKHYGIDYWGQGTLVTVSS/GGGSGGGS/EVQLVESGGGLVQ
PGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDDSKNTAY
LOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEPSLTVSPG
GTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPED
EAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLVESGGGLVQPGGSLRLSCAAPGNTFSISA
MGWYRQAPGKQREWVAVTHSDYSTNYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCKHYGI
DYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNW
VQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGG
TKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIR
SKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQG
TLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVYRQAPGKGLEWVSSI
SGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSS/HHHHHH
(SEQ ID NO:417)

Pro313 (FL mono-specfic aFOLR1 h22.4 MMP?9 linker) format 2

QVQLVESGGGLVQPGGSLRLSCEASGTTFSRDVMGWYRQAPGKQRELVAIISRGGSTNYADSVKGRFTI
SRDNSKNTLYLQMNSLRAEDTAVYYCNANTATWGRVFWGQGTLVTVSS/GGGSGGGS/EVQLVESGG
GLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDDSK
NTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEPSLT
VSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGY
QPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLVESGGGLVQPGGSLRLSCEASGTTFS
RDVMGWYRQAPGKQRELVAIISRGGSTNYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYYCNAN
TATWGRVFWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVNTQEPSLTVSPGGTVTLTCGSSTGAVTSG
NYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRW
VFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGLE
WVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWA
YWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAPGKG
LEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSS/
HHHHHH (SEQ ID NO:418)
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Figure 9F

Pro246 (FL haEGFR1/haEGFR2 hetero-specific COBRA MMP9 linker)

EVQLVESGGGLVQPGGSLRLSCAASGRTFSSYAMGWFRQAPGKEREFVVAINWSSGSTYYADSVKGRF
TISRDNSKNTLYLQMNSLRAEDTAVYYCAAGYQINSGNYNFKDYEYDYWGQGTLVTVSS/GGGSGGGS/
EVOLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKD
RFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/Q
TVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLVESGGGVVRPGGSLT
LSCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNSLYLOMNSLR
AEDTALYYCAAAAGSAWYGTLYEYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQ
PEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNK
YAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYY
CVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTF
SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIG
GSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:419)

Pro256 (FL haEpCAM VIB13/haEGFR1 hetero-specific COBRA MMP9 linker)

QVQLVESGGGLVQPGGSLTLSCAASGTGSIFSINLMGWYRQAPGKQRELVARITSGDSTVYADSVKGRF
TISRDNSKNTLYLQMNSLRPEDTAVYYCNLLLRSSPGATTPYWGQGTLVTVSS/GGGSGGGS/EVQLVES
GGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDD
SKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEP
SLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLVESGGGVVRPGGSLTLSCAASGR
TSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNSLYLOMNSLRAEDTALYY
CAAAAGSAWYGTLYEYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTC
GSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYY
CVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLYQPGGSLKLSCAASGFTFNKYAMNWY
RQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSW
VRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYCTIGGSLSVSSQ
GTLVTVSS/HHHHHH (SEQ ID NO:420)
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Figure 9G

Pro420 (FL aFOLR1 h77.2/haEGFR1 hetero-specific COBRA MMP9 linker)

QVQLVESGGGLYQPGGSLRLSCAASGFTVSNSVMAWYRQTPGNEREFVAIINSIGITNYADSVKGRFTIS
RDNSKNTLYLQMNSLRAEDTAVYVCNRNFDRIYWGQGTLVTVSS/GGGSGGGS/EVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDDSKNTAYL
QMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEPSLTVSPG
GTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLYPGTPARFSGSLLGGKAALTLSGVQPED
EAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLVESGGGVVRPGGSLTLSCAASGRTSRSYG
MGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNSLYLOQMNSLRAEDTALYYCAAAAG
SAWYGTLYEYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYS
NRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGK
GLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAP
GKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYCTIGGSLSYSSQGTLVT
VSS/HHHHHH (SEQ ID NO:421)

Pro421 (FL haEGFR1/aFOLR1 h77.2 hetero-specific COBRA MMP9 linker)

QVKLVESGGGVVRPGGSLTLSCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRF
TISRDNAKNSLYLQMNSLRAEDTALYYCAAAAGSAWYGTLYEYDYWGQGTLVTVSS/GGGSGGGS/EV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRF
TISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLVESGGGLVQPGGSLRLS
CAASGFTVSNSYMAWYRQTPGNEREFVAIINSIGITNYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTA
VYVCNRNFDRIYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYS
NRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWYRQAPGK
GLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAP
GKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVT
VSS/HHHHHH (SEQ ID NO:422)
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Figure 9H

Pro393 (Pro186, mono-specfic single target with two aEGFR/D12 COBRA S9 linker)

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRF
TISRDNAKNTVDLQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSGGGS/EV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRF
TISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLEESGGGSYQTGGSLRLTC
AASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNTVDLOMNSLKPE
DTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GARLQSAAPAGLKGAG/QTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQP
EDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKY
AMNWVYRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYC
VRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFS
KFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIG
GSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:423)

Pro394 (Pro186, mono-specfic single target with two aEGFR/D12 COBRA ST14{MV) linker)

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRF
TISRDNAKNTVDLQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSGGGS/EV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRF
TISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLEESGGGSYQTGGSLRLTC
AASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNTYDLOMNSLKPE
DTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSFTRQARVVGGGS/QTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQP
EDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKY
AMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYC
VRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFS
KFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIG
GSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:424)
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Figure 91

Pro395 (Pro186, mono-specfic single target with two aEGFR/D12 COBRA CathS linker)

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRF
TISRDNAKNTVDLQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSGGGS/EV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRF
TISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLEESGGGSYQTGGSLRLTC
AASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNTVDLOMNSLKPE
DTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSARLQSAAPGGGS/QTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQP
EDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKY
AMNWVYRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYC
VRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFS
KFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIG
GSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:425)

Pro396 (Pro186, mono-specfic single target with two aEGFR/D12 COBRA MMP9v linker)

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRF
TISRDNAKNTVDLQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSGGGS/EV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRF
TISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLEESGGGSYQTGGSLRLTC
AASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNTYDLOMNSLKPE
DTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GSGGPGPAGMHGLPGGS/QTVVTQEPSLTVS
PGGTVTLTCGSSTGAVTSGNYPNWVYQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGY
QPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTF
NKYAMNWVYRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAV
YYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLYQPGNSLRLSCAASGF
TFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYC
TIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:426)
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Figure 9J

Pro429 (Pro186, mono-specfic single target with two aEGFR/D12 COBRA
Meprin/GranzymeB linker)

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRF
TISRDNAKNTVDLQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSGGGS/EV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRF
TISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLEESGGGSVQTGGSLRLTC
AASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNTVYDLOMNSLKPE
DTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/SGGGVYADSLEDGGGS/QTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQP
EDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKY
AMNWVYRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYC
VRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFS
KFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYCTIG
GSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:427)

Pro430 (Pro186, mono-specfic single target with two aEGFR/D12 COBRA MMP9-2 linker)

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRF
TISRDNAKNTVDLQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSGGGS/EV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRF
TISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLEESGGGSVQTGGSLRLTC
AASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNTYDLOMNSLKPE
DTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/SGGPGPAGLKGAPGS/QTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVYQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPE
DEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKY
AMNWVYRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYC
VRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFS
KFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIG
GSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:428)
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Figure 9K

Pro431 (Pro186, mono-specfic single target with two aEGFR/D12 COBRA ST14(MS) linker)

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRF
TISRDNAKNTVDLQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSGGGS/EV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRF
TISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLEESGGGSVQTGGSLRLTC
AASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNTYDLOMNSLKPE
DTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSLSGRSDNHGGGS/QTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQP
EDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKY
AMNWVYRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYC
VRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFS
KFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIG
GSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:429)

Pro258 (Pro186, mono-specfic single target with two aEGFR/D12 COBRA with a single
aEGFR domain and a central aHSA domain)

QVKLVESGGGVVRPGGSLTLSCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRF
TISRDNAKNSLYLQMNSLRAEDTALYYCAAAAGSAWYGTLYEYDYWGQGTLVTVSS/GGGSGGGS/EV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRF
TISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/SGGPGPAGMKGLPGS/EVQLVESGGGLVQP
GNSLRLSCAASGFTFSKFGMSWYRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQM
NSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSS/GGGGSGGGS/QTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYS
NRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGK
GLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSS/HHHHHH (SEQ ID NO:430)
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Figure 9L

Pro221 (Pro186, mono-specific with two aEGFR/D12 COBRA, kallikrein 7-6 linker)

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRF
TISRDNAKNTVDLQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSGGGS/EV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRF
TISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLEESGGGSYQTGGSLRLTC
AASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNTVDLOMNSLKPE
DTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/SGGGQNPYSAGRGGGS/QTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQ
PEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNK
YAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYY
CVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTF
SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIG
GSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:431)

Pro222 (Pro186, mono-specific with two aEGFR/D12 COBRA, kallikrein 7-13 linker)

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRF
TISRDNAKNTVDLQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSGGGS/EV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRF
TISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQOKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLEESGGGSYQTGGSLRLTC
AASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNTYDLOMNSLKPE
DTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/SGGGQNPYSAGGGSGG/QTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQ
PEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLYQPGGSLKLSCAASGFTFNK
YAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYY
CVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVOLVESGGGLVQPGNSLRLSCAASGFTF
SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIG
GSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:432)
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Figure 9M

Pro223 (Pro186, mono-specific with two aEGFR/D12, kallikrein 7-11 linker)

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNA
KNTVDLQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSGGGS/EVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDDSKNTAYLQMNNLK
TEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEPSLTVSPGGTVTLTCASSTGAV
TSGNYPNWVQQOKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGG
TKLTVL/GGGSGGGS/QVKLEESGGGSVYQTGGSLRLTCAASGRTSRSYGMGW FRQAPGKEREFVSGISWRGDSTG
YADSVKGRFTISRDNAKNTVDLQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/SGGGRNVY
SAGGGSGG/QTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARF
SGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKL
SCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTED
TAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLYQPGNSLRLSCAASGFTFSK
FGMSWVRQAPGKGLEWVSSISGSGRDTLYAESYKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQ
GTLVTVSS/HHHHHH (SEQ ID NO:433)

Pro224 (Pro186, mono-specific with two aEGFR/D12, kallikrein 7-10 linker)

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNA
KNTVDLQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSGGGS/EVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDDSKNTAYLQMNNLK
TEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEPSLTVSPGGTVTLTCASSTGAV
TSGNYPNWVQQKPGQAPRGLIGGTKFLVYPGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGG
TKLTVL/GGGSGGGS/QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGW FRQAPGKEREFVSGISWRGDSTG
YADSVKGRFTISRDNAKNTVDLQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/SGGGANT
WSAGKGGGS/QTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPA
RFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSL
KLSCAASGFTFNKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKTE
DTAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFS
KFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSS
QGTLVTVSS/HHHHHH (SEQ ID NO:434)
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Figure 9N

Pro254 (Hetero-specific with aEGFR/hD12d and aEGFR/hG8, MMP3 linker)

QVKLVESGGGVVRPGGSLTLSCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRF
TISRDNAKNSLYLQMNSLRAEDTALYYCAAAAGSAWYGTLYEYDYWGQGTLVTVSS/GGGSGGGS/EV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRF
TISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLYESGGGLVQPGGSLRLSC
AASGRTFSSYAMGWFRQAPGKEREFVVAINWSSGSTYYADSVKGRFTISRDNSKNTLYLOQMNSLRAEDT
AVYYCAAGYQINSGNYNFKDYEYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQP
EDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKY
AMNWVYRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYC
VRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFS
KFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIG
GSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:435)

Pro255 (Hetero-specific with aEGFR/hD12d and aEpCAM hVIB12, MMP9 linker)

QVKLVESGGGVVRPGGSLTLSCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRF
TISRDNAKNSLYLQMNSLRAEDTALYYCAAAAGSAWYGTLYEYDYWGQGTLVTVSS/GGGSGGGS/EV

QLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRF

TISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK

AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLYESGGGLYQPGGSLTLS

CAASGTGSIFSINLMGWYRQAPGKQRELVARITSGDSTVYADSVKGRFTISRDNSKNTLYLOMNSLRPED
TAVYYCNLLLRSSPGATTPYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLT

CGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEY
YCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNW
VRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGN
FGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMS

WVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYCTIGGSLSVS

SQGTLVTVSS/HHHHHH (SEQ ID NO:436)
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Figure 90

Pro262 (mono-specific w/ two aEGFR/D12, NCL15 active domain linker, MMP9 linker)

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRF
TISRDNAKNTVDLQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSGGGS/EV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRF
TISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGGSG
GGGS/QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLYPGTPARF
SGSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLEESGGGSVQT
GGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNTVDLQ
MNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAA
SGFTFNKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKT
EDTAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSC
AASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDT
AVYYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:437)

Pro356 (mono-specific with one aEGFR/hG8, MMP9 linker)

EVQLVESGGGLVQPGGSLRLSCAASGRTFSSYAMGWFRQAPGKEREFVVAINWSSGSTYYADSVKGRF
TISRDNSKNTLYLOMNSLRAEDTAVYYCAAGYQINSGNYNFKDYEYDYWGQGTLVTVSS/GGGSGGGS/
EVOLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKD
RFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/Q
TVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/SGGPGPAGMKGLPGS/EVQLVESGGGLY
QPGNSLRLSCAASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQ
MNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSS/GGGGSGGGS/QTVVTQEPSLTVSPGGTVTLTCGSST
GAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVL
WYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQ
APGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGN
SYISYWAYWGQGTLVTVSS/HHHHHH (SEQ 1D NO:438)
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Figure 9P

Pro359 (mono-specific with one aB7H3/hF7, MMP9 linker)

QVQLQESGGGLVQPGGSLRLSCAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKGR
FTISRDNSKNTLYLOMNSLRAEDTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/GGGSGGGS/EV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRF
TISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/SGGPGPAGMKGLPGS/EVQLVESGGGLVQP
GNSLRLSCAASGFTFSKFGMSWYRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQM
NSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSS/GGGGSGGGS/QTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYS
NRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGK
GLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSS/HHHHHH (SEQ ID NO:439)

Pro364 {mono-specific with one aFOLR1/h59.3, MMP9 linker)

QVQLVESGGGLVQPGGSLRLSCAAPGNTFSISAMGWYRQAPGKQREWVAVTHSDYSTNYADSVKGRF
TISRDNSKNTLYLQMNSLRAEDTAVYYCKHYGIDYWGQGTLVTVSS/GGGSGGGS/EVQLVESGGGLYQ
PGGSLKLSCAASGFTFNKYAINWVYRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDDSKNTAY
LOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEPSLTVSPG
GTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLYPGTPARFSGSLLGGKAALTLSGVQPED
EAEYYCTLWYSNRWVFGGGTKLTVL/SGGPGPAGMKGLPGS/EVQLVESGGGLVQPGNSLRLSCAASG
FTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYY
CTIGGSLSYSSQGTLVTVSS/GGGGSGGGS/QTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVY
QQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVL/GGGSGGGS/EVQLVESGGGLYQPGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGLEWVARIRSK
YDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQGTL
VTVSS/HHHHHH (SEQ ID NO:440)
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Figure 9Q

Pro388 (Mono-specific with one aFOLR1/h77-2, MMP9 linker)

QVQLVESGGGLYQPGGSLRLSCAASGFTVSNSVMAWYRQTPGNEREFVAIINSIGITNYADSVKGRFTIS
RDNSKNTLYLQMNSLRAEDTAVYVCNRNFDRIYWGQGTLVTVSS/GGGSGGGS/EVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDDSKNTAYL
QMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEPSLTVSPG
GTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLYPGTPARFSGSLLGGKAALTLSGVQPED
EAEYYCTLWYSNRWVFGGGTKLTVL/SGGPGPAGMKGLPGS/EVQLVESGGGLVQPGNSLRLSCAASG
FTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYY
CTIGGSLSVSSQGTLVTVSS/GGGGSGGGS/QTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWYV
QQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTK
LTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGLEWVARIRSK
YDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQGTL
VTVSS/HHHHHH (SEQ ID NO:441)

Pro429 (Pro186, mono-specific with two aEGFR/D12, Meprin/GranzymeB linker)

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRF
TISRDNAKNTVDLOMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSGGGS/EV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRF
TISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLEESGGGSVQTGGSLRLTC
AASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNTYDLOMNSLKPE
DTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/SGGGVYADSLEDGGGS/QTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQP
EDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKY
AMNWYRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYC
VRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFS
KFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIG
GSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:442)
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Figure 9R

Pro430 (Pro186, mono-specific with two aEGFR/D12, MMP9-2 linker)

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRF
TISRDNAKNTVDLQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSGGGS/EV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRF
TISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLEESGGGSYQTGGSLRLTC
AASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNTVDLOMNSLKPE
DTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/SGGPGPAGLKGAPGS/QTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPE
DEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKY
AMNWVYRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYC
VRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFS
KFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIG
GSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:443)

Pro431 (Pro186, mono-specific with two aEGFR/D12, ST14{MS) linker)

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRF
TISRDNAKNTVDLQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSGGGS/EV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRF
TISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLEESGGGSYQTGGSLRLTC
AASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNTYDLOMNSLKPE
DTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSLSGRSDNHGGGS/QTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQP
EDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKY
AMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYC
VRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFS
KFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIG
GSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:444)
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Figure 95

Pro432 (Hetero-specific with aEpCAM/hVIB13 and aEGFR/hG8, MMP3 linker)

QVQLVESGGGLYQPGGSLTLSCAASGTGSIFSINLMGWYRQAPGKQRELVARITSGDSTVYADSVKGRF
TISRDNSKNTLYLQMNSLRPEDTAVYYCNLLLRSSPGATTPYWGQGTLVTVSS/GGGSGGGS/EVQLVES
GGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDD
SKNTAYLOQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEP
SLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLRLSCAASGR
TFSSYAMGWFRQAPGKEREFVVAINWSSGSTYYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYC
AAGYQINSGNYNFKDYEYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTL
TCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAE
YYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMN
WVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRH
GNFGNSYISYWAYWGQGTLYTVSS/GGGGSGGGS/EVQLVESGGGLYQPGNSLRLSCAASGFTFSKFG
MSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYCTIGGSLS
VSSQGTLVTVSS/HHHHHH (SEQ ID NO:445)

Pro448 (Hetero-specific with aFOLR1/h77-2, aEGFR/hD12, MMP9 linker, VH-VLi
HemiCOBRA)

QVQLVESGGGLYQPGGSLRLSCAASGFTVSNSVMAWYRQTPGNEREFVAIINSIGITNYADSVKGRFTIS
RDNSKNTLYLQMNSLRAEDTAVYVCNRNFDRIYWGQGTLVTVSS/GGGGSGGGS/QVKLVESGGGVYV

RPGGSLTLSCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNSLYL
QMNSLRAEDTALYYCAAAAGSAWYGTLYEYDYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLYQ
PGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDDSKNTAY

LQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSC

AASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDT
AVYYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:446)
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Figure 9T

Pro449 (Hetero-specific with aEGFR/hD12, aFOLR1/h77-2, MMP9 linker, VH-VLi
HemiCOBRA)

QVKLVESGGGVVRPGGSLTLSCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRF
TISRDNAKNSLYLQMNSLRAEDTALYYCAAAAGSAWYGTLYEYDYWGQGTLVTVSS/GGGGSGGGS/Q
VQLVESGGGLVQPGGSLRLSCAASGFTVSNSVMAWYRQTPGNEREFVAIINSIGITNYADSVKGRFTISR
DNSKNTLYLOMNSLRAEDTAVYVCNRNFDRIYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQP
GGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDDSKNTAYL
QMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCA
ASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTA
VYYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:447)

Pro450 {Hetero-specific with aFOLR1/h77-2, aEGFR/hD12, MMP9 linker, VL-VHi
HemiCOBRA)

QVQLVESGGGLVYQPGGSLRLSCAASGFTVSNSVMAWYRQTPGNEREFVAIINSIGITNYADSVKGRFTIS
RDNSKNTLYLQMNSLRAEDTAVYVCNRNFDRIYWGQGTLVTVSS/GGGGSGGGS/QVKLVESGGGVYV

RPGGSLTLSCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNSLYL

QMNSLRAEDTALYYCAAAAGSAWYGTLYEYDYWGQGTLVTVSS/GGGGSGGGS/QTVVTQEPSLTVSP
GGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLYPGTPARFSGSLLGGKAALTLSGVQPE
DEAEYYCTLWYSNRWVFGGGTKLTVL/SGGPGPAGMKGLPGS/EVQLVESGGGLVQPGGSLKLSCAAS
GFTFNKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTE
DTAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCA
ASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTA

VYYCTIGGSLSYSSQGTLVTVSS/HHHHHH (SEQ ID NO:448)
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Figure 9U

Pro451 (Hetero-specific with aEGFR/hD12, aFOLR1/h77-2, MMP9 linker, VL-VHi
HemiCOBRA)

QVKLVESGGGVVRPGGSLTLSCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRF
TISRDNAKNSLYLQMNSLRAEDTALYYCAAAAGSAWYGTLYEYDYWGQGTLVTVSS/GGGGSGGGS/Q
VQLVESGGGLVQPGGSLRLSCAASGFTVSNSVMAWYRQTPGNEREFVAIINSIGITNYADSVKGRFTISR

DNSKNTLYLOMNSLRAEDTAVYVCNRNFDRIYWGQGTLVTVSS/GGGGSGGGS/QTVVTQEPSLTVSP

GGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLYPGTPARFSGSLLGGKAALTLSGVQPE
DEAEYYCTLWYSNRWVFGGGTKLTVL/SGGPGPAGMKGLPGS/EVQLVESGGGLVQPGGSLKLSCAAS
GFTFNKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTE
DTAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCA
ASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTA

VYYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:449)

Pro479 {Hetero-specific, one target, two epitopes, haB7H3/F7 and haB7H3/F12, MMP9
linker)

QVQLQESGGGLVQPGGSLRLSCAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKGR
FTISRDNSKNTLYLOQMNSLRAEDTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/GGGSGGGS/EV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRF
TISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQPGGSLRLS
CEASPRTFSTYSMAWFRQAPGKERSFVAAINWSGGNTSYADSVKGRFTISRDNSKNTLYLOMNSLRAED
TAVYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVT
LTCGSSTGAVTSGNYPNWVYQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEA
EYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLYQPGGSLKLSCAASGFTFNKYAMN
WVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRH
GNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLYQPGNSLRLSCAASGFTFSKFG
MSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLS
VSSQGTLVTVSS/HHHHHH (SEQ ID NO:450)
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Figure 9V

Pro480 (Hetero-specific, one target, two epitopes, haB7H3/F12 and haB7H3/F7, MMP9
linker)

QVQLQESGGGLVQPGGSLRLSCEASPRTFSTYSMAWFRQAPGKERSFVAAINWSGGNTSYADSVKGRF
TISRDNSKNTLYLQMNSLRAEDTAVYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/GGGSGGGS/EVQL
VESGGGLYQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTIS
RDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVT
QEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLYQPGGSLRLSCA
PSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKGRFTISRDNSKNTLYLOMNSLRAEDT
AVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTV
TLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDE
AEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAM
NWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLYQPGNSLRLSCAASGFTFSKF
GMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGS
LSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:451)

Pro495 (Mono-specific with two haB7H3/F7, MMP9 linker, VIi2-Vhi2)

QVQLQESGGGLVQPGGSLRLSCAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKGR
FTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/GGGSGGGS/EV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRF
TISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQOKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQPGGSLRLS
CAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKGRFTISRDNSKNTLYLOMNSLRAE
DTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKDDAPGTPARFSGSLLGGKAALTLSGVQPED
EAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKHA
MNWVRQAPGKGLEWVARIRSKYNNYATAYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKF
GMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGS
LSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:452)
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Figure 10A

Pro601

aB7H3 hF7 sdAb - aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) - aB7H3 hF7 sdAb

— MMP9-15 - aCD3VIi2 -NCL-8 - aCD3Vhi2 — aHSA (10GE) - His6
QVQLQESGGGLYQPGGSLRLSCAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKG
RFTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/GGGSGGGS/
EVOLVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQPGGS
LRLSCAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKGRFTISRDNSKNTLYLQMNS
LRAEDTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTV
SPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKDDAPGTPARFSGSLLGGKAALTLSGV
QPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTF
NKHAMNWVRQAPGKGLEWVARIRSKYNNYATAYADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAV
YYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGF
TFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYC
TIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:522)

Pro602

aB7H3 hF12 sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) - aB7H3 hF12 sdAb
— MMP9-15 - aCD3VIi2 -NCL-8 - aCD3Vhi2 — aHSA (10GE) - His6

QVQLQESGGGLVQPGGSLRLSCEASPRTFSTYSMAWFRQAPGKERSFVAAINWSGGNTSYADSVKGR
FTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/GGGSGGGS/EVQ
LVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFT
ISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQPGGSLRLS
CEASPRTFSTYSMAWFRQAPGKERSFVAAINWSGGNTSYADSVKGRFTISRDNSKNTLYLOMNSLRAE
DTAVYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGT
VTLTCGSSTGAVTSGNYPNWVQQOKPGQAPRGLIGGTKDDAPGTPARFSGSLLGGKAALTLSGVQPEDE
AEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKHA
MNWVRQAPGKGLEWVARIRSKYNNYATAYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCV
RHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSK
FGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYCTIGG
SLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:523)
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Figure 10B

\'E]

aB7H3 hF7 sdAb - aCD3 Vh (2B2) — NCL-8 - aCD3VI (2B2) - aB7H3 hF12 sdAb
- MMP9-15 - aCD3VIi2 -NCL-8 - aCD3Vhi2 — aHSA (10GE) - His6

QVQLQESGGGLVQPGGSLRLSCAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKG

RFTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/GGGSGGGS/

EVQLVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVK

DRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQPGGS

LRLSCEASPRTFSTYSMAWFRQAPGKERSFVAAINWSGGNTSYADSVKGRFTISRDNSKNTLYLQMNS

LRAEDTAVYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKDDAPGTPARFSGSLLGGKAALTLSGVQ

PEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTEN

KHAMNWVRQAPGKGLEWVARIRSKYNNYATAYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVY
YCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFT
FSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCT
IGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:524)

va
aB7H3 hF12 sdAb - aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) - aB7H3 hF7 sdAb
— MMP9-15 - aCD3VIli2 —NCL-8 - aCD3Vhi2 — aHSA (10GE) - His6

QVQLQESGGGLVQPGGSLRLSCEASPRTFSTYSMAWFRQAPGKERSFVAAINWSGGNTSYADSVKGR
FTISRDNSKNTLYLOMNSLRAEDTAVYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/GGGSGGGS/EVQ
LVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFT
ISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQOKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLYQPGGSLRLS
CAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKGRFTISRDNSKNTLYLQMNSLRA
EDTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKDDAPGTPARFSGSLLGGKAALTLSGVQPE
DEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTENKH
AMNWVRQAPGKGLEWVARIRSKYNNYATAYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYC
VRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTES
KFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYCTIG
GSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:525)
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Figure 10C

Pro664
aB7H3 hF12 (S59Y) sdAb — aCD3 Vh {2B2) — NCL-8 — aCD3VI {2B2) - aB7H3 hF12 sdAb
— MMP9-15 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA {10GE) - His6

QVQLQESGGGLVQPGGSLRLSCEASPRTESTYSMAWFRQAPGKERSFVAAINWSGGNTYYADSVKGR
FTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/GGGSGGGS/EVQ
LVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFT
ISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQPGGSLRLS
CEASPRTFSTYSMAWFRQAPGKERSFVAAINWSGGNTYYADSVKGRFTISRDNSKNTLYLOMNSLRAE
DTAVYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGT
VTLTCGSSTGAVTSGNYPNWVQQOKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPE
DEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTENKY
AMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYY
CVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTF
SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTI
GGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:526)

Pro665
aB7H3 hF12 (N57Q) sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI {2B2) - aB7H3 hF12 sdAb
— MMP9-15 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLQESGGGLVQPGGSLRLSCEASPRTESTYSMAWFRQAPGKERSFVAAINWSGGQTSYADSVKGR
FTISRDNSKNTLYLOQMNSLRAEDTAVYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/GGGSGGGS/EVQ
LVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFT
ISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQPGGSLRLS
CEASPRTFSTYSMAWFRQAPGKERSFVAAINWSGGQTSYADSVKGRFTISRDNSKNTLYLOMNSLRAE
DTAVYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGT
VTLTCGSSTGAVTSGNYPNWVQQOKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPE
DEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKY
AMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYY
CVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTF
SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTI
GGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:527)
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Figure 10D

Pro667
aB7H3 hF12 (N57E) sdAb —aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) - aB7H3 hF12 sdAb
— MMP9-15 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA {10GE) - His6

QVQOLQESGGGLVQPGGSLRLSCEASPRTESTYSMAWFRQAPGKERSFVAAINWSGGETSYADSVKGR
FTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/GGGSGGGS/EVQ
LVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFT
ISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQPGGSLRLS
CEASPRTFSTYSMAWFRQAPGKERSFVAAINWSGGETSYADSVKGRFTISRDNSKNTLYLOMNSLRAE
DTAVYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGT
VTLTCGSSTGAVTSGNYPNWVQQOKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPE
DEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTENKY
AMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYY
CVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTF
SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTI
GGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:528)

Pro694
aB7H3 hF12 (S59A) sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) - aB7H3 hF12 sdAb
— MMP9-15 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLQESGGGLVQPGGSLRLSCEASPRTFSTYSMAWFRQAPGKERSFVAAINWSGGNTAYADSVKGR
FTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/GGGSGGGS/EVQ
LVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFT
ISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQOKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTYL/GGGSGGGS/QVQLQESGGGLYQPGGSLRLS
CEASPRTESTYSMAWFRQAPGKERSFVAAINWSGGNTAYADSVKGRFTISRDNSKNTLYLOMNSLRAE
DTAVYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGT
VTLTCGSSTGAVTSGNYPNWVQQKPGQOAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPE
DEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTENKY
AMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYY
CVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTF
SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTI
GGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:529)
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Figure 10E

Pro695
aB7H3 hF12 (N57D) sdAb — aCD3 Vh {2B2) — NCL-8 — aCD3VI {2B2) - aB7H3 hF12 sdAb
— MMP9-15 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA {10GE) - His6

QVOLQESGGGLVQPGGSLRLSCEASPRTESTYSMAWFRQAPGKERSFVAAINWSGGDTSYADSVKGR
FTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/GGGSGGGS/EVQ
LVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFT
ISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQPGGSLRLS
CEASPRTFSTYSMAWFRQAPGKERSFVAAINWSGGDTSYADSVKGRFTISRDNSKNTLYLQMNSLRAE
DTAVYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGT
VTLTCGSSTGAVTSGNYPNWVQQOKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPE
DEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTENKY
AMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYY
CVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTF
SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTI
GGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:530)

Pro766
aB7H3 hF12 sdAb - aCD3 Vh {2B2) — NCL-8 — aCD3VI (2B2) - aB7H3 hF12 sdAb
—NCL-15 - aCD3VIi -NCL-8 - aCD3Vhi — aHSA {(10GE) - His6

QVQLQESGGGLVQPGGSLRLSCEASPRTFSTYSMAWFRQAPGKERSFVAAINWSGGNTYYADSVKGR
FTISRDNSKNTLYLOQMNSLRAEDTAVYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/GGGSGGGS/EVQ
LVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFT
ISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQPGGSLRLS
CEASPRTFSTYSMAWFRQAPGKERSFVAAINWSGGNTYYADSVKGRFTISRDNSKNTLYLOMNSLRAE
DTAVYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/GGGGSGGGGSGGGGS/QTVVTQEPSLTVSPGGT
VTLTCGSSTGAVTSGNYPNWVQQOKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPE
DEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKY
AMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYY
CVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTF
SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOQMNSLRPEDTAVYYCTI
GGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:531)
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Figure 10F

Pro565
acEpCAM hVIB664 sdAb - aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) — acEpCAM hVIB664 sdAb
— MMP9-15 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLLESGGGLVQPGGSLRLSCAASGRTLDNYDMGWFRQGPGKEREFVAAISWSGGSTDYAYSVKGR
FTISRDNSKNTLYLQMNSLRAEDTAVYYCAADLRFTGGDTMTPETYDYWGQGTLVTVSS/GGGSGGGS
/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVYRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVQPGGSL
RLSCAASGRTLDNYDMGWFRQGPGKEREFVAAISWSGGSTDYAYSVKGRFTISRDNSKNTLYLQMNS
LRAEDTAVYYCAADLRFTGGDTMTPETYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSL
TVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTL
SGVQPEDEAEYYCYLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASG
FTEFNKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTE
DTAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSC
AASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDT
AVYYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:288)

Pro566
acEpCAM hVIB665 sdAb - aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) — acEpCAM hVIB665 sdAb
— MMP9-15 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLLESGGGLVQPGGSLRLSCAASGRTFSDYDMGWFRQGPGKEREFVAAISWSGGHTNYADSVKG
RFTISRDNSKNTLYLQMNSLRAEDTAVYYCAADLRFTGGDTTTPETYDYWGQGTLVTVSS/GGGSGGGS
/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLYTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVQPGGSL
RLSCAASGRTFSDYDMGWFRQGPGKEREFVAAISWSGGHTNYADSVKGRFTISRDNSKNTLYLOMNS
LRAEDTAVYYCAADLRFTGGDTTTPETYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLT
VSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGE
TENKYAMNWVYRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTED
TAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAA
SGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAV
YYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:289)
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Figure 10G

Pro567

acEpCAM hVIB666 sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) — acEpCAM hVIB666
sdAb

— MMP9-15 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLVESGGGLYQPGRSLRLSCAASGRTLDNYDMGWFRQGPGKEREFVAAISWSGGSTDYAYSVTGR
FTISRDNAKNSLYLOMNSLRAEDTALYYCAADLRFTGGDTMTPETYDYWGQGTLVTVSS/GGGSGGGS
/EVQLVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLYTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQOKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLVESGGGLVQPGRSL
RLSCAASGRTLDNYDMGWFRQGPGKEREFVAAISWSGGSTDYAYSVTGRFTISRDNAKNSLYLOMNS
LRAEDTALYYCAADLRFTGGDTMTPETYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSL
TVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTL
SGVQPEDEAEYYCVYLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASG
FTEFNKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTE
DTAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSC
AASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOQMNSLRPEDT
AVYYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:290)

Pro568
acEpCAM hVIB664 sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) — acEpCAM hVIB664 sdAb
—NCL-16 - aCD3VIli — NCL-8 - aCD3Vhi — aHSA {10GE) - His6

QVQLLESGGGLVQPGGSLRLSCAASGRTLDNYDMGWFRQGPGKEREFVAAISWSGGSTDYAYSVKGR
FTISRDNSKNTLYLQMNSLRAEDTAVYYCAADLRFTGGDTMTPETYDYWGQGTLVTVSS/GGGSGGGS
/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVQPGGSL
RLSCAASGRTLDNYDMGWFRQGPGKEREFVAAISWSGGSTDYAYSVKGRFTISRDNSKNTLYLQMNS

LRAEDTAVYYCAADLRFTGGDTMTPETYDYWGQGTLVTVSS/GGGGSGGGGSGGGGS/QTVVTQEPS
LTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALT
LSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAAS

GFTFNKYAMNWYVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKT
EDTAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSC
AASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOQMNSLRPEDT
AVYYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:291)
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Pro727
acEpCAM hVIB664 sdAb - aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) — acEpCAM hVIB664 sdAb
— Meprin-15 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA {10GE) - His6

QVQLLESGGGLVQPGGSLRLSCAASGRTLDNYDMGWFRQGPGKEREFVAAISWSGGSTDYAYSVKGR
FTISRDNSKNTLYLQMNSLRAEDTAVYYCAADLRFTGGDTMTPETYDYWGQGTLVTVSS/GGGSGGGS
/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVYRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVQPGGSL
RLSCAASGRTLDNYDMGWFRQGPGKEREFVAAISWSGGSTDYAYSVKGRFTISRDNSKNTLYLQMNS
LRAEDTAVYYCAADLRFTGGDTMTPETYDYWGQGTLVTVSS/SGGGKKLADEPEGGS/QTVVTQEPSLT
VSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGF
TENKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTED
TAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAA
SGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAV
YYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:292)

Pro728
acEpCAM hVIB664 sdAb - aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) — acEpCAM hVIB664 sdAb
— MMP9v - aCD3VIi — NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLLESGGGLVQPGGSLRLSCAASGRTLDNYDMGWFRQGPGKEREFVAAISWSGGSTDYAYSVKGR
FTISRDNSKNTLYLQMNSLRAEDTAVYYCAADLRFTGGDTMTPETYDYWGQGTLVTVSS/GGGSGGGS
/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLYTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVQPGGSL
RLSCAASGRTLDNYDMGWFRQGPGKEREFVAAISWSGGSTDYAYSVKGRFTISRDNSKNTLYLQMNS
LRAEDTAVYYCAADLRFTGGDTMTPETYDYWGQGTLVTVSS/GSGGPGPAGMHGLPGGS/QTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCA
ASGFTENKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNL
KTEDTAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRL
SCAASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPE
DTAVYYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:293)
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Pro729
acEpCAM hVIB664 sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) — acEpCAM hVIB664 sdAb
— CathS - aCD3VIi — NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLLESGGGLVQPGGSLRLSCAASGRTLDNYDMGWFRQGPGKEREFVAAISWSGGSTDYAYSVKGR
FTISRDNSKNTLYLQMNSLRAEDTAVYYCAADLRFTGGDTMTPETYDYWGQGTLVTVSS/GGGSGGGS
/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVYRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVQPGGSL
RLSCAASGRTLDNYDMGWFRQGPGKEREFVAAISWSGGSTDYAYSVKGRFTISRDNSKNTLYLQMNS

LRAEDTAVYYCAADLRFTGGDTMTPETYDYWGQGTLVTVSS/GGGSARLQSAAPGGGS/QTVVTQEPS
LTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALT
LSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAAS

GFTENKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKT
EDTAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSC
AASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDT
AVYYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:294)

Pro730
acEpCAM hVIB664 sdAb - aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) — acEpCAM hVIB664 sdAb
—S9 - aCD3VIi — NCL-8 - aCD3Vhi— aHSA (10GE) - His6

QVQLLESGGGLVQPGGSLRLSCAASGRTLDNYDMGWFRQGPGKEREFVAAISWSGGSTDYAYSVKGR
FTISRDNSKNTLYLQMNSLRAEDTAVYYCAADLRFTGGDTMTPETYDYWGQGTLVTVSS/GGGSGGGS
/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLYTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVQPGGSL
RLSCAASGRTLDNYDMGWFRQGPGKEREFVAAISWSGGSTDYAYSVKGRFTISRDNSKNTLYLQMNS

LRAEDTAVYYCAADLRFTGGDTMTPETYDYWGQGTLVTVSS/GARLQSAAPAGLKGAG/QTVVTQEPS
LTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALT
LSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAAS

GFTENKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKT
EDTAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSC
AASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDT
AVYYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:295)
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Pro731
acEpCAM hVIB664 sdAb - aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) — acEpCAM hVIB664 sdAb
—ST14-MS - aCD3VIi — NCL-8 - aCD3Vhi — aHSA {10GE) - His6

QVQLLESGGGLVQPGGSLRLSCAASGRTLDNYDMGWFRQGPGKEREFVAAISWSGGSTDYAYSVKGR
FTISRDNSKNTLYLQMNSLRAEDTAVYYCAADLRFTGGDTMTPETYDYWGQGTLVTVSS/GGGSGGGS
/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVYRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVQPGGSL
RLSCAASGRTLDNYDMGWFRQGPGKEREFVAAISWSGGSTDYAYSVKGRFTISRDNSKNTLYLQMNS

LRAEDTAVYYCAADLRFTGGDTMTPETYDYWGQGTLVTVSS/GGGSLSGRSDNHGGGS/QTVVTQEPS
LTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALT
LSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAAS

GFTENKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKT
EDTAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSC
AASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDT
AVYYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:296)

Pro676
aTrop2 hVIB565 sdAb — aCD3 Vh (2B2) - NCL-8 — aCD3VI (2B2) - aTrop2 hVIB565 sdAb
— MMP9-15 - aCD3VIli — NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLLESGGGLVQPGGSLRLSCAASGFTEDYYAIGWFRQAPGKEREGYSCISSSHGSTYYADSVKGRFTI
SRDNSKNTVYLQMNSLRAEDTAVYYCATAGDGGDYHCSGLVDYGMDYWGKGTLVTVSS/GGGSGGG
S/EVQLVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQV
KDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGG
S/QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGS
LLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVQPGG
SLRLSCAASGFTFDYYAIGWFRQAPGKEREGVSCISSSHGSTYYADSVKGRFTISRDNSKNTVYLOMNSL
RAEDTAVYYCATAGDGGDYHCSGLVDYGMDYWGKGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQE
PSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAA
LTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCA
ASGFTENKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNL
KTEDTAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRL
SCAASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPE
DTAVYYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:297)

SUBSTITUTE SHEET (RULE 26)



WO 2022/040128 PCT/US2021/046217
58/247

Figure 10K

Pro677

aTrop2 hVIB557 sdAb sdAb — aCD3 Vh (2B2) - NCL-8 — aCD3VI (2B2) — aTrop2 hVIB557
sdAb sdAb

— MMP9-15 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLLESGGGLVQPGGSLRLSCAASGRTFSSQSMGWFRQAPGKEREFVSAISWTGANPTYADSVKGR
FTISRDNSKNTLYLQMNSLRAEDTAVYYCAADTSGGSYYYERATAETSYDYWGQGTLVTVSS/GGGSGG
GS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQ
VKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGG
GS/QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVQP
GGSLRLSCAASGRTFSSQSMGWFRQAPGKEREFVSAISWTGANPTYADSVKGRFTISRDNSKNTLYLQ
MNSLRAEDTAVYYCAADTSGGSYYYERATAETSYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTV
VTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLK
LSCAASGFTENKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQ
MNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLYQP
GNSLRLSCAASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOM
NSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:298)

Pro678
aTrop2 hVIB575 sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) — aTrop2 hVIB575 sdAb
— MMP9-15 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLLESGGGLVQPGGSLRLSCLASGRTVGRTAMGWFRQPPGKEREFVATISWAGGTTYYADFVKGR
FTISRDNSKNTLYLQMNSLRAEDTAVYYCAASEPYSDYDPSGMVYWGKGTLVTVSS/GGGSGGGS/EV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWYRQAPGKGLEWVARIRSKYNNYATYYADQVKDR
FTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QT
VVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGG
KAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVQPGGSLRL
SCLASGRTVGRTAMGWFRQPPGKEREFVATISWAGGTTYYADFVKGRFTISRDNSKNTLYLOMNSLRA
EDTAVYYCAASEPYSDYDPSGMVYWGKGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPE
DEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTENKY
AMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYY
CVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTF
SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTI
GGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:299)
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Pro679
aTrop2 hVIB578 sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) — aTrop2 hVIB578 sdAb
— MMP9-15 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA {10GE) - His6

QVQLLESGGGLVQPGGSLRLSCAASGRTFGRAAMGWFRQPPGKEREFAATISWSGSNTYYADFVKGR
FTISRDNSKNTVYLQMNSLRAEDTAVYYCAASEPYSDYDPSGMVYWGKGTLVTVSS/GGGSGGGS/EV

QLVESGGGLVQPGGSLKLSCAASGFTENKYAINWYRQAPGKGLEWVARIRSKYNNYATYYADQVKDR
FTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QT
VVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGG
KAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVQPGGSLRL

SCAASGRTFGRAAMGWFRQPPGKEREFAATISWSGSNTYYADFVKGRFTISRDNSKNTVYLQMNSLR

AEDTAVYYCAASEPYSDYDPSGMVYWGKGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQ

PEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTEN

KYAMNWVYRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAV
YYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGF
TFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYC
TIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:300)

Pro808
aTROP2 hVIB609 sdAb - aCD3 Vh (2B2) — NCL-8 — aCD3VI {2B2) - aTROP2 hVIB609 sdAb
— MMP9-15 - aCD3VIi —NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLLESGGGLVQPGGSLRLSCALSGLTENTYPMAWFRQPPGQEREFVADMSWSGTNTYYADSVKG

RFTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGWPYSGTGRSTTDYTYWGQGTLVTVSS/GGGSGGGS
/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLYTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVQPGGSL
RLSCALSGLTENTYPMAWFRQPPGQEREFVADMSWSGTNTYYADSVKGRFTISRDNSKNTLYLQMNS
LRAEDTAVYYCAAGWPYSGTGRSTTDYTYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLT
VSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGE
TENKYAMNWVYRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTED
TAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAA
SGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAV
YYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:301)

SUBSTITUTE SHEET (RULE 26)



WO 2022/040128 PCT/US2021/046217
60/247

Figure 10M

Pro819
aTROP2 hVIB619 sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI {2B2) - aTROP2 hVIB619 sdAb
— MMP9-15 - aCD3VIi -NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLLESGGGLVQPGGSLRLSCAASGRSFSRYGMGWLRQAPGKERELVASISWSGHSTYYADSVKGRF
TISRDNSKNTLYLQMNSLRAEDTAVYYCAAESLPYESGSPRLTDFASWGQGTLVTVSS/GGGSGGGS/EV
QLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDR
FTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QT
VVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGG
KAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVQPGGSLRL
SCAASGRSFSRYGMGWLRQAPGKERELVASISWSGHSTYYADSVKGRFTISRDNSKNTLYLQMNSLRA
EDTAVYYCAAESLPYESGSPRLTDFASWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQOKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGV
QPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTE
NKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKTEDTA
VYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAAS
GFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVY
YCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:302)

Pro681
aTrop2 hVIB557 sdAb — aCD3 Vh (2B2) - NCL-8 - aCD3VI (2B2) - aTrop2 hVIB557 sdAb
— NCL-16 - aCD3VIli — NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLLESGGGLVYQPGGSLRLSCAASGRTFSSQSMGWFRQAPGKEREFVSAISWTGANPTYADSVKGR
FTISRDNSKNTLYLOQMNSLRAEDTAVYYCAADTSGGSYYYERATAETSYDYWGQGTLVTVSS/GGGSGG
GS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQ
VKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGG
GS/QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVQP
GGSLRLSCAASGRTFSSQSMGWFRQAPGKEREFVSAISWTGANPTYADSVKGRFTISRDNSKNTLYLQ
MNSLRAEDTAVYYCAADTSGGSYYYERATAETSYDYWGQGTLVTVSS/GGGGSGGGGSGGGGS/QTV
VTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLK
LSCAASGFTENKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQ
MNNLKTEDTAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLYQP
GNSLRLSCAASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQM
NSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:303)
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Figure 10N

Pro621
aB7H3 hF7 sdAb - aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) - aB7H3 hF7 sdAb
— CathS-16 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA {10GE) - His6

QVQOLQESGGGLVQPGGSLRLSCAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKG
RFTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/GGGSGGGS/
EVQLVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQPGGS
LRLSCAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKGRFTISRDNSKNTLYLQMNS
LRAEDTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/GGGSARLQSAAPGGGS/QTVVTQEPSLT
VSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGF
TENKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTED
TAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAA
SGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAV
YYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:304)

Pro622
aB7H3 hF12 sdAb - aCD3 Vh {2B2) — NCL-8 — aCD3VI (2B2) - aB7H3 hF12 sdAb
— CathS-16 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLQESGGGLVQPGGSLRLSCEASPRTESTYSMAWFRQAPGKERSFVAAINWSGGNTSYADSVKGR
FTISRDNSKNTLYLOQMNSLRAEDTAVYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/GGGSGGGS/EVQ
LVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFT
ISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQPGGSLRLS
CEASPRTFSTYSMAWFRQAPGKERSFVAAINWSGGNTSYADSVKGRFTISRDNSKNTLYLQMNSLRAE
DTAVYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/GGGSARLOQSAAPGGGS/QTVVTQEPSLTVSPGGT
VTLTCGSSTGAVTSGNYPNWVQQOKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPE
DEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKY
AMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYY
CVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTF
SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTI
GGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:305)
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Figure 100

Pro640
aB7H3 hF7 sdAb - aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) - aB7H3 hF7 sdAb
— MMP9v - aCD3VIi — NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLQESGGGLVQPGGSLRLSCAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKG
RFTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/GGGSGGGS/
EVQLVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQPGGS
LRLSCAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKGRFTISRDNSKNTLYLQMNS
LRAEDTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/GSGGPGPAGMHGLPGGS/QTVVTQEPS
LTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALT
LSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAAS
GFTENKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKT
EDTAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSC
AASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDT
AVYYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:306)

Pro641
aB7H3 hF12 sdAb - aCD3 Vh {2B2) — NCL-8 — aCD3VI (2B2) - aB7H3 hF12 sdAb
— MMP9v - aCD3VIi — NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLQESGGGLVQPGGSLRLSCEASPRTFSTYSMAWFRQAPGKERSFVAAINWSGGNTSYADSVKGR
FTISRDNSKNTLYLOQMNSLRAEDTAVYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/GGGSGGGS/EVQ
LVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFT
ISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQPGGSLRLS
CEASPRTFSTYSMAWFRQAPGKERSFVAAINWSGGNTSYADSVKGRFTISRDNSKNTLYLQMNSLRAE
DTAVYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/GSGGPGPAGMHGLPGGS/QTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQ
PEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLYQPGGSLKLSCAASGFTFN
KYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAV
YYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGF
TESKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYC
TIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:307)
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Figure 10P

Pro642
aB7H3 hF7 sdAb - aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) - aB7H3 hF7 sdAb
— MMP9v - aCD3VIi2 — NCL-8 - aCD3Vhi2 — aHSA {10GE) - His6

QVQOLQESGGGLVQPGGSLRLSCAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKG
RFTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/GGGSGGGS/
EVQLVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQPGGS
LRLSCAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKGRFTISRDNSKNTLYLQMNS
LRAEDTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/GSGGPGPAGMHGLPGGS/QTVVTQEPS
LTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQOKPGQAPRGLIGGTKDDAPGTPARFSGSLLGGKAALTL
SGVQPEDEAEYYCYLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASG
FTFNKHAMNWVRQAPGKGLEWVARIRSKYNNYATAYADSVKDRFTISRDDSKNTAYLOMNNLKTED
TAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAA
SGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAV
YYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:308)

Pro643
aB7H3 hF12 sdAb - aCD3 Vh {2B2) — NCL-8 — aCD3VI (2B2) - aB7H3 hF12 sdAb
— MMP9v - aCD3VIi2 — NCL-8 - aCD3Vhi2 — aHSA (10GE) - His6

QVQLQESGGGLVQPGGSLRLSCEASPRTESTYSMAWFRQAPGKERSFVAAINWSGGNTSYADSVKGR
FTISRDNSKNTLYLOQMNSLRAEDTAVYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/GGGSGGGS/EVQ
LVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFT
ISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQPGGSLRLS
CEASPRTFSTYSMAWFRQAPGKERSFVAAINWSGGNTSYADSVKGRFTISRDNSKNTLYLQMNSLRAE
DTAVYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/GSGGPGPAGMHGLPGGS/QTVVTQEPSLTVSPG
GTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKDDAPGTPARFSGSLLGGKAALTLSGVQPE
DEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKH
AMNWVRQAPGKGLEWVARIRSKYNNYATAYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYC
VRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFS
KFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYCTIG
GSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:309)
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Figure 10Q

Pro744
aB7H3 hF7 sdAb - aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) - aB7H3 hF7 sdAb
— MMP9-15 (K->E) - aCD3VIi -NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLOESGGGLVQPGGSLRLSCAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKG
RFTISRDNSKNTLYLOMNSLRAEDTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/GGGSGGGS/

EVQLVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVK

DRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVOLQESGGGLVOPGGS

LRLSCAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKGRFTISRDNSKNTLYLQMNS
LRAEDTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/SGGPGPAGMEGLPGS/QTVVTQEPSLTV
SPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVOLVESGGGLVQPGGSLKLSCAASGET
FNKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKTEDT
AVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVOLVESGGGLVQPGNSLRLSCAAS
GFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVY
YCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:310)

Pro746
haB7H3 F7 sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI{2B2) - haB7H3 F7 sdAb
- MMP9-15 {M->P) - aCD3VIi —-NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLQESGGGLVQPGGSLRLSCAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKG
RFTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/GGGSGGGS/
EVQLVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLYTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQPGGS
LRLSCAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKGRFTISRDNSKNTLYLOMNS
LRAEDTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/SGGPGPAGPKGLPGS/QTVVTQEPSLTVS
PGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFT
FNKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOQMNNLKTEDT
AVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAAS
GFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVY
YCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:311)
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Figure 10R

Pro 108
aFOLR1 h77-2 sdAb - aCD3 Vh {2B2) — NCL-8 — aCD3VI {2B2) — aFOLR1 h77-2 sdAb
— MMP9v - aCD3VIi — NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLVESGGGLYQPGGSLRLSCAASGFTVSNSVMAWYRQTPGNEREFVAIINSIGITNYADSVKGRFTI
SRDNSKNTLYLQMNSLRAEDTAVYVCNRNFDRIYWGQGTLVTVSS/GGGSGGGS/EVOLVESGGGLYQ
PGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDDSKNTA
YLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEPSLTVSP
GGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQP
EDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLVESGGGLVQPGGSLRLSCAASGFTVSN
SVMAWYRQTPGNEREFVAIINSIGITNYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTAVYVCNRNFD
RIYWGQGTLVTVSS/GSGGPGPAGMHGLPGGS/QTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYP
NWVQQOKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVF
GGGTKLTVL/GGGSGGGS/EVALVESGGGLYQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWV
ARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSS/GGGGSGGGS/EVALVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAPGKGL
EWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSS/
HHHHHH (SEQ ID NO:312)

Pro 109
aFOLR1 h59.3 sdAb — aCD3 Vh {(2B2) — NCL-8 — aCD3VI {2B2) — aFOLR1 h59.3 sdAb
— MMP9v - aCD3VIi — NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLVESGGGLVQPGGSLRLSCAAPGNTFSISAMGWYRQAPGKQREWVAVTHSDYSTNYADSVKGR
FTISRDNSKNTLYLQMNSLRAEDTAVYYCKHYGIDYWGQGTLVTVSS/GGGSGGGS/EVQLVESGGGLY
QPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDDSKNT
AYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEPSLTV
SPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGV
QPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLVESGGGLVQPGGSLRLSCAAPGNTF
SISAMGWYRQAPGKQREWVAVTHSDYSTNYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCK
HYGIDYWGQGTLVTVSS/GSGGPGPAGMHGLPGGS/QTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSG
NYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNR
WVFGGGTKLTVL/GGGSGGGS/EVALVESGGGLYQPGGSLKLSCAASGFTFNKYAMNWYRQAPGKGL
EWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAP
GKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYCTIGGSLSVSSQGTLVT
VSS/HHHHHH (SEQ ID NO:313)
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Figure 10S

Pro396
aEGFR sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) - aEGFR sdAb
— MMP9v-16 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA {10GE) - His6

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGR
FTISRDNAKNTVDLQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSGGGS/E
VQLVESGGGLYQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKD
RFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/Q
TVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLEESGGGSVQTGGSLR
LTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNTVDLQMNSL
KPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GSGGPGPAGMHGLPGGS/QTVVTQEPSL
TVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTL
SGVQPEDEAEYYCYLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASG
FTEFNKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTE
DTAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSC
AASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDT
AVYYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:314)

Pro476
aEGFR sdAb — aCD3 Vh {2B2) — NCL-8 — aCD3VI (2B2) - aEGFR sdAb
— MMP9-15 - aCD3VIi2 — NCL-8 - aCD3Vhi2 — aHSA (10GE) - Hisb6

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGR
FTISRDNAKNTVDLQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSGGGS/E
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKD
RFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/Q
TVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQOKPGQAPRGLIGGTKFLVPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLEESGGGSVQTGGSLR
LTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNTYDLOMNSL
KPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVS
PGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKDDAPGTPARFSGSLLGGKAALTLSGV
QPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTE
NKHAMNWYVRQAPGKGLEWVARIRSKYNNYATAYADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAV
YYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGF
TFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYC
TIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:315)
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Figure 10T

Pro706
aEGFR sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) - aEGFR sdAb
— uPA - aCD3VIi — NCL-8 - aCD3Vhi — aHSA (10GE) — His6

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGR
FTISRDNAKNTVDLQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSGGGS/E
VOLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKD
RFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/Q
TVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLEESGGGSVQTGGSLR
LTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNTVDLQMNSL
KPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSHTGRSAYFGGGS/QTVVTQEPSLTV
SPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVOLVESGGGLVQPGGSLKLSCAASGET
FNKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKTEDT
AVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVOLVESGGGLVQPGNSLRLSCAAS
GFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVY
YCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:316)

Pro709
aEGFR sdAb — aCD3 Vh {2B2) — NCL-8 — aCD3VI (2B2) - aEGFR sdAb
— MMP9-15 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA (10GE) - His6

EVQLVESGGGVVRPGGSLRLSCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGR
FTISRDNAKNSLYLOMNSLRAEDTALYYCAAAAGSAWYGTLYEYDYWGQGTLVTVSS/GGGSGGGS/E
VQLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKD
RFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/Q
TVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQOKPGQAPRGLIGGTKFLVPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGVVRPGGSLR
LSCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNSLYLOMNSLR
AEDTALYYCAAAAGSAWYGTLYEYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGY
QPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTE
NKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKTEDTA
VYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAAS
GFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVY
YCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:317)
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Figure 10U

Pro470
aFOLR1 h77.2 sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) - aEGFR sdAb
— MMP9-15 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA {10GE) - His6

QVQLVESGGGLYQPGGSLRLSCAASGFTVSNSVMAWYRQTPGNEREFVAIINSIGITNYADSVKGRFTI
SRDNSKNTLYLQMNSLRAEDTAVYVCNRNEDRIYWGQGTLVTVSS/GGGSGGGS/EVALVESGGGLYQ
PGGSLKLSCAASGFTFNKYAINWYRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDDSKNTA
YLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEPSLTVSP
GGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQP
EDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLVESGGGVVRPGGSLTLSCAASGRTSRSY
GMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNSLYLOMNSLRAEDTALYYCAAA
AGSAWYGTLYEYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGSST
GAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVL
WYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTENKYAMNWVYRQ
APGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFG
NSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSW
VROQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSS
QGTLVTVSS/HHHHHH (SEQ ID NO:318)

Pro471
aEGFR sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) - aFOLR1 h77.2 sdAb
— MMP9-15 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVKLVESGGGVVRPGGSLTLSCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGR
FTISRDNAKNSLYLOMNSLRAEDTALYYCAAAAGSAWYGTLYEYDYWGQGTLVTVSS/GGGSGGGS/E

VQLVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKD

RFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/Q
TVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVALVESGGGLVQPGGSLR
LSCAASGFTVSNSVMAWYRQTPGNEREFVAIINSIGITNYADSVKGRFTISRDNSKNTLYLOQMNSLRAED
TAVYVCNRNEDRIYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLW
YSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWYRQAP
GKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNS

YISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVR

QAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYCTIGGSLSVSSQG

TLVTVSS/HHHHHH (SEQ ID NO:319)
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Figure 10V

Pro551
EGFR sdAb — aCD3 Vh (2B2) - NCL-8 — aCD3VI (2B2) — aFOLR1 h59.3 sdAb
— MMP9-16 - aCD3VIli — NCL-8 - aCD3Vhi — aHSA {10GE) - His6

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGR
FTISRDNAKNTVDLQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSGGGS/E
VQLVESGGGLYQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKD
RFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/Q
TVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLVESGGGLVQPGGSLR
LSCAAPGNTFSISAMGWYRQAPGKQREWVAVTHSDYSTNYADSVKGRFTISRDNSKNTLYLOMNSLR
AEDTAVYYCKHYGIDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGSS
TGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCV
LWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVR
QAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNE
GNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMS
WVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVS
SQGTLVTVSS/HHHHHH (SEQ ID NO:320)

Pro552
aFOLR1 h59.3 sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) — EGFR sdAb
— MMP9-15 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLVESGGGLYQPGGSLRLSCAAPGNTFSISAMGWYRQAPGKQREWVAVTHSDYSTNYADSVKGR
FTISRDNSKNTLYLQMNSLRAEDTAVYYCKHYGIDYWGQGTLVTVSS/GGGSGGGS/EVQLVESGGGLY
QPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDDSKNT
AYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEPSLTV
SPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGV
QPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLEESGGGSVQTGGSLRLTCAASGRTS
RSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNTVDLOMNSLKPEDTAIYYC
AAAAGSAWYGTLYEYDYWGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTC
GSSTGAVTSGNYPNWVQQKPGOQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEY
YCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTENKYAMN
WVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRH
GNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLYQPGNSLRLSCAASGFTFSKFG
MSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSL
SVSSQGTLVTVSS/HHHHHH (SEQ ID NO:321)
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Figure 10W

Pro623
aEGFR sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) — acEpCAM hVIB664 sdAb
— MMP9-15 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA {10GE) - His6

QVKLVESGGGVVRPGGSLTLSCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGR
FTISRDNAKNSLYLOMNSLRAEDTALYYCAAAAGSAWYGTLYEYDYWGQGTLVTVSS/GGGSGGGS/E
VQLVESGGGLYQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKD
RFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/Q
TVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVQPGGSLR
LSCAASGRTLDNYDMGWFRQGPGKEREFVAAISWSGGSTDYAYSVKGRFTISRDNSKNTLYLOMNSL
RAEDTAVYYCAADLRFTGGDTMTPETYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLT
VSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGF
TENKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTED
TAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAA
SGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAV
YYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:322)

Pro624
aEGFR sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) — acEpCAM hVIB665 sdAb
— MMP9-15 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVKLVESGGGVVRPGGSLTLSCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGR
FTISRDNAKNSLYLOMNSLRAEDTALYYCAAAAGSAWYGTLYEYDYWGQGTLVTVSS/GGGSGGGS/E

VQLVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKD
RFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/Q
TVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVQPGGSLR
LSCAASGRTFSDYDMGWFRQGPGKEREFVAAISWSGGHTNYADSVKGRFTISRDNSKNTLYLQMNSL

RAEDTAVYYCAADLRFTGGDTTTPETYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLT

VSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGE
TENKYAMNWVYRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTED
TAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAA
SGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAV
YYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:323)
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Figure 10X

Pro698
acEpCAM hVIB665 sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) — aEGFR sdAb
— MMP9-15 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA {10GE) - His6

QVQLLESGGGLVQPGGSLRLSCAASGRTFSDYDMGWFRQGPGKEREFVAAISWSGGHTNYADSVKG
RFTISRDNSKNTLYLQMNSLRAEDTAVYYCAADLRFTGGDTTTPETYDYWGQGTLVTVSS/GGGSGGGS
/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLVESGGGVVRPGGSL
TLSCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNSLYLQMNSL
RAEDTALYYCAAAAGSAWYGTLYEYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVS
PGGTVTLTCGSSTGAVTSGNYPNWVQQKPGOQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVOLVESGGGLVQPGGSLKLSCAASGET
FNKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKTEDT
AVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVOLVESGGGLVQPGNSLRLSCAAS
GFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVY
YCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:324)

Pro655
aB7H3 hF7 sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) — acEpCAM hVIB664 sdAb
— MMP9-15 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLQESGGGLVQPGGSLRLSCAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKG
RFTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/GGGSGGGS/
EVQLVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLYTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVQPGGSL
RLSCAASGRTLDNYDMGWFRQGPGKEREFVAAISWSGGSTDYAYSVKGRFTISRDNSKNTLYLQMNS
LRAEDTAVYYCAADLRFTGGDTMTPETYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSL
TVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTL
SGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASG
FTENKYAMNWYVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTE
DTAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSC
AASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOQMNSLRPEDT
AVYYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:325)
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Figure 10Y

Pro656
aB7H3 hF7 sdAb - aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) — acEpCAM hVIB665 sdAb
— MMP9-15 - aCD3VIi — NCL-8 - aCD3Vhi— aHSA (10GE) - His6

QVQLQESGGGLYQPGGSLRLSCAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKG
RFTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/GGGSGGGS/
EVQLVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVQPGGSL
RLSCAASGRTFSDYDMGWFRQGPGKEREFVAAISWSGGHTNYADSVKGRFTISRDNSKNTLYLOMNS
LRAEDTAVYYCAADLRFTGGDTTTPETYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLT
VSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGF
TENKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTED
TAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAA
SGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAV
YYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:326)

Pro657
acEpCAM hVIB664 sdAb - aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) - haB7H3 F7 sdAb
— MMP9-15 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLLESGGGLVQPGGSLRLSCAASGRTLDNYDMGWFRQGPGKEREFVAAISWSGGSTDYAYSVKGR
FTISRDNSKNTLYLQMNSLRAEDTAVYYCAADLRFTGGDTMTPETYDYWGQGTLVTVSS/GGGSGGGS
/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVOLQESGGGLYQPGGS
LRLSCAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKGRFTISRDNSKNTLYLQMNS
LRAEDTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTV
SPGGTVTLTCGSSTGAVTSGNYPNWVQQOKPGOAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGET
FNKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKTEDT
AVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVALVESGGGLVQPGNSLRLSCAAS
GFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVY
YCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:327)

SUBSTITUTE SHEET (RULE 26)



WO 2022/040128 PCT/US2021/046217
73/247

Figure 10Z

Pro658
acEpCAM hVIB665 sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) - haB7H3 F7 sdAb
— MMP9-15 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLLESGGGLVQPGGSLRLSCAASGRTFSDYDMGWFRQGPGKEREFVAAISWSGGHTNYADSVKG
RFTISRDNSKNTLYLQMNSLRAEDTAVYYCAADLRFTGGDTTTPETYDYWGQGTLVTVSS/GGGSGGGS
/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVOLQESGGGLVOPGGS
LRLSCAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKGRFTISRDNSKNTLYLQMNS
LRAEDTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTV
SPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVOLVESGGGLVQPGGSLKLSCAASGET
FNKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKTEDT
AVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVOLVESGGGLVQPGNSLRLSCAAS
GFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVY
YCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:328)

Pro516
aCA9 hVIB456 sdAb — aCD3 Vh (2B2) - NCL-8 — aCD3VI (2B2) — aCA9 hVIB456 sdAb
— MMP9-15 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLVESGGGLYQPGGSLRLSCAASGSALIINAMGWYRQAPGKQRELVATVTRSGRTNYADSVKGRF
TISRDNSKNTLYLOMNSLRAEDTAVYYCNVALWIADGEYDYWGQGTLVTVSS/GGGSGGGS/EVQLVE
SGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISR
DDSKNTAYLOQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTWTQ
EPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLVESGGGLYQPGGSLRLSCAA
SGSALIINAMGWYRQAPGKQRELVATVTRSGRTNYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAV
YYCNVALWIADGEYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYC
VLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMN WYV
RQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGN
FGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMS
WVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVS
SQGTLVTVSS/HHHHHH (SEQ ID NO:329)
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Figure 10AA

Pro517
aCA9 hVIB476 sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) — aCA9 hVIB476 sdAb
— MMP9-15 - aCD3VIi — NCL-8 - aCD3Vhi— aHSA (10GE) - His6

QVQLVESGGGLYQPGGSLRLSCAASGNIFIINVMGWYRQAPGKQRELVATITNGGRTHYADSVKGRFT
ISRDNSKNTLYLQMNSLRAEDTAVYYCNANHIELGDYWGQGTLVTVSS/GGGSGGGS/EVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDDSKN
TAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEPSLT
VSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGV
QPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLVESGGGLYQPGGSLRLSCAASGNIFI
INVMGWYRQAPGKQRELVATITNGGRTHYADSVKGRFTISRDNSKNTLYLOQMNSLRAEDTAVYYCNA
NHIELGDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSG
NYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNR
WVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGL
EWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAP
GKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYCTIGGSLSVSSQGTLVT
VSS/HHHHHH (SEQ ID NO:330)

Pro518
aCA9 hVIB407 sdAb — aCD3 Vh {2B2) — NCL-8 — aCD3VI (2B2) — aCA9 hVIB407 sdAb
— MMP9-15 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLVESGGGLVQPGGSLRLSCTASGIIFSVYDMGWYRQTPGKQREFVARITAGGGTYLTDSVKGRFTI
SRDNSKNTLYLOMNSLRAEDTGVYYCNAAWIGDDYWGQGTLVTVSS/GGGSGGGS/EVQLVESGGGL
VQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDDSKN
TAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEPSLT
VSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGV
QPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLVESGGGLVQPGGSLRLSCTASGIFS
VYDMGWYRQTPGKQREFVARITAGGGTYLTDSVKGRFTISRDNSKNTLYLQMNSLRAEDTGVYYCNA
AWIGDDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSG
NYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNR
WVFGGGTKLTVL/GGGSGGGS/EVALVESGGGLYQPGGSLKLSCAASGFTFNKYAMNWYRQAPGKGL
EWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAP
GKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYCTIGGSLSVSSQGTLVT
VSS/HHHHHH (SEQ ID NO:331)
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Figure 10BB

Pro519
aCA9 hVIB445 sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) — aCA9 hVIB445 sdAb
— MMP9-15 - aCD3VIi — NCL-8 - aCD3Vhi— aHSA (10GE) - His6

QVQLVESGGGLYKPGGSLRLSCAASGITFNLHAMRWYRRAPGKQRELVAYISARDWTNYADSVKGRF
TISRDNAKNSLYLQMNSLRAEDTAVYYCNTDLVGEDYWGRGTLVTVSS/GGGSGGGS/EVQLVESGGGL
VQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDDSKN
TAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEPSLT
VSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGV
QPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLVESGGGLVKPGGSLRLSCAASGITFE
NLHAMRWYRRAPGKQRELVAYISARDWTNYADSVKGRFTISRDNAKNSLYLOMNSLRAEDTAVYYCN
TDLVGEDYWGRGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSG
NYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNR
WVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGL
EWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAP
GKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYCTIGGSLSVSSQGTLVT
VSS/HHHHHH (SEQ ID NO:332)

Pro513
aCA9 hVIB476 sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) — aCA9 hVIB476 sdAb
—NCL-16 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA {10GE) - His6

QVQLVESGGGLYQPGGSLRLSCAASGNIFIINVMGWYRQAPGKQRELVATITNGGRTHYADSVKGRFT
ISRDNSKNTLYLQMNSLRAEDTAVYYCNANHIELGDYWGQGTLVTVSS/GGGSGGGS/EVQLVESGGGL
VQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDDSKN
TAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEPSLT
VSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGV
QPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLVESGGGLYQPGGSLRLSCAASGNIFI
INVMGWYRQAPGKQRELVATITNGGRTHYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYCNA
NHIELGDYWGQGTLVTVSS/GGGSGGGSGGGSGGGS/QTVVTQEPSLTVSPGGTVTLTCGSSTGAVTS
GNYPNWVYQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNR
WVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWYVRQAPGKGL
EWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISY
WAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQAP
GKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYCTIGGSLSVSSQGTLVT
VSS/HHHHHH (SEQ ID NO:333)
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Figure 10CC

Prol86
aEGFR sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) - aEGFR sdAb
— MMP9-15 - aCD3VIi —NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGR
FTISRDNAKNTVDLQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSGGGS/E
VQLVESGGGLYQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKD
RFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/Q
TVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLEESGGGSVQTGGSLR
LTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNTVDLQMNSL
KPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVS
PGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFT
FNKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOQMNNLKTEDT
AVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAAS
GFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVY
YCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:334)

Pro214
aEGFR sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) - aEGFR sdAb
—NCL-15 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA {10GE) - His6

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGR
FTISRDNAKNTVDLOQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSGGGS/E
VQLVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKD
RFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/Q
TVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLEESGGGSVQTGGSLR
LTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNTVDLOMNSL
KPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGGSGGGGSGGGGS/QTVVTQEPSLTV
SPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFT
FNKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOQMNNLKTEDT
AVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAAS
GFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVY
YCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:335)
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Figure 10DD

Pro225
aB7H3 hF7 sdAb - aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) - aB7H3 hF7 sdAb
— MMP9-15 - aCD3VIi -NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLQESGGGLVQPGGSLRLSCAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKG
RFTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/GGGSGGGS/
EVQLVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQPGGS
LRLSCAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKGRFTISRDNSKNTLYLQMNS
LRAEDTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTV
SPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFT
FNKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOQMNNLKTEDT
AVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAAS
GFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVY
YCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:336)

Pro295
aB7H3 hF7 sdAb - aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) - aB7H3 hF7 sdAb
—NCL-15 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA {10GE) - His6

QVQLQESGGGLVQPGGSLRLSCAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKG
RFTISRDNSKNTLYLOMNSLRAEDTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/GGGSGGGS/
EVOLVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLYTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQPGGS
LRLSCAPSRRTFHTYHMGWFRQAPGKEREFVAVINWSGGSTVYADSVKGRFTISRDNSKNTLYLQMNS
LRAEDTAVYYCAAGGATTQRATEASYDYWGQGTLVTVSS/GGGGSGGGGSGGGGS/QTVVTQEPSLT
VSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGE
TENKYAMNWVYRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTED
TAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAA
SGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAV
YYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:337)
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Figure 10EE

Pro 817
aEGFR sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) - aEGFR sdAb
- MMP9-15 - aCD3VIi —NCL-8 - aCD3Vhi— HSA

QVKLEESGGGSVQTGGSLRLTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGR
FTISRDNAKNTVDLQMNSLKPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/GGGSGGGS/E
VQLVESGGGLYQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKD
RFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/Q
TVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVKLEESGGGSVQTGGSLR
LTCAASGRTSRSYGMGWFRQAPGKEREFVSGISWRGDSTGYADSVKGRFTISRDNAKNTVDLQMNSL
KPEDTAIYYCAAAAGSAWYGTLYEYDYWGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVS
PGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFT
FNKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOQMNNLKTEDT
AVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/DAHKSEVAHRFKDLGEENFKALVLI
AFAQYLQQCPFEDHVKLYNEVTEFAKTCVADESAENCDKSLHTLFGDKLCTVATLRETYGEMADCCAKQ
EPERNECFLQHKDDNPNLPRLVRPEVDVMCTAFHDNEETFLKKYLYEIARRHPYFYAPELLFFAKRYKAAF
TECCQAADKAACLLPKLDELRDEGKASSAKQRLKCASLQKFGERAFKAWAVARLSQRFPKAEFAEVSKLY
TDLTKVHTECCHGDLLECADDRADLAKYICENQDSISSKLKECCEKPLLEKSHCIAEVENDEMPADLPSLAA
DFVESKDVCKNYAEAKDVFLGMFLYEYARRHPDYSVVLLLRLAKTYKTTLEKCCAAADPHECYAKVFDEFK
PLVEEPQNLIKQONCELFEQLGEYKFQNALLVRYTKKVPQVSTPTLVEVSRNLGKVGSKCCKHPEAKRMPC
AEDYLSVVLNQLCVLHEKTPVSDRVTKCCTESLVNRRPCFSALEVDETYVPKEFNAETFTFHADICTLSEKE
RQIKKQTALVELVKHKPKATKEQLKAVMDDFAAFVEKCCKADDKETCFAEEGKKLVAASRAALGL (SEQ
ID NO:338)
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Figure 11

Pro186 Pre-Cleavage
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Figure 12A

alyPD3 h787 COBRA

QVQLLESGGGLVQPGGSLRLSCAASGFTLDYYAIGWFRQAPGKEHEAVSCISSSDGSTYYADSVKGRFTI
SRDNSKNTLYLQMNSLRAEDTAVYYCATVKSCYSDGYALWGSWGQGTLVTVSS/GGGSGGGS/EVQL
VESGGGLVYQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTI
SRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLYTVSS/GGGSGGGS/QTVV
TQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWYVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKA
ALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVQPGGSLRLSC
AASGFTLDYYAIGWFRQAPGKEHEAVSCISSSDGSTYYADSVKGRFTISRDNSKNTLYLQMNSLRAEDTA
VYYCATVKSCYSDGYALWGSWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTL
TCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEA
EYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAM
NWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLYQPGNSLRLSCAASGFTFSKF
GMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGS
LSVSSQGTLVTVSSHHHHHH (SEQ ID NO:453)

alyPD3 h790 COBRA

QVQLLESGGGLVQPGGSLRLSCAASGFTLDYYSIGWFRQAPGKEREGVSCISSSDGSTYYADSVKGRFTI
SRDNSKNTLYLQMNSLRAEDTAVYYCATVKSCYVDGYILWGSWGQGTLVTVSS/GGGSGGGS/EVALY
ESGGGLVQPGGSLKLSCAASGFTEFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTIS
RDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVT
QEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKA
ALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVQPGGSLRLSC
AASGFTLDYYSIGWFRQAPGKEREGVSCISSSDGSTYYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTA
VYYCATVKSCYVDGYILWGSWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTL
TCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEA
EYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAM
NWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKF
GMSWVRQAPGKGLEWYVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGS
LSVSSQGTLVTVSSHHHHHH (SEQ ID NO:454)
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Figure 12B

alyPD3 H804 COBRA

QVQLLESGGGLVQPGGSLRLSCAASGFTLDYYAIGWFRQAPGKEHEGVSCISSSDGSTYYADSVKGRFTI
SRDNSKNTLYLQMNSLRAEDTAVYYCATVRSCASPYELGSWGQGTLVTVSS/GGGSGGGS/EVQLVESG
GGLVQPGGSLKLSCAASGFTEFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDD
SKNTAYLOQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEP
SLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQOKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTL
SGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLYQPGGSLRLSCAASG
FTLDYYAIGWFRQAPGKEHEGVSCISSSDGSTYYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYYC
ATVRSCASPYELGSWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLW
YSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAP
GKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNS
YISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVR
QAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYCTIGGSLSVSSQG
TLVTVSSHHHHHH (SEQ ID NO:455)

alyPD3 h773 COBRA

QVQLVESGGGLVQPGGSLRLSCAASGRSFSSYGMGWFRQAPGKEREIVAAISWGGSAVYYANSVKGR
FTISRDNSKNTLYLOMNSLRAEDTAVYYCAANRQGRALVRKEFYDYWGQGTLVTVSS/GGGSGGGS/E
VQLVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKD
RFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/Q
TVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVALVESGGGLVQPGGSLR
LSCAASGRSFSSYGMGWFRQAPGKEREIVAAISWGGSAVYYANSVKGRFTISRDNSKNTLYLQMNSLR
AEDTAVYYCAANRQGRALVRKEFYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGY
QPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLYQPGGSLKLSCAASGFTE
NKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTA
VYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAAS
GFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVY
YCTIGGSLSVSSQGTLVTVSSHHHHHH (SEQ ID NO:456)
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Figure 12C

alyPD3 h840 COBRA

QVQLLESGGGKVQPGGSLRLSCVVSGDTSSIYLMGWYRQTPGKQRELVAHIRGNGRTNYADSVKGRF
TISRDNSKNTLYLQMNSLRAEDTAVYYCNVRNFWGSAEYWGQGTLVTVSS/GGGSGGGS/EVQLVESG
GGLVQPGGSLKLSCAASGFTEFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDD
SKNTAYLOQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEP
SLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQOKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTL
SGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGKVQPGGSLRLSCVVSG
DTSSIYLMGWYRQTPGKQRELVAHIRGNGRTNYADSVKGRFTISRDNSKNTLYLOMNSLRAEDTAVYY
CNVRNFWGSAEYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLW
YSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAP
GKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNS
YISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVR
QAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYCTIGGSLSVSSQG
TLVTVSSHHHHHH (SEQ ID NO:457)

alyPD3 h885 COBRA

QVQLLESGGGLVQPGGSLRLSCVASRGTFSRYSMGWFRQAPGKEREFVGRISWSGDMTYYADSVKGR
FTISRDNSKNTLYLQMNSLRAEDTAVYYCAASTLGYVWNHPNMYGYWGHGTLVTVSS/GGGSGGGS/
EVQLVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVQPGGSL
RLSCVASRGTFSRYSMGWFRQAPGKEREFVGRISWSGDMTYYADSVKGRFTISRDNSKNTLYLQMNSL
RAEDTAVYYCAASTLGYVWNHPNMYGYWGHGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTV
SPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFT
FNKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDT
AVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAAS
GFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVY
YCTIGGSLSVSSQGTLVTVSSHHHHHH (SEQ ID NO:458)
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Figure 12D

aHER2 1054 COBRA

QVQLQESGGGLVQAGGSLILSCAASGRTFSNYAMGWFRQAPGKEREFVAAINWSGTHTDYADSVKG
RFTISRDNVKRTVYLQMNSLKPEDTATYFCSRGWSVFDPDYRGQGTQVTVSS/GGGSGGGS/EVQLVES
GGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRD
DSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQE
PSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALT
LSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQAGGSLILSCAAS
GRTFSNYAMGWFRQAPGKEREFVAAINWSGTHTDYADSVKGRFTISRDNVKRTVYLQMNSLKPEDTA
TYFCSRGWSVFDPDYRGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGSST
GAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVL
WYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTENKYAMNWVRQ
APGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFG
NSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLYVQPGNSLRLSCAASGFTFSKFGMSW
VROQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSS
QGTLVTVSSHHHHHH (SEQ ID NO:459)

aHER21055 COBRA

QVQOLQESGGGLYQPGGSLRLTCEVSGRAISSYAISWFRQAPGEEREFVAAINWSGTHTNYADSVKGRF
TISRDNVKNTVYLQMNSLKPEDTATYFCSRGWSVFDPDYRGQGTQVTVSS/GGGSGGGS/EVQLVESG
GGLVQPGGSLKLSCAASGFTENKYAINWYVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDD
SKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEP
SLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQOKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTL
SGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQPGGSLRLTCEVSG
RAISSYAISWFRQAPGEEREFVAAINWSGTHTNYADSVKGRFTISRDNVKNTVYLOMNSLKPEDTATYF
CSRGWSVFDPDYRGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTISGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWY
SNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAP
GKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNS
YISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVR
QAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYCTIGGSLSVSSQG
TLVTVSSHHHHHH (SEQ ID NO:460)
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Figure 12E

aHER2 1058 COBRA

QVQLQESGGGLVQPGGSLRLTCAASGRAISSYAISWFRQAPGEEREFVAAINWSGTHTNYADSVKGRF
TISRDNVKNTVYLQMNSLKPEDTATYFCSRGWSVFDPDYRGQGTQVTVSS/GGGSGGGS/EVQLVESG
GGLVQPGGSLKLSCAASGFTFNKYAINWYRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDD
SKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEP
SLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQOKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTL
SGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQPGGSLRLTCAAS
GRAISSYAISWFRQAPGEEREFVAAINWSGTHTNYADSVKGRFTISRDNVKNTVYLOMNSLKPEDTATY
FCSRGWSVFDPDYRGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGSSTG
AVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLW
YSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWYVRQAP
GKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNS
YISYWAYWGQGTLVTVSS/GGGGSGGGS/EVALVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVR
QAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQG
TLVTVSSHHHHHH (SEQ ID NO:461)

aHER2 1059 COBRA

QVQOLQESGGGLVQPGGSLRLTCAASGRAISSYAISWFRQAPGEEREFVAAINWSGTHTDYADSVKGRF
TISRDNAKNTVYLQMNSLKPEDTAVYFCSRGWSVFDPDYRGQGTQVTVSS/GGGSGGGS/EVQLVESG
GGLVQPGGSLKLSCAASGFTENKYAINWYVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDD
SKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEP
SLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQOKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTL
SGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVALQESGGGLVQPGGSLRLTCAAS
GRAISSYAISWFRQAPGEEREFVAAINWSGTHTDYADSVKGRFTISRDNAKNTVYLOMNSLKPEDTAV
YFCSRGWSVFDPDYRGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGSST
GAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVL
WYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTENKYAMNWVRQ
APGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFG
NSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSW
VRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOQMNSLRPEDTAVYYCTIGGSLSVSS
QGTLVTVSSHHHHHH (SEQ ID NO:462)
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Figure 12F

aHER2 1065 COBRA

QVQOLQESGGGLVQPGGSLRLTCEVSGRAISSYAISWFRQAPGEEREFVAAINWSGTHTNYADSVKGRF
TISRDNVKRTVYLQMNSLKPEDTATYFCSRGWSVFDPDYRGQGTQVTVSS/GGGSGGGS/EVQLVESG
GGLVQPGGSLKLSCAASGFTFNKYAINWYRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDD
SKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEP
SLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQOKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTL
SGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQPGGSLRLTCEVSG
RAISSYAISWFRQAPGEEREFVAAINWSGTHTNYADSVKGRFTISRDNVKRTVYLOMNSLKPEDTATYF
CSRGWSVFDPDYRGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWY
SNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTENKYAMNWVRQAP
GKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNS
YISYWAYWGQGTLVTVSS/GGGGSGGGS/EVALVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVR
QAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQG
TLVTVSSHHHHHH (SEQ ID NO:463)

aHER2 1090 COBRA

QVQLQESGGGLYQTGGSLRLTCEVSGRAISSYAISWFROAPGEEREFVAAINWSGTHTNYADSVKGRF
TISRDNVKNTVYLQMNSLKPEDTATYFCSRGWSLFDPDYRGQGTQVTVSS/GGGSGGGS/EVQLVESG
GGLVQPGGSLKLSCAASGFTENKYAINWYVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDD
SKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEP
SLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQOKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTL
SGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVALQESGGGLVQTGGSLRLTCEVSG
RAISSYAISWFRQAPGEEREFVAAINWSGTHTNYADSVKGRFTISRDNVKNTVYLOMNSLKPEDTATYF
CSRGWSLFDPDYRGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTISGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWY
SNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAP
GKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNS
YISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVR
QAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYCTIGGSLSVSSQG
TLVTVSSHHHHHH (SEQ ID NO:464)
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Figure 12G

aHER2 1091 COBRA

QVQLQESGGGLVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKGLEWVSSINWSGTHTDYADSVKG
RFTISRDNAKNTLYLQMNSLKSEDSAVYYCVKGWRLTGGYYDSVQGQGTQVTVSS/GGGSGGGS/EVQ
LVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFT
ISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLYQPGGSLRLS
CAASGFTFDDYAMSWYVRQAPGKGLEWVSSINWSGTHTDYADSVKGRFTISRDNAKNTLYLQMNSLKS
EDSAVYYCVKGWRLTGGYYDSVQGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGT
VTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPE
DEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTENKY
AMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYY
CVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTF
SKFGMSWVROQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTI
GGSLSVSSQGTLVTVSSHHHHHH (SEQ ID NO:465)

aHER2 1092 COBRA

QVQLQESGGGLVQAGASLRLSCAASGFTFDDYALSWVRQAPGKGLEWVSSINWSGTHTDYADSVKG
RFTISRDNAKNTLYLQMNSLKSEDSAVYYCVKGWRLTGGYYDSVQGQGTQVTVSS/GGGSGGGS/EVQ
LVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFT
ISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVALQESGGGLYQAGASLRLS
CAASGFTFDDYALSWVRQAPGKGLEWVSSINWSGTHTDYADSVKGRFTISRDNAKNTLYLQMNSLKS
EDSAVYYCVKGWRLTGGYYDSVQGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGT
VTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPE
DEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTENKY
AMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYY
CVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTF
SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTI
GGSLSVSSQGTLVTVSSHHHHHH (SEQ ID NO:466)
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Figure 12H

aHER2 1097 COBRA

QVQLQESGGGLV{IPGGSLRLSCAASGFIFDDYAMTWYVRQAPGKGLEWVSSINWSGTHTDYADSVKG
RFTISRDNAKNTLYLQMNSLKSEDSAVYYCVKGWRHTDNYYAGVQGQGTQVTVSS/GGGSGGGS/EV
QLVESGGGLVQPGGSLKLSCAASGFTENKYAINWYRQAPGKGLEWVARIRSKYNNYATYYADQVKDR
FTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QT
VVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGG
KAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVI{PGGSLRL
SCAASGFIFDDYAMTWVRQAPGKGLEWVSSINWSGTHTDYADSVKGRFTISRDNAKNTLYLQMNSLK
SEDSAVYYCVKGWRHTDNYYAGVQGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGG
TVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPE
DEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTENKY
AMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYY
CVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTF
SKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTI
GGSLSVSSQGTLVTVSSHHHHHH (SEQ ID NO:467)

aHER2 1118 COBRA

QVQOLQESGGGLYQAGGSLRLSCAASGFTEDDYAMSWVRQTPGKGLEWVSSINWSGTHTNYADSVKG
RFTISRDNAKKTLYLQMNSLKSEDTAVYYCARGWMVVPDSTRGQGTQVTVSS/GGGSGGGS/EVQLVE
SGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISR
DDSKNTAYLOQMNNLKTEDTAVYYCYRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTWTQ
EPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQAGGSLRLSCAA
SGFTFDDYAMSWVRQTPGKGLEWVSSINWSGTHTNYADSVKGRFTISRDNAKKTLYLQMNSLKSEDT
AVYYCARGWMVVPDSTRGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCG
SSTGAVTSGNYPNWVQQOKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYY
CVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTENKYAMNW
VRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHG
NFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLYQPGNSLRLSCAASGFTFSKFGM
SWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYCTIGGSLSV
SSQGTLVTVSSHHHHHH (SEQ ID NO:468)
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Figure 12I

aHER2 1121 COBRA

QVQOLQESGGGLVQAGGSLRLSCAASGFIFSDYAMTWVRQAPGKGLEWVSSINWSGTHTNYADSVKG
RFTISRDNAKKTLYLQMNSLKSEDTAVYYCARGWMVVPDSTRGQGTQVTVSS/GGGSGGGS/EVQLVE
SGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISR
DDSKNTAYLQMNNLKTEDTAVYYCYRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTWTQ
EPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQAGGSLRLSCAA
SGFIFSDYAMTWVRQAPGKGLEWVSSINWSGTHTNYADSVKGRFTISRDNAKKTLYLOMNSLKSEDTA
VYYCARGWMVVPDSTRGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYC
VLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMN WYV
RQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGN
FGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVALVESGGGLYQPGNSLRLSCAASGFTFSKFGMS
WVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVS
SQGTLVTVSSHHHHHH (SEQ ID NO:469)

aHER2 1134 COBRA

QVQOLQESGGGLYQAGGSLRLSCAASGRIFSAAVMAWYRQPPGEQRELVASITHRGFTRYADSVKDRFT
ISRDNVNNTMYLQMNRLSPEDTAIYYCRLLNGDYWGQGTQVTVSS/GGGSGGGS/EVQLVESGGGLY
QPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDDSKNT
AYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEPSLTV
SPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGV
QPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLYQAGGSLRLSCAASGRIF
SAAVMAWYRQPPGEQRELVASITHRGFTRYADSVKDRFTISRDNVNNTMYLQMNRLSPEDTAIYYCRL
LNGDYWGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNY
PNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWV
FGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWYRQAPGKGLEW
VARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFGNSYISYWAY
WGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWYVRQAPGKGL
EWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSH
HHHHH (SEQ ID NO:470)
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Figure 12J

aHER2 1138 COBRA

QVQLQESGGGLVQPGGSLRLSCAASGFTFDDYAMSWVRQAPGKEMEWVSGINWSGTHTRYADSVK
GRFTISRDNAKNTLDLQMNSLISEDTAVYYCARGFAADSRSTRGQGTQVTYSS/GGGSGGGS/EVQLVE
SGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISR
DDSKNTAYLQMNNLKTEDTAVYYCYRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTWTQ
EPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLYQPGGSLRLSCAA
SGFTFDDYAMSWVRQAPGKEMEWVSGINWSGTHTRYADSVKGRFTISRDNAKNTLDLQMNSLISED
TAVYYCARGFAADSRSTRGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYC
VLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMN WYV
RQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGN
FGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVALVESGGGLYQPGNSLRLSCAASGFTFSKFGMS
WVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVS
SQGTLVTVSSHHHHHH (SEQ ID NO:471)

aHER2 1139 COBRA

QVQOLQESGGGLVYQPGGSLRLSCAASGFTFDDYAMSWIRQAPGKEMEWYVSGINWSGTHTRYADSVK
GRFTISRDNAKNTLDLQMNSLISEDTAVYYCARGFAADSRSTRGQGTQVTVSS/GGGSGGGS/EVQLVE
SGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISR
DDSKNTAYLOQMNNLKTEDTAVYYCYRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTWTQ
EPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQPGGSLRLSCAA
SGFTFDDYAMSWIRQAPGKEMEWVSGINWSGTHTRYADSVKGRFTISRDNAKNTLDLOMNSLISEDT
AVYYCARGFAADSRSTRGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGSS
TGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCV
LWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVR
QAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLYQPGNSLRLSCAASGFTFSKFGMS
WVROQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYCTIGGSLSVS
SQGTLVTVSSHHHHHH (SEQ ID NO:472)
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Figure 12K

aHER2 1140 COBRA

QVQLQESGGGLVQPGGSLRLSCVASGFTFDDYAMSWYVRQAPGKEMEWVSGINWSGTHTRYADSVK
GRFTISRDNAKNTLDLQMNSLISEDTAVYYCARGFAADSRSTRGQGTQVTYSS/GGGSGGGS/EVQLVE
SGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISR
DDSKNTAYLQMNNLKTEDTAVYYCYRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTWTQ
EPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLYQPGGSLRLSCVA
SGFTFDDYAMSWVRQAPGKEMEWVSGINWSGTHTRYADSVKGRFTISRDNAKNTLDLQMNSLISED
TAVYYCARGFAADSRSTRGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYC
VLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMN WYV
RQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGN
FGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVALVESGGGLYQPGNSLRLSCAASGFTFSKFGMS
WVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVS
SQGTLVTVSSHHHHHH (SEQ ID NO:473)

aHER2 1145 COBRA

QVQOLQESGGGLYQAGGSLRLSCAASGRIFKNYPMGWFRQPPGKDREFVAAITSSGGTTHYRDSVKGR
FTISRDNAKNTVYLQMNSLKPDDTAVYYCAGSSTPWDIPLGPNEVGYWGQGTQVTVSS/GGGSGGGS
JEVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQOKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQAGGS
LRLSCAASGRIFKNYPMGWFRQPPGKDREFVAAITSSGGTTHYRDSVKGRFTISRDNAKNTVYLQMNS
LKPDDTAVYYCAGSSTPWDIPLGPNEVGYWGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVWTQEPSLT
VSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGF
TENKYAMNWVYRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTED
TAVYYCYRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAA
SGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAV
YYCTIGGSLSVSSQGTLVTVSSHHHHHH (SEQ ID NO:474)
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Figure 12L

aHER2 1146 COBRA

QVQLQESGGGLVQAGGSLRLSCAASGRIFKNYPMGWFRQPPGKDREFVAAITSSGGTTPYRDSVKGRF
TISRDNAKNTVYLQMNSLKPEDTAVYYCAGSSTPWDIPLGPNEVGFWGQGTQVTVSS/GGGSGGGS/E
VQLVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKD
RFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/Q
TVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVALQESGGGLVOQAGGSL
RLSCAASGRIFKNYPMGWFRQPPGKDREFVAAITSSGGTTPYRDSVKGRFTISRDNAKNTVYLQMNSL
KPEDTAVYYCAGSSTPWDIPLGPNEVGFWGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTV
SPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFT
FNKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKTEDT
AVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAAS
GFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVY
YCTIGGSLSVSSQGTLVTVSSHHHHHH (SEQ ID NO:475)

aHER2 1149 COBRA

QVQOLQESGGGLV{:AGGSLRLSCVASGNIFGFNVMGWYRQVPGKQRELVAISTGGRSTDYADSAKGRF
TISRNNAKDTVYLQMNSLKPEDTAVYYCKMTMASSDYWGQGTQVTVSS/GGGSGGGS/EVQLVESGG
GLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDDS
KNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEPS
LTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLV:AGGSLRLSCVASG
NIFGFNVMGWYRQVPGKQRELVAISTGGRSTDYADSAKGRFTISRNNAKDTVYLOMNSLKPEDTAVYY
CKMTMASSDYWGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGSSTGAV
TSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYS
NRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWYRQAPG
KGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCVRHGNFGNSY!
SYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQ
APGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYCTIGGSLSVSSQGTL
VTVSSHHHHHH (SEQ ID NO:476)
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Figure 12M

aHER2 1150 COBRA

QVQLQESGGGLVQAGGSLRLSCVASGNIFGFNVMGWYRQVPGKQRELVAISTGGGSTNYADSAKGRF
TVSRNNAKDTVYLOMNSLKPEDTAVYYCKMTMASVDYWGQGTQVTVSS/GGGSGGGS/EVQLVESG
GGLVQPGGSLKLSCAASGFTFNKYAINWYRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDD
SKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEP
SLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQOKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTL
SGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQAGGSLRLSCVAS
GNIFGFNVMGWYRQVPGKQRELVAISTGGGSTNYADSAKGRFTVSRNNAKDTVYLQMNSLKPEDTA
VYYCKMTMASVDYWGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGSST
GAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVL
WYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTENKYAMNWVRQ
APGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGNFG
NSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLYVQPGNSLRLSCAASGFTFSKFGMSW
VROQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSS
QGTLVTVSSHHHHHH (SEQ ID NO:477)

aHER2 1156 COBRA

QVQLQESGGGLVQAGGSLKVSCAASRNIGSNYAVGWFRQAPGKEREPVAALRWTGSIIGYDDSLRGR
FTISKDDAKNTVYLQMNSLKPEDTGVYYCAARILDRSSYDYWGQGTQVTVSS/GGGSGGGS/EVQLVES
GGGLYQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRD
DSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQE
PSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALT
LSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLYQAGGSLKVSCAA
SRNIGSNYAVGWFRQAPGKEREPVAALRWTGSIIGYDDSLRGRFTISKDDAKNTVYLQMNSLKPEDTG
VYYCAARILDRSSYDYWGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGSS
TGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCV
LWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTENKYAMNWVR
QAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNF
GNSYISYWAYWGQGTLYTVSS/GGGGSGGGS/EVOLVESGGGLVQPGNSLRLSCAASGFTFSKFGMS
WVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVS
SQGTLVTVSSHHHHHH (SEQ ID NO:478)
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Figure 12N

aHER2 1158 COBRA

QVQOLQESGGGLVQAGGSLRLSCTASGRTFSSYAMGWFRQAPEKEREFVAAITWSGGTTHYAESVKGR
FTISRDNAKNTVYLQMNTLEPEDTAVYYCAARINYSTISSNEKMYHYWGQGTQVTVSS/GGGSGGGS/E
VQLVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKD
RFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/Q
TVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLG
GKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVALQESGGGLVOQAGGSL
RLSCTASGRTFSSYAMGWFRQAPEKEREFVAAITWSGGTTHYAESVKGRFTISRDNAKNTVYLOMNTL
EPEDTAVYYCAARINYSTISSNEKMYHYWGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVS
PGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSG
VQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFT
FNKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKTEDT
AVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAAS
GFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVY
YCTIGGSLSVSSQGTLVTVSSHHHHHH (SEQ ID NO:479)

aHER2 1159 COBRA

QVQLQESGGGLVQAGGSLRLSCATSGRTFSSLAMGW FR{:APGKERELVAGISWSGSTTYYADSVKGR
FAISRDNAKNTVYLQMNSLKPEDTAVYYCAARTSSIATIGREYDYWGQGTQVTVSS/GGGSGGGS/EVQ
LVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFT
ISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQAGGSLRLS
CATSGRTFSSLAMGWFR{APGKERELVAGISWSGSTTYYADSVKGRFAISRDNAKNTVYLQMNSLKPE
DTAVYYCAARTSSIATIGREYDYWGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTV
TLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDE
AEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTENKYA
MNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYC
VRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFS
KFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYCTIG
GSLSVSSQGTLVTVSSHHHHHH (SEQ ID NO:480)
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Figure 120

aHER2 1160 COBRA

QVQLQESGGGLVQAGGSLRLSCAASGRTFSNERLGWFRQAPGKERELVAAIRWSGVIIGYADSVRGRF
TISRDNAKSTVYL:XMNSLRPEDTAVYFCAADRGVYGTWDYWGQGTQVTVSS/GGGSGGGS/EVQLVE
SGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISR
DDSKNTAYLQMNNLKTEDTAVYYCYRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTWTQ
EPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQAGGSLRLSCAA
SGRTFSNERLGWFRQAPGKERELVAAIRWSGVIIGYADSVRGRFTISRDNAKSTVYLMNSLRPEDTAV
YFCAADRGVYGTWDYWGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGS
STGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYC
VLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMN WYV
RQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHGN
FGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVALVESGGGLYQPGNSLRLSCAASGFTFSKFGMS
WVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVS
SQGTLVTVSSHHHHHH (SEQ ID NO:481)

aHER2 1161 COBRA

QVQOLQESGGGLVQPGKSLRLSCAVSGDIFGTYGMAWYRQAPGKQREPVASISIGGIINYADSVKGRFTI
SRDNVKNTVYLQMNSLKPEDTAVYYCKLLDWNYWGRGTQVTVSS/GGGSGGGS/EVQLVESGGGLYQ
PGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDDSKNTA
YLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEPSLTVSP
GGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTLSGVQP
EDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQPGKSLRLSCAVSGDIFGT
YGMAWYRQAPGKQREPVASISIGGIINYADSVKGRFTISRDNVKNTVYLQMNSLKPEDTAVYYCKLLD
WNYWGRGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGSSTGAVTSGNYPN
WVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWYSNRWVFG
GGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWVRQAPGKGLEWVA
RIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHGNFGNSYISYWAYW
GQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLYQPGNSLRLSCAASGFTFSKFGMSWVRQAPGKGLE
WVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGSLSVSSQGTLVTVSSHH
HHHH (SEQ ID NO:482)
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Figure 12P

aHER2 1162 COBRA

QVQOLQESGGGLVQAGGSLRLSCAASGRPFSGNAMGWFRQAPGKEREFVAAISWSGDSTYYADSVKG
RFTISRDNDENTAYLQMNSLKPEDTAVYYCAATRSFYSRTYYTRPSDYNYWGPGTQVTVSS/GGGSGG
GS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQ
VKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGG
GS/QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQA
GGSLRLSCAASGRPFSGNAMGWFRQAPGKEREFVAAISWSGDSTYYADSVKGRFTISRDNDENTAYL
QMNSLKPEDTAVYYCAATRSFYSRTYYTRPSDYNYWGPGTQVTVSS/SGGPGPAGMKGLPGS/QTVVT
QEPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLS
CAASGFTENKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMN
NLKTEDTAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNS
LRLSCAASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSL
RPEDTAVYYCTIGGSLSVSSQGTLYTVSSHHHHHH (SEQ 1D NO:483)

aHER2 1163 COBRA

QVQOLQESGGGLYQAGGSLRLSCAASGRRFNNYFMGWFRQAPGKEREFVALLRESGDNTYYTNSVKGR
FTISRDNARNTVYLQMNSLKPEDTAVYYCAARLDTGFVLYSANSYAYWGQGTQVTVSS/GGGSGGGS/
EVOLVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQOKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQAGGS
LRLSCAASGRRFNNYFMGWFRQAPGKEREFVALLRESGDNTYYTNSVKGRFTISRDNARNTVYLQOMNS
LKPEDTAVYYCAARLDTGFVLYSANSYAYWGQGTQVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLT
VSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGF
TENKYAMNWVYRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTED
TAVYYCYRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAA
SGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAV
YYCTIGGSLSVSSQGTLVTVSSHHHHHH (SEQ 1D NO:484)
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Figure 12Q

Trop-2/EpCAM Hetero-COBRAs

Pro824 (aEpCAM h665/aTrop-2 h557)
QVQLLESGGGLVQPGGSLRLSCAASGRTFSDYDMGWFRQGPGKEREFVAAISWSGGHTNYADSVKG
RFTISRDNSKNTLYLOQMNSLRAEDTAVYYCAADLRFTGGDTTTPETYDYWGQGTLVTVSS/GGGSGGGS
/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVQPGGSL
RLSCAASGRTFSSQSMGWFRQAPGKEREFVSAISWTGANPTYADSVKGRFTISRDNSKNTLYLQMNSL
RAEDTAVYYCAADTSGGSYYYERATAETSYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAA
SGFTENKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOQMNNLK
TEDTAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLYQPGNSLRLS
CAASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPED
TAVYYCTIGGSLSVSSQGTLVTVSSHHHHHH (SEQ ID NO:485)

Pro826 (aTrop-2 h557/aEpCAM h665)

QVQLLESGGGLVQPGGSLRLSCAASGRTFSSQSMGW FRQAPGKEREFVSAISWTGANPTYADSVKGR
FTISRDNSKNTLYLOMNSLRAEDTAVYYCAADTSGGSYYYERATAETSYDYWGQGTLVTVSS/GGGSGG
Q[EVQLVESGGG LVOPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQ
VKDRFTISRDDSKNTAYLOQMNNLKTEDTAVYYCYRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGG
GS/QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVYQP
GGSLRLSCAASGRTFSDYDMGWFRQGPGKEREFVAAISWSGGHTNYADSVKGRFTISRDNSKNTLYLQ
MNSLRAEDTAVYYCAADLRFTGGDTTTPETYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKA
ALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSC
AASGFTFNKYAMNWYVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNN
LKTEDTAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLYQPGNSLR
LSCAASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRP
EDTAVYYCTIGGSLSVSSQGTLVTVSSHHHHHH (SEQ ID NO:486)
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Figure 13

PK in non-tumor bearing mice

Plasma Conc (ng/mlL)

0 24 48 72 9 120 144 168
Time (Hours)
—8— Pro214 - 100 pug/kg
—e— Pro186 - 100 ug/kg
*x =—@= Pre-Cleaved Pro186 - 100 ug/kg
—¥— Active dimer Pro186 - 100 ug/kg
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Figure 14
Pro225

Species aB7H3 alD3 aHSA

Kp {nM}) Ky (nM} Ky (nM)

8
€ i 0.3 {4lg)
- N ¥ .
E Human 0.6 (21g) D 113
o0
P 0.1 (4lg)
%-- Cyno 0.2 (21g) ND 10.8
=
T | Mouse | 0.1(2ig) | ND | 1063
g

*ND = Not Detectable
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Figure 15A
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Figure 15B
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Figure 16A
Pro225 Positive Control
Conditionally Vs, Inherently
Active COBRA3 Active bsAb
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Figure 16B
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Figure 16C
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Figure 16D
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Figure 21
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Figure 24

Tumor: LoVo

P

o

G G G G G W )

ann b gt b o oim

I

1 1
o (=]
o (= (=]
n LN
L |

AmEEv 2wn|oA Jowin)

20

10

30

Days post initial dose

-o- vehicle

& Pro566 - 1000 pg/kg

SUBSTITUTE SHEET (RULE 26)



WO 2022/040128 PCT/US2021/046217
113/247

Figure 25
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Figure 26
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Figure 27B
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Figure 27C
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Figure 43B
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Figure 48A
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Figure 48B

aFOLR1(h59-3)/aEGFR (D12) kills tumor cell lines expressing both FOLR1 and EGFR conditionally
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Figure 52C
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Figure 52D
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Figure 53A
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Figure 53C
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Figure 53D
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Figure 54D
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Figure 71

B7H3/EpCAM hetero-COBRAs
Pro751

aB7H3 hF12 sdAb (S59Y) — aCD3 Vh (2B2) — NCL-8 — aCD3VI {2B2) — acEpCAM hVIB665
sdAb — MMP9-15 - aCD3VIi -NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLOESGGGLVQPGGSLRLSCEASPRTFSTYSMAWFRQAPGKERSFVAAINWSGGNTYYADSVKGR
FTISRDNSKNTLYLQMNSLRAEDTAVYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/GGGSGGGS/EVQ
LVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFT
ISRDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTV
VTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGK
AALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLYQPGGSLRLS
CAASGRTFSDYDMGWFRQGPGKEREFVAAISWSGGHTNYADSVKGRFTISRDNSKNTLYLOQMNSLRA
EDTAVYYCAADLRFTGGDTTTPETYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGY
QPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTF
NKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTA
VYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLYQPGNSLRLSCAASG
FTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYY
CTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:487)

Pro752

acEpCAM hVIB665 sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) - haB7H3 F12 sdAb (S59Y)
— MMP9-15 - aCD3VIi ~NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLLESGGGLVQPGGSLRLSCAASGRTFSDYDMGWFRQGPGKEREFVAAISWSGGHTNYADSVKG
RFTISRDNSKNTLYLQMNSLRAEDTAVYYCAADLRFTGGDTTTPETYDYWGQGTLVTVSS/GGGSGGGS
/EVQLVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLQESGGGLVQPGGS
LRLSCEASPRTFSTYSMAWFRQAPGKERSFVAAINWSGGNTYYADSVKGRFTISRDNSKNTLYLOMNS
LRAEDTAVYYCAAGGVLAHHNYEYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSP
GGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGY
QPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTF
NKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTA
VYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASG
FTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYY
CTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:488)

SUBSTITUTE SHEET (RULE 26)



WO 2022/040128 PCT/US2021/046217
244/247

Figure 72

Trop2/hEpCAM Hetero-COBRASs

Pro824
acEpCAM hVIB665 sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI {2B2) — aTrop2 hVIB557 sdAb
— MMP9-15 - aCD3VIi —NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLLESGGGLVQPGGSLRLSCAASGRTFSDYDMGWFRQGPGKEREFVAAISWSGGHTNYADSVKG
RFTISRDNSKNTLYLQMNSLRAEDTAVYYCAADLRFTGGDTTTPETYDYWGQGTLVTVSS/GGGSGGGS
/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVK
DRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLYTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVQPGGSL
RLSCAASGRTFSSQSMGWFRQAPGKEREFVSAISWTGANPTYADSVKGRFTISRDNSKNTLYLOQMNSL
RAEDTAVYYCAADTSGGSYYYERATAETSYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEP
SLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAAL
TLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAA
SGFTENKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKT
EDTAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSC
AASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDT
AVYYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:489)

Pro826

aTrop2 hVIB557 sdAb sdAb — aCD3 Vh (2B2) - NCL-8 — aCD3VI (2B2) — acEpCAM hVIB665
sdAb

— MMP9-15 - aCD3VIi — NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLLESGGGLVQPGGSLRLSCAASGRTFSSQSMGWFRQAPGKEREFVSAISWTGANPTYADSVKGR
FTISRDNSKNTLYLOQMNSLRAEDTAVYYCAADTSGGSYYYERATAETSYDYWGQGTLVTVSS/GGGSGG
GS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQ
VKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGG
GS/QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVYQQKPGQAPRGLIGGTKFLVPGTPARFS
GSLLGGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVYQP
GGSLRLSCAASGRTFSDYDMGWFRQGPGKEREFVAAISWSGGHTNYADSVKGRFTISRDNSKNTLYLQ
MNSLRAEDTAVYYCAADLRFTGGDTTTPETYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQ
EPSLTVSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKA
ALTLSGVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSC
AASGFTENKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNN
LKTEDTAVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLR
LSCAASGFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRP
EDTAVYYCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:490)

SUBSTITUTE SHEET (RULE 26)



WO 2022/040128 PCT/US2021/046217
245/247

Figure 73

Humanized Her2 COBRAs

Pro1109
aHER2 hVIB1159 sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) — aHER2 hVIB1159 sdAb
— MMP9-15 - aCD3VIi —NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLLESGGGLVQPGGSLRLSCATSGRTFSSLAMGWFRQAPGKERELVAGISWSGSTTYYADSVKGRF
AISRDNSKNTLYLQMNSLRAEDTAVYYCAARTSSIATIGREYDYWGQGTLVTVSS/GGGSGGGS/EVALY
ESGGGLVQPGGSLKLSCAASGFTEFNKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTIS
RDDSKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVT
QEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKA
ALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVQPGGSLRLSC
ATSGRTFSSLAMGWFRQAPGKERELVAGISWSGSTTYYADSVKGRFAISRDNSKNTLYLQMNSLRAED
TAVYYCAARTSSIATIGREYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTL
TCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEA
EYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTENKYAM
NWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVR
HGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKF
GMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVYYCTIGGS
LSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:491)

Prol1111
aHER2 hVIB1162 sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) — aHER2 hVIB1162 sdAb
— MMP9-15 - aCD3VIi —NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLLESGGGLVQPGGSLRLSCAASGRPFSGNAMGWFRQAPGKEREFVAAISWSGDSTYYADSVKGR
FTISRDNSKNTLYLQMNSLRAEDTAVYYCAATRSFYSRTYYTRPSDYNYWGPGTLVTVSS/GGGSGGGS/
EVQLVESGGGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVK

DRFTISRDDSKNTAYLOMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/
QTVVTQEPSLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLL
GGKAALTLSGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLVQPGGSL
RLSCAASGRPFSGNAMGWFRQAPGKEREFVAAISWSGDSTYYADSVKGRFTISRDNSKNTLYLQMNSL
RAEDTAVYYCAATRSFYSRTYYTRPSDYNYWGPGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLT
VSPGGTVTLTCGSSTGAVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLS
GVQPEDEAEYYCVLWYSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGE
TENKYAMNWVRQAPGKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLQMNNLKTEDT
AVYYCVRHGNFGNSYISYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAAS
GFTFSKFGMSWVRQAPGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLQMNSLRPEDTAVY
YCTIGGSLSVSSQGTLVTVSS/HHHHHH (SEQ ID NO:492)
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Figure 74

Proll17
aHER2 hVIB1139 sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) — aHER2 hVIB1139 sdAb
— MMP9-15 - aCD3VIi —NCL-8 - aCD3Vhi — aHSA (10GE) - His6

QVQLVESGGGVVRPGGSLRLSCAASGFTFDDYAMSWIRQAPGKEMEWYVSGINWSGTHTRYADSVKG
RFTISRDNAKNSLYLQMNSLRAEDTALYYCARGFAADSRSTRGQGTLVTVSS/GGGSGGGS/EVQLVESG
GGLVQPGGSLKLSCAASGFTENKYAINWYRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDD
SKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEP

SLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQOKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTL

SGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQALVESGGGVVRPGGSLRLSCAASG
FTFDDYAMSWIRQAPGKEMEWVSGINWSGTHTRYADSVKGRFTISRDNAKNSLYLQMNSLRAEDTAL
YYCARGFAADSRSTRGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGSSTG

AVTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLW
YSNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTFNKYAMNWYRQAP
GKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCYRHGNFGNSYI
SYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQA
PGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOMNSLRPEDTAVYYCTIGGSLSVSSQGTLYV
TVSS/HHHHHH (SEQ ID NO:493)

Prol1118
aHER2 hVIB1156 sdAb — aCD3 Vh (2B2) — NCL-8 — aCD3VI (2B2) — aHER2 hVIB1156 sdAb
— MMP9-15 - aCD3VIi —~NCL-8 - aCD3Vhi — aHSA (10GE) — His6

QVQLLESGGGLVQPGGSLRLSCAASRNIGSNYAVGWFRQAPGKEREPVAALRWTGSIIGYDDSLRGRF
TISKDNSKNTLYLQMNSLKPEDTAVYYCAARILDRSSYDYWGQGTLVTVSS/GGGSGGGS/EVQLVESG
GGLVQPGGSLKLSCAASGFTENKYAINWVRQAPGKGLEWVARIRSKYNNYATYYADQVKDRFTISRDD
SKNTAYLQMNNLKTEDTAVYYCVRHANFGNSYISYWAYWGQGTLVTVSS/GGGSGGGS/QTVVTQEP
SLTVSPGGTVTLTCASSTGAVTSGNYPNWVQQKPGQAPRGLIGGTKFLVPGTPARFSGSLLGGKAALTL
SGVQPEDEAEYYCTLWYSNRWVFGGGTKLTVL/GGGSGGGS/QVQLLESGGGLYQPGGSLRLSCAASR
NIGSNYAVGWFRQAPGKEREPVAALRWTGSIIGYDDSLRGRFTISKDNSKNTLYLOMNSLKPEDTAVYY
CAARILDRSSYDYWGQGTLVTVSS/SGGPGPAGMKGLPGS/QTVVTQEPSLTVSPGGTVTLTCGSSTGA
VTSGNYPNWVQQKPGQAPRGLIGDYKDDDDKGTPARFSGSLLGGKAALTLSGVQPEDEAEYYCVLWY
SNRWVFGGGTKLTVL/GGGSGGGS/EVQLVESGGGLVQPGGSLKLSCAASGFTENKYAMNWVRQAP
GKGLEWVARIRSKYDYKDDDDKADSVKDRFTISRDDSKNTAYLOMNNLKTEDTAVYYCYRHGNFGNSYI
SYWAYWGQGTLVTVSS/GGGGSGGGS/EVQLVESGGGLVQPGNSLRLSCAASGFTFSKFGMSWVRQA
PGKGLEWVSSISGSGRDTLYAESVKGRFTISRDNAKTTLYLOQMNSLRPEDTAVYYCTIGGSLSVSSQGTLV
TVSS/HHHHHH (SEQ ID NO:494)
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Figure 75

Humanized aEpCAM sdAb
h664

QVQLLESGGGLVQPGGSLRLSCAASGRTLDNYDMGWFRQGPGKEREFVAAISWSGGSTDYAYSVKGR
FTISRDNSKNTLYLQMNSLRAEDTAVYYCAADLRFTGGDTMTPETYDYWGQGTLVTVSS (SEQ ID
NO:495)

sdCDR1 GRTLDNYDMG (SEQ ID NO:496)
sdCDR2 AISWSGGSTDYAYSVKG (SEQ ID NO:497)
sdCDR3 DLRFTGGDTMTPETYDY (SEQ ID NO:498)

Humanized aHer2 sdAbs

h1139
QVQLVESGGGVVRPGGSLRLSCAASGFTFDDYAMSWIRQAPGKEMEWVSGINWSGTHTRYADSVKG
RFTISRDNAKNSLYLOMNSLRAEDTALYYCARGFAADSRSTRGQGTLVTVSS (SEQ ID N0:499)
sdCDR1 GFTFDDYAMS (SEQ ID NO:500)

sdCDR2 GINWSGTHTRYADSVKG (SEQ ID NO:501)

sdCDR3 GFAADSRST (SEQ ID NO:502)

h1156
QVQLLESGGGLVQPGGSLRLSCAASRNIGSNYAVGWFROQAPGKEREPVAALRWTGSIIGYDDSLRGRF
TISKDNSKNTLYLQMNSLKPEDTAVYYCAARILDRSSYDYWGQGTLVTVSS (SEQ ID NO:503)
sdCDR1 RNIGSNYAVG (SEQ ID NO:504)

sdCDR2 ALRWTGSIIGYDDSLRG (SEQ ID NO:505)

sdCDR3 RILDRSSYDY (SEQ ID NO:506)

h1159
QVQLLESGGGLVQPGGSLRLSCATSGRTFSSLAMGWFRQAPGKERELVAGISWSGSTTYYADSVKGRF
AISRDNSKNTLYLOMNSLRAEDTAVYYCAARTSSIATIGREYDYWGQGTLVTVSS (SEQ 1D NO:507)
sdCDR1 GRTFSSLAMG (SEQ ID NO:508)

sdCDR2 GISWSGSTTYYADSVKG (SEQ ID NO:509)

sdCDR3 RTSSIATIGREYDY (SEQ ID NO:510)

h1162
QVQLLESGGGLVQPGGSLRLSCAASGRPFSGNAMGWFRQAPGKEREFVAAISWSGDSTYYADSVKGR
FTISRDNSKNTLYLQMNSLRAEDTAVYYCAATRSEYSRTYYTRPSDYNYWGPGTLVTVSS (SEQ ID
NO:511)

sdCDR1_GRPFSGNAMG (SEQ ID NO:512)

sdCDR2_AISWSGDSTYYADSVKG (SEQ ID NO:513)

sdCDR3_TRSFYSRTYYTRPSDYNY (SEQ ID NO:514)
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