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210> 1

<211> 8

<212> PRT

<213> Artificial Sequence

<220>
<223> Linker 1

<400> 1

Gly Gly Gly Ser Gly Gly Gly Gly
1 5

<210> 2

<211> 6

<212> PRT

<213> Artificial Sequence

<220>
<223> Linker 2

<400> 2

Gly Gly Cys Gly Gly Gly
1 5
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1301-0123PCT_ST25

<210> 3

<211> 5

<212> PRT

<213> Artificial Sequence

<220>
<223> Alternative Linker 2

<400> 3

Ala Ser Thr Lys Gly
1 5

<210> 4

<211> 10

<212> PRT

<213> Artificial Sequence

<220>
<223> Linker 3

<400> 4

Asp Lys Thr His Thr Cys Pro Pro Cys Pro
1 5 10

<210> 5

<211> 13

<212> PRT

<213> Artificial Sequence

<220>
<223> Spacer-Linker 3

<400> 5

Gly Gly Gly Asp Lys Thr His Thr Cys Pro Pro Cys Pro
1 5 10

<210> 6

<211> 7

<212> PRT

<213> Artificial Sequence
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1301-0123PCT_ST25

<220>
<223> Heterodimer-Promoting Domain

<400> 6

Gly Val Glu Pro Lys Ser Cys
1 5

<210> 7

<211> 6

<212> PRT

<213> Artificial Sequence

<220>
<223> Heterodimer-Promoting Domain

<400> 7

Val Glu Pro Lys Ser Cys
1 5

<210> 8

<211> 7

<212> PRT

<213> Artificial Sequence

<220>
<223> Heterodimer-Promoting Domain

<400> 8

Gly Phe Asn Arg Gly Glu Cys
1 5

<210> 9

<211> 6

<212> PRT

<213> Artificial Sequence

<220>
<223> Heterodimer-Promoting Domain

<400> 9
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1301-0123PCT_ST25
Phe Asn Arg Gly Glu Cys
1 5

<210> 10

<211> 28

<212> PRT

<213> Artificial Sequence

<220>
<223> "E-coil" Heterodimer-Promoting Domain

<400> 10

Glu Val Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys Glu Val
1 5 10 15

Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys
20 25

<210> 11

<211> 28

<212> PRT

<213> Artificial Sequence

<220>
<223> "K-coil" Heterodimer-Promoting Domain

<400> 11

Lys Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu Lys Val
1 5 10 15

Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu
20 25

<210> 12

<211> 28

<212> PRT

<213> Artificial Sequence

<220>
<223> Cysteine-Containing "E-coil" Heterodimer-Promoting Domain
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1301-0123PCT_ST25
<400> 12

Glu Val Ala Ala Cys Glu Lys Glu Val Ala Ala Leu Glu Lys Glu Val
1 5 10 15

Ala Ala Leu Glu Lys Glu Val Ala Ala Leu Glu Lys
20 25

<210> 13

<211> 28

<212> PRT

<213> Artificial Sequence

<220>
<223> Cysteine-Containing "K-coil" Heterodimer-Promoting Domain

<400> 13

Lys Val Ala Ala Cys Lys Glu Lys Val Ala Ala Leu Lys Glu Lys Val
1 5 10 15

Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu
20 25

<210> 14
<211> 217
<212> PRT
<213> Homo sapiens

220>

<221> MISC_FEATURE

222> (1)..(217)

<223> Human IgGl CH2-CH3 Domain

<400> 14
Ala Pro Glu Leu Leu Gly Gly Pro Ser Val Phe Leu Phe Pro Pro Lys
1 5 10 15

Pro Lys Asp Thr Leu Met Ile Ser Arg Thr Pro Glu Val Thr Cys Val
20 25 30
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Val

Val

Gln

65

Gln

Ala

Pro

Thr

Ser

145

Tyr

Tyr

Phe

Lys

Val

Asp

50

Tyr

Asp

Leu

Arg

Lys

130

Asp

Lys

Ser

Ser

Ser
210

Asp

35

Gly

Asn

Trp

Pro

Glu

115

Asn

Ile

Thr

Lys

Cys

195

Leu

Val

Val

Ser

Leu

Ala

100

Pro

Gln

Ala

Thr

Leu

180

Ser

Ser

Ser

Glu

Thr

Asn

85

Pro

Gln

Val

Val

Pro

165

Thr

Val

Leu

His

Val

Tyr

70

Gly

Ile

Val

Ser

Glu

150

Pro

Val

Met

Ser

Glu

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

Val

Asp

His

Pro
215

Asp

40

Asn

Val

Glu

Lys

Thr

120

Thr

Glu

Leu

Lys

Glu

200

Gly

1301-0123PCT_ST25

Pro Glu Val Lys Phe

Ala

Val

Tyr

Thr

105

Leu

Cys

Ser

Asp

Ser

185

Ala

Lys

Lys

Ser

Lys

90

Ile

Pro

Leu

Asn

Ser

170

Arg

Leu

Thr

Val

75

Cys

Ser

Pro

Val

Gly

155

Asp

Trp

His

Lys

60

Leu

Lys

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Page 6

45

Pro

Thr

Val

Ala

Arg

125

Gly

Pro

Ser

Gln

His
205

Asn

Arg

Val

Ser

Lys

110

Glu

Phe

Glu

Phe

Gly

190

Tyr

Trp

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Tyr

Glu

His

80

Lys

Gln

Met

Pro

Asn

160

Leu

Val

Gln



<210>
<211>
<212>
<213>

<220>
<223>

<400>

15
217
PRT

Artificial Sequence

"Knob-Bearing" Human

15

Ala Pro Glu

1

Pro

Val

Val

Gln

65

Gln

Ala

Pro

Thr

Ser

Lys

Val

Asp

50

Tyr

Asp

Leu

Arg

Lys

130

Asp

Asp

Asp

35

Gly

Asn

Trp

Pro

Glu

115

Asn

Ile

Ala

Thr

20

Val

Val

Ser

Leu

Ala

100

Pro

Gln

Ala

Ala

Leu

Ser

Glu

Thr

Asn

85

Pro

Gln

Val

Val

Gly

Met

His

Val

Tyr

70

Gly

Ile

Val

Ser

Glu

Gly

Ile

Glu

His

55

Arg

Lys

Glu

Tyr

Leu

135

Trp

1301-0123PCT_ST25

IgGl CH2-CH3 Domain

Pro

Ser

Asp

40

Asn

Val

Glu

Lys

Thr

120

Trp

Glu

Ser

Arg

25

Pro

Ala

Val

Tyr

Thr

105

Leu

Cys

Ser

Val
10

Thr

Glu

Ser

Lys

90

Ile

Pro

Leu

Phe

Pro

Val

Thr

Val

75

Cys

Ser

Pro

Val

Leu

Glu

Lys

Lys

60

Leu

Lys

Lys

Ser

Lys
140

Asn Gly Gln
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Phe

Val

Phe

45

Pro

Thr

Val

Ala

Arg

125

Gly

Pro

Pro

Thr

30

Asn

Arg

Val

Ser

Lys

110

Glu

Phe

Glu

Pro

15

Cys

Trp

Glu

Leu

Asn

95

Gly

Glu

Tyr

Asn

Lys

Val

Tyr

Glu

His

80

Lys

Gln

Met

Pro

Asn



145

Tyr Lys Thr Thr

Tyr Ser Lys Leu

180

Phe Ser Cys Ser
195

Lys Ser Leu Ser

210

<210> 16

<211> 217

<212> PRT

<213>

220>

<223>

<400> 16

Ala Pro Glu Ala
1

Pro Lys Asp Thr
20

Val val Asp Vval
35

Val Asp Gly val
50

Gln Tyr Asn Ser
65

150

Pro Pro Val

165

Thr Val Asp

Val

Leu

Ala

Leu

Ser

Glu

Thr

Met

Ser

Gly

Met

His

Val

Tyr
70

His

Pro
215

Artificial Sequence

"Hole-Bearing" Human

Gly

Ile

Glu

His

55

Arg

Leu

Lys

Glu

200

Gly

1301-0123PCT_ST25

155

Asp Ser Asp Gly
170

Ser Arg Trp Gln
185

Ala Leu His Asn

Lys

IgGl CH2-CH3 Domain

Pro

Ser

Asp

40

Asn

Val

Ser Val Phe Leu
10

Arg Thr Pro Glu
25

Pro Glu Val Lys

Ala Lys Thr Lys
60

Val Ser Val Leu
75

Page 8

160

Ser Phe Phe Leu
175

Gln Gly Asn Val
190

His Tyr Thr Gln
205

Phe Pro Pro Lys

15

Val Thr

30

Cys Val

Phe
45

Asn Trp Tyr

Pro Arg Glu Glu

Thr Val His

80

Leu



Gln

Ala

Pro

Thr

Ser

145

Tyr

Val

Phe

Lys

Asp

Leu

Arg

Lys

130

Asp

Lys

Ser

Ser

Ser
210

<210>
<211>
<212>
<213>

<220>
<221>
222>
<223>

Trp Leu Asn
85

Pro Ala Pro
100

Glu Pro Gln
115

Asn Gln Val

Ile Ala Vval

Thr Thr Pro
165

Lys Leu Thr
180

Cys Ser Val
195

Leu Ser Leu

17
107
PRT
Mus musculus

MISC_FEATURE
(1)..(107)

Gly

Ile

Val

Ser

Glu

150

Pro

Val

Met

Ser

Lys

Glu

Tyr

Leu

135

Trp

Val

Asp

His

Pro
215

Glu

Lys

Thr

120

Ser

Glu

Leu

Lys

Glu

200

Gly

1301-0123PCT_ST25

Tyr Lys Cys Lys Val

Thr

105

Leu

Cys

Ser

Asp

Ser

185

Ala

Lys

90

Ile

Pro

Ala

Asn

Ser

170

Arg

Leu

Ser

Pro

Val

Gly

155

Asp

Trp

His

Lys

Ser

Lys

140

Gln

Gly

Gln

Asn

Ala

Arg

125

Gly

Pro

Ser

Gln

Arg
205

Light Chain Variable Domain of B7-H3 mAb A

Page 9

Ser

Lys

110

Glu

Phe

Glu

Phe

Gly

190

Tyr

Asn

95

Gly

Glu

Tyr

Asn

Phe

175

Asn

Thr

Lys

Gln

Met

Pro

Asn

160

Leu

Val

Gln



<400>
Asp Ile
1

Asp Arg

Val Ala

Tyr Ser
50

Ser Gly
65

Glu Asp

Thr Phe

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

17

Gln

Val

Trp

35

Ala

Ser

Phe

Gly

18
11
PRT

Leu

Thr

20

Tyr

Ser

Gly

Ala

Gln
100

Thr

Ile

Gln

Tyr

Thr

Thr

85

Gly

Mus musculus

MISC_FEATURE

(1)..(11)

Gln

Thr

Gln

Arg

Asp

70

Tyr

Thr

Ser

Cys

Lys

Tyr

55

Phe

Tyr

Lys

Pro

Lys

Pro

40

Ser

Thr

Cys

Leu

1301-0123PCT_ST25

Ser Phe Leu Ser Ala

Ala

25

Gly

Gly

Leu

Gln

Glu
105

10

Ser

Lys

Val

Thr

Gln

90

Ile

Light Chain CDR1 of B7-H3 mAb A

18

Gln

Ala

Pro

Ile

75

Tyr

Lys

Lys Ala Ser Gln Asn Val Asp Thr Asn Val Ala

1

<210>

19

5

10

Asn

Pro

Ser

60

Ser

Asn

Page 10

Val

Lys

45

Arg

Ser

Asn

Ser

Asp

30

Ala

Phe

Leu

Tyr

Val

15

Thr

Leu

Ser

Gln

Pro
95

Gly

Asn

Ile

Gly

Pro

80

Phe



1301-0123PCT_ST25
<211> 7
<212> PRT
<213> Mus musculus

<220>

<221> MISC_FEATURE

222> (1)..(7)

<223> Light Chain CDR2 of B7-H3 mAb A

<400> 19

Ser Ala Ser Tyr Arg Tyr Ser
1 5

210> 20

<211> 9

<212> PRT

<213> Mus musculus

<220>

<221> MISC_FEATURE

<222> (1)..(9)

<223> Light Chain CDR3 of B7-H3 mAb A

<400> 20

Gln Gln Tyr Asn Asn Tyr Pro Phe Thr
1 5

<210> 21

<211> 122

<212> PRT

<213> Mus musculus

<220>

<221> MISC_FEATURE

<222> (1)..(122)

<223> Heavy Chain Variable Domain of B7-H3 mAb A

<400> 21

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15
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Ser

Gly

Ala

Lys

65

Leu

Gly

Gly

Leu

Met

Tyr

50

Gly

Gln

Arg

Gln

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

Arg

His
35

Ile

Arg

Met

Gly

Gly

115

22
5
PRT

Leu

20

Trp

Ser

Phe

Asn

Arg

100

Thr

Ser

Val

Ser

Thr

Ser

85

Glu

Thr

Mus musculus

MISC_FEATURE

(1)..

(5)

Cys

Arg

Asp

Ile

70

Leu

Asn

Val

Ala

Gln

Ser

55

Ser

Arg

Ile

Thr

Ala

Ala

40

Ser

Arg

Asp

Tyr

Val
120

1301-0123PCT_ST25

Ser Gly Phe Thr Phe

25

Pro

Ala

Asp

Glu

Tyr

105

Ser

Gly

Ile

Asn

Asp

90

Gly

Ser

Heavy Chain CDR1 of B7-H3 mAb A

22

Ser Phe Gly Met His

1

<210>

23

5

Lys Gly

Tyr Tyr
60

Ala Lys
75

Thr Ala

Ser Arg

Page 12

Leu

45

Ala

Asn

Val

Leu

Ser

30

Glu

Asp

Ser

Tyr

Asp
110

Ser

Trp

Thr

Leu

Tyr

95

Tyr

Phe

Val

Val

Tyr

80

Cys

Trp



1301-0123PCT_ST25
<211> 17
<212> PRT
<213> Mus musculus

<220>

<221> MISC_FEATURE

<222> (1)..(17)

<223> Heavy Chain CDR2 of B7-H3 mAb A

<400> 23

Tyr Ile Ser Ser Asp Ser Ser Ala Ile Tyr Tyr Ala Asp Thr Val Lys
1 5 10 15

Gly

210> 24

<211> 13

<212> PRT

<213> Mus musculus

<220>

<221> MISC_FEATURE

<222> (1)..(13)

<223> Heavy Chain CDR3 of B7-H3 mAb A

<400> 24

Gly Arg Glu Asn Ile Tyr Tyr Gly Ser Arg Leu Asp Tyr
1 5 10

<210> 25

<211> 107

<212> PRT

<213> Mus musculus

<220>

<221> MISC_FEATURE

<222> (1)..(107)

<223> Light Chain Variable Domain of B7-H3 mAb B
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<400>

25

Asp Ile Gln

1

Asp

Leu

Tyr

Ser

65

Glu

Thr

Arg

Asn

Tyr

50

Gly

Asp

Phe

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

Val

Trp

35

Thr

Ser

Ile

Gly

26
11
PRT

Met

Thr

20

Tyr

Ser

Gly

Ala

Gly
100

Thr

Ile

Gln

Arg

Thr

Thr

85

Gly

Mus musculus

MISC_FEATURE

(1)..(11)

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

Ser

Cys

Lys

His

55

Phe

Tyr

Lys

Pro

Arg

Pro

40

Ser

Thr

Cys

Leu

1301-0123PCT_ST25

Ser Ser Leu Ser Ala

Ala

25

Gly

Gly

Leu

Gln

Glu
105

10

Ser

Lys

Val

Thr

Gln

90

Ile

Light Chain CDR1 of B7-H3 mAb B

26

Gln

Ala

Pro

Ile

75

Gly

Lys

Arg Ala Ser Gln Asp Ile Ser Asn Tyr Leu Asn

1

<210>

27

5

10

Asp

Pro

Ser

60

Ser

Asn

Page 14

Ile

Lys

45

Arg

Ser

Thr

Ser

Ser

30

Leu

Phe

Leu

Leu

Val

15

Asn

Leu

Ser

Gln

Pro
95

Gly

Tyr

Ile

Gly

Pro

80

Pro



1301-0123PCT_ST25
<211> 7
<212> PRT
<213> Mus musculus

<220>

<221> MISC_FEATURE

222> (1)..(7)

<223> Light Chain CDR2 of B7-H3 mAb B

<400> 27

Tyr Thr Ser Arg Leu His Ser
1 5

210> 28

<211> 9

<212> PRT

<213> Mus musculus

<220>

<221> MISC_FEATURE

<222> (1)..(9)

<223> Light Chain CDR3 of B7-H3 mAb B

<400> 28

Gln Gln Gly Asn Thr Leu Pro Pro Thr
1 5

<210> 29

<211> 120

<212> PRT

<213> Mus musculus

<220>

<221> MISC_FEATURE

<222> (1)..(120)

<223> Heavy Chain Variable Domain of B7-H3 mAb B

<400> 29

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15
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Ser

Trp

Gly

Lys

65

Met

Ala

Gly

Val

Met

Thr

50

Gly

Glu

Arg

Thr

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

Lys

Gln
35

Ile

Arg

Leu

Arg

Thr

115

30
5
PRT

Val
20

Trp

Tyr

Val

Ser

Gly

100

Val

Ser

Val

Pro

Thr

Ser

85

Ile

Thr

Mus musculus

MISC_FEATURE

(1)..

(5)

Cys

Arg

Gly

Ile

70

Leu

Pro

Val

Lys

Gln

Asp

55

Thr

Arg

Arg

Ser

Ala

Ala

40

Gly

Ala

Ser

Leu

Ser
120

1301-0123PCT_ST25

Ser Gly Tyr Thr Phe

25

Pro

Asp

Asp

Glu

Trp
105

Gly

Thr

Lys

Asp

90

Tyr

Heavy Chain CDR1 of B7-H3 mAb B

30

Ser Tyr Trp Met Gln

1

<210>

31

5

Gln

Arg

Ser

75

Thr

Phe

Gly

Tyr

60

Thr

Ala

Asp

Page 16

Leu

45

Thr

Ser

Val

Val

Thr

30

Glu

Gln

Thr

Tyr

Trp
110

Ser

Trp

Lys

Ala

Tyr

95

Gly

Tyr

Met

Phe

Tyr

80

Gln



1301-0123PCT_ST25
<211> 17
<212> PRT
<213> Mus musculus

<220>

<221> MISC_FEATURE

<222> (1)..(17)

<223> Heavy Chain CDR2 of B7-H3 mAb B

<400> 31

Thr Ile Tyr Pro Gly Asp Gly Asp Thr Arg Tyr Thr Gln Lys Phe Lys
1 5 10 15

Gly

210> 32

<211> 11

<212> PRT

<213> Mus musculus

<220>

<221> MISC_FEATURE

<222> (1)..(11)

<223> Heavy Chain CDR3 of B7-H3 mAb B

<400> 32

Arg Gly Ile Pro Arg Leu Trp Tyr Phe Asp Val
1 5 10

<210> 33

<211> 107

<212> PRT

<213> Mus musculus

<220>

<221> MISC_FEATURE

<222> (1)..(107)

<223> Light Chain Variable Domain of B7-H3 mAb C
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<400>

33

Asp Ile Gln

1

Asp

Leu

Tyr

Ser

65

Glu

Thr

Arg

Asn

Tyr

50

Gly

Asp

Phe

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

Val

Trp

35

Thr

Ser

Ile

Gly

34
11
PRT

Met

Thr

20

Tyr

Ser

Gly

Ala

Gly
100

Thr

Ile

Gln

Arg

Thr

Thr

85

Gly

Mus musculus

MISC_FEATURE

(1)..(11)

Gln

Thr

Gln

Leu

Asp

70

Tyr

Thr

Ser

Cys

Lys

Gln

55

Phe

Tyr

Lys

Pro

Arg

Pro

40

Ser

Thr

Cys

Leu

1301-0123PCT_ST25

Ser Ser Leu Ser Ala

Ala

25

Gly

Gly

Leu

Gln

Glu
105

10

Ser

Lys

Val

Thr

Gln

90

Ile

Light Chain CDR1 of B7-H3 mAb C

34

Gln

Ala

Pro

Ile

75

Gly

Lys

Arg Ala Ser Gln Ser Ile Ser Ser Tyr Leu Asn

1

<210>

35

5

10

Ser

Pro

Ser

60

Ser

Asn

Page 18

Ile

Lys

45

Arg

Ser

Thr

Ser

Ser

30

Leu

Phe

Leu

Leu

Val

15

Ser

Leu

Ser

Gln

Pro
95

Gly

Tyr

Ile

Gly

Pro

80

Pro



1301-0123PCT_ST25
<211> 7
<212> PRT
<213> Mus musculus

<220>

<221> MISC_FEATURE

222> (1)..(7)

<223> Light Chain CDR2 of B7-H3 mAb C

<400> 35

Tyr Thr Ser Arg Leu Gln Ser
1 5

210> 36

<211> 9

<212> PRT

<213> Mus musculus

<220>

<221> MISC_FEATURE

<222> (1)..(9)

<223> Light Chain CDR3 of B7-H3 mAb C

<400> 36

Gln Gln Gly Asn Thr Leu Pro Pro Thr
1 5

<210> 37

<211> 120

<212> PRT

<213> Mus musculus

<220>

<221> MISC_FEATURE

<222> (1)..(120)

<223> Heavy Chain Variable Domain of B7-H3 mAb C

<400> 37

Gln Val Gln Leu Val Gln Ser Gly Ala Glu Val Lys Lys Pro Gly Ala
1 5 10 15
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Ser

Trp

Gly

Gln

65

Met

Ala

Gly

Val

Met

Thr

50

Gly

Glu

Arg

Thr

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

Lys

Gln
35

Ile

Arg

Leu

Arg

Thr

115

38
5
PRT

Val
20

Trp

Tyr

Val

Ser

Gly

100

Val

Ser

Val

Pro

Thr

Ser

85

Ile

Thr

Mus musculus

MISC_FEATURE

(1)..

(5)

Cys

Arg

Gly

Ile

70

Leu

Pro

Val

Lys

Gln

Gly

55

Thr

Arg

Arg

Ser

Ala

Ala

40

Gly

Ala

Ser

Leu

Ser
120

1301-0123PCT_ST25

Ser Gly Tyr Thr Phe

25

Pro

Asp

Asp

Glu

Trp
105

Gly

Thr

Lys

Asp

90

Tyr

Heavy Chain CDR1 of B7-H3 mAb C

38

Ser Tyr Trp Met Gln

1

<210>

39

5

Gln

Arg

Ser

75

Thr

Phe

Gly

Tyr

60

Thr

Ala

Asp

Page 20

Leu

45

Thr

Ser

Val

Val

Thr

30

Glu

Gln

Thr

Tyr

Trp
110

Ser

Trp

Lys

Ala

Tyr

95

Gly

Tyr

Met

Phe

Tyr

80

Gln



1301-0123PCT_ST25
<211> 17
<212> PRT
<213> Mus musculus

<220>

<221> MISC_FEATURE

<222> (1)..(17)

<223> Heavy Chain CDR2 of B7-H3 mAb C

<400> 39

Thr Ile Tyr Pro Gly Gly Gly Asp Thr Arg Tyr Thr Gln Lys Phe Gln
1 5 10 15

Gly

210> 40

<211> 11

<212> PRT

<213> Mus musculus

<220>

<221> MISC_FEATURE

<222> (1)..(11)

<223> Heavy Chain CDR3 of B7-H3 mAb C

<400> 40

Arg Gly Ile Pro Arg Leu Trp Tyr Phe Asp Val
1 5 10

<210> 41

<211> 110

<212> PRT

<213> Mus musculus

<220>

<221> MISC_FEATURE

<222> (1)..(110)

<223> Light Chain Variable Domain of CD3 mAb A

Page 21



<400>

41

Gln Ala Vval

1

Thr

Asn

Leu

Ser

65

Gln

Leu

Val

Tyr

Ile

50

Gly

Ala

Trp

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

Thr

Ala

35

Gly

Ser

Glu

Val

42
14
PRT

Val

Leu

20

Asn

Gly

Leu

Asp

Phe
100

Thr

Thr

Trp

Thr

Leu

Glu

85

Gly

Mus musculus

MISC_FEATURE

(1)..(14)

Gln

Cys

Val

Asn

Gly

70

Ala

Gly

Glu

Arg

Gln

Lys

55

Asp

Gly

Pro

Ser

Gln

40

Arg

Lys

Tyr

Thr

1301-0123PCT_ST25

Ser Leu Thr Val Ser

Ser

25

Lys

Ala

Ala

Tyr

Lys
105

10

Thr

Pro

Pro

Ala

Cys

90

Leu

Light Chain CDR1 of CD3 mAb A

42

Gly

Gly

Trp

Leu

75

Ala

Thr

Ala

Gln

Thr

60

Thr

Leu

Val

Val

Ala

45

Pro

Ile

Trp

Leu

Pro

Thr

30

Pro

Ala

Thr

Tyr

Gly
110

Arg Ser Ser Thr Gly Ala Val Thr Thr Ser Asn Tyr Ala Asn

1

<210>

43

5

10

Page 22

Gly

15

Thr

Arg

Arg

Gly

Ser
95

Gly

Ser

Gly

Phe

Ala

80

Asn



1301-0123PCT_ST25
<211> 7
<212> PRT
<213> Mus musculus

<220>

<221> MISC_FEATURE

222> (1)..(7)

<223> Light Chain CDR2 of CD3 mAb A

<400> 43

Gly Thr Asn Lys Arg Ala Pro
1 5

210> 44

<211> 9

<212> PRT

<213> Mus musculus

<220>

<221> MISC_FEATURE

<222> (1)..(9)

<223> Light Chain CDR3 of CD3 mAb A

<400> 44

Ala Leu Trp Tyr Ser Asn Leu Trp Val
1 5

<210> 45

<211> 125

<212> PRT

<213> Mus musculus

<220>

<221> MISC_FEATURE

<222> (1)..(1225)

<223> Heavy Chain Variable Domain of CD3 mAb A

<400> 45

Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Page 23



Ser

Ala

Gly

Ser

65

Leu

Tyr

Ala

Leu

Met

Arg

50

Val

Tyr

Cys

Tyr

<210>
<211>
<212>
<213>

<220>
<221>
<222>
<223>

<400>

Arg

Asn
35

Ile

Lys

Leu

Val

Trp

115

46
5
PRT

Leu

20

Trp

Arg

Asp

Gln

Arg

100

Gly

Ser

Val

Ser

Arg

Met

85

His

Gln

Mus musculus

MISC_FEATURE

(1)..

(5)

Cys

Arg

Lys

Phe

70

Asn

Gly

Gly

Ala

Gln

Tyr

55

Thr

Ser

Asn

Thr

Ala

Ala

40

Asn

Ile

Leu

Phe

Leu
120

1301-0123PCT_ST25

Ser Gly Phe Thr Phe

25

Pro

Asn

Ser

Lys

Gly

105

Val

Gly

Tyr

Arg

Thr

90

Asn

Thr

Heavy Chain CDR1 of CD3 mAb A

46

Thr Tyr Ala Met Asn

1

<210>

47

5

Lys

Ala

Asp

75

Glu

Ser

Val

Gly

Thr

60

Asp

Asp

Tyr

Ser

Page 24

Leu

45

Tyr

Ser

Thr

Val

Ser
125

Ser

30

Glu

Tyr

Lys

Ala

Ser
110

Thr

Trp

Ala

Asn

Val

95

Trp

Tyr

Val

Asp

Ser

80

Tyr

Phe



1301-0123PCT_ST25
<211> 19
<212> PRT
<213> Mus musculus

<220>

<221> MISC_FEATURE

<222> (1)..(19)

<223> Heavy Chain CDR2 of CD3 mAb A

<400> 47

Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser
1 5 10 15

Val Lys Asp

210> 48

<211> 14

<212> PRT

<213> Mus musculus

<220>

<221> MISC_FEATURE

<222> (1)..(14)

<223> Heavy Chain CDR3 of CD3 mAb A

<400> 48
His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Phe Ala Tyr
1 5 10

<210> 49

<211> 19

<212> PRT

<213> Artificial Sequence

<220>
<223> Heavy Chain CDR3 of CD3 mAb A Containing Aspartate to Glycine
Substitution at Kabat Position 65

<400> 49

Page 25



1301-0123PCT_ST25
Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp Ser
1 5 10 15

Val Lys Gly

<210> 50
<211> 125
<212> PRT
<213> Artificial Sequence

<220>
<223> Heavy Chain Variable Domain of CD3 mAb A Containing Aspartate to
Glycine Substitution at Kabat Position 65

<400> 50
Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln Pro Gly Gly
1 5 10 15

Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe Ser Thr Tyr
20 25 30

Ala Met Asn Trp Val Arg Gln Ala Pro Gly Lys Gly Leu Glu Trp Val
35 40 45

Gly Arg Ile Arg Ser Lys Tyr Asn Asn Tyr Ala Thr Tyr Tyr Ala Asp
50 55 60

Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Asn Ser
65 70 75 80

Leu Tyr Leu Gln Met Asn Ser Leu Lys Thr Glu Asp Thr Ala Val Tyr
85 90 95

Tyr Cys Val Arg His Gly Asn Phe Gly Asn Ser Tyr Val Ser Trp Phe
100 105 110

Ala Tyr Trp Gly Gln Gly Thr Leu Val Thr Val Ser Ser

Page 26



1301-0123PCT_ST25
115 120 125

<21e> 51

<211> 5

<212> PRT

<213> Artificial Sequence

220>
<223> Linker 4

<400> 51

Ala Pro Ser Ser Ser
1 5

<210> 52

<211> 8

<212> PRT

<213> Artificial Sequence

220>
<223> Alternative Linker 4

<400> 52
Ala Pro Ser Ser Ser Pro Met Glu
1 5

<210> 53

<211> 504

<212> PRT

<213> Artificial Sequence

<220>
<223> First Polypeptide Chain of B7-H3 x CD3 Bispecific DART-A Diabody

<400> 53
Asp Ile Gln Leu Thr Gln Ser Pro Ser Phe Leu Ser Ala Ser Val Gly
1 5 10 15

Asp Arg Val Thr Ile Thr Cys Lys Ala Ser Gln Asn Val Asp Thr Asn
20 25 30

Page 27



Val

Tyr

Ser

65

Glu

Thr

Gly

Pro

Ser

145

Glu

Tyr

Lys

Ala

Ala

Ser

50

Gly

Asp

Phe

Gly

Gly

130

Thr

Trp

Ala

Asn

Val
210

Trp

35

Ala

Ser

Phe

Gly

Gly

115

Gly

Tyr

Val

Asp

Ser

195

Tyr

Tyr

Ser

Gly

Ala

Gln

100

Glu

Ser

Ala

Gly

Ser

180

Leu

Tyr

Gln

Tyr

Thr

Thr

85

Gly

Val

Leu

Met

Arg

165

Val

Tyr

Cys

Gln

Arg

Asp

70

Tyr

Thr

Gln

Arg

Asn

150

Ile

Lys

Leu

Val

Lys

Tyr

55

Phe

Tyr

Lys

Leu

Leu

135

Trp

Arg

Asp

Gln

Arg
215

Pro
40

Ser

Thr

Cys

Leu

Val

120

Ser

Val

Ser

Arg

Met

200

His

1301-0123PCT_ST25

Gly Lys Ala Pro Lys

Gly

Leu

Gln

Glu

105

Glu

Cys

Arg

Lys

Phe

185

Asn

Gly

Val

Thr

Gln

90

Ile

Ser

Ala

Gln

Tyr

170

Thr

Ser

Asn

Pro

Ile

75

Tyr

Lys

Gly

Ala

Ala

155

Asn

Ile

Leu

Phe

Ser

60

Ser

Asn

Gly

Gly

Ser

140

Pro

Asn

Ser

Lys

Gly
220

Page 28

45

Arg

Ser

Asn

Gly

Gly

125

Gly

Gly

Tyr

Arg

Thr

205

Asn

Ala

Phe

Leu

Tyr

Gly

110

Leu

Phe

Lys

Ala

Asp

190

Glu

Ser

Leu

Ser

Gln

Pro

95

Ser

Val

Thr

Gly

Thr

175

Asp

Asp

Tyr

Ile

Gly

Pro

80

Phe

Gly

Gln

Phe

Leu

160

Tyr

Ser

Thr

Val



Ser

225

Gly

Ala

Glu

Pro

Lys

305

Val

Asp

Tyr

Asp

Leu

385

Arg

Trp

Gly

Leu

Lys

Glu

290

Asp

Asp

Gly

Asn

Trp

370

Pro

Glu

Phe

Glu

Gly

275

Ala

Thr

Val

Val

Ser

355

Leu

Ala

Pro

Ala

Gly

Lys

260

Gly

Ala

Leu

Ser

Glu

340

Thr

Asn

Pro

Gln

Tyr

Gly

245

Glu

Gly

Gly

Met

His

325

Val

Tyr

Gly

Ile

Val
405

Trp

230

Gly

Val

Asp

Gly

Ile

310

Glu

His

Arg

Lys

Glu

390

Tyr

Gly

Glu

Ala

Lys

Pro

295

Ser

Asp

Asn

Val

Glu

375

Lys

Thr

Gln

Val

Ala

Thr

280

Ser

Arg

Pro

Ala

Val

360

Tyr

Thr

Leu

1301-0123PCT_ST25

Gly

Ala

Leu

265

His

Val

Thr

Glu

Lys

345

Ser

Lys

Ile

Pro

Thr

Ala

250

Glu

Thr

Phe

Pro

Val

330

Thr

Val

Cys

Ser

Pro
410

Leu Val Thr

235

Leu

Lys

Cys

Leu

Glu

315

Lys

Lys

Leu

Lys

Lys

395

Ser

Glu

Glu

Pro

Phe

300

Val

Phe

Pro

Thr

Val

380

Ala

Arg

Page 29

Lys

Val

Pro

285

Pro

Thr

Asn

Arg

Val

365

Ser

Lys

Glu

Val

Glu

Ala

270

Cys

Pro

Cys

Trp

Glu

350

Leu

Asn

Gly

Glu

Ser

Val

255

Ala

Pro

Lys

Val

Tyr

335

Glu

His

Lys

Gln

Met
415

Ser

240

Ala

Leu

Ala

Pro

Val

320

Val

Gln

Gln

Ala

Pro

400

Thr



Lys Asn Gln

Ile Ala

435

Asp

Thr
450

Lys Thr

Ser Leu

465

Lys

Ser Cys Ser

Ser Leu Ser

<210>
<211>
<212>
<213>

54
1512
DNA

<220>

<223> Poly

CD3

<400> 54
gacatccagc

atcacatgca
ggcaaggccc
aggttctccg
gaggacttcg

ggcaccaagc

gagtctgggg

Val
420

Ser

Val Glu

Pro

Pro

Thr Val

Leu

Trp

Val

Asp

Trp Cys

Glu Ser

440

Leu
455

Asp

Lys Ser

470

Val Met

485

Leu Ser

500

nucleotide
Bispecific
tgacccagtc
aggcctccca
ctaaggcgct
gctccggctc
ccacctacta

tggaaatcaa

gaggcttggt

His

Pro

Glu Ala

Gly Lys

Artificial Sequence

Encoding the First Polypeptide Chain of B7-H3 x

DART-A Dia

cccctecttce
gaacgtggac
gatctactcc
tggcaccgac
ctgccagcag
gggaggcgega

ccagcctgga

1301-0123PCT_ST25

Leu
425

Val Lys

Asn Gly Gln

Ser Asp Gly

Arg Trp Gln

475

His Asn
490

Leu

body

ctgtctgect
accaacgtgg
gcctcctacc
ttcaccctga
tacaacaact
tcecggeggeg

gggtccctga

Gly Phe Tyr
430

Glu Asn
445

Pro

Ser Phe Phe

460

Gln Gly Asn

His Tyr Thr

ccgtgggcega
cctggtatca
ggtactccgg
ccatctccag
accctttcac
gaggcgaggt

gactctcctg

Page 30

Pro Ser

Asn

Leu Tyr

Val Phe

480

Gln
495

cagagtgacc
gcagaagcct
cgtgccttcc
cctgcagcect
cttcggccag
gcagctggtg

tgcagcctct

60

120

180

240

300

360

420



ggattcacct
gagtgggttg
gtgaaggata
aacagcctga
aattcttacg
ggaggatgtg
gaggtcgctg
cacacatgcc
cccccaaaac
gtggacgtga
gtgcataatg
agcgtcctca
tccaacaaag
cgagaaccac
agcctgtggt
aatgggcagc
ttcttecctct
tcatgctccg
tctccgggta
<210> 55

<211> 274
<212> PRT
<213>

<220>
<223>

tcagcacata
gaaggatcag
gattcaccat
aaaccgagga
tgtcttggtt
gcggtggaga
cacttgaaaa
caccgtgccc
ccaaggacac
gccacgaaga
ccaagacaaa
ccgtcctgca
ccctcccagc
aggtgtacac
gcctggtcaa
cggagaacaa
acagcaagct
tgatgcatga

aa

cgctatgaat
gtccaagtac
ctcaagagat
cacggccgtg
tgcttattgg
agtggccgca
ggaggtcgca
agcacctgaa
cctcatgatc
ccctgaggtc
geegeggeasg
ccaggactgg
ccccatcgag
cctgccccca
aggcttctat
ctacaagacc
caccgtggac

ggctctgcac

Artificial Sequence

1301-0123PCT_ST25

tgggtccgcc
aacaattatg
gattcaaaga
tattactgtg
ggacagggga
ctggagaaag
gccctggaga
geegegeees
tcccggaccc
aagttcaact
gagcagtaca
ctgaatggca
aaaaccatct
tcccgggagg
cccagcgaca
acgcctcccg
aagagcaggt

aaccactaca

aggctccagg

caacctacta
actcactgta
tgagacacgg
cactggtgac
aggttgctgc
aaggeggcesg
gaccgtcagt
ctgaggtcac
ggtacgtgga
acagcacgta
aggagtacaa
ccaaagccaa
agatgaccaa
tcgccgtgga
tgctggactc
ggcagcagegs

cgcagaagag

Page 31

gaaggggctg

tgccgactct
tctgcaaatg
taacttcggc
tgtgtcttcc
tttggagaag
ggacaaaact
cttcctcttc
atgcgtggtg
cggcgtggag
ccgtgtggtc
gtgcaaggtc
agggcagccc
gaaccaggtc
gtgggagagc
cgacggctcc
gaacgtcttc

cctctccctg

480

540

600

660

720

780

840

900

960

1020

1080

1140

1200

1260

1320

1380

1440

1500

1512

Second Polypeptide Chain of B7-H3 x CD3 Bispecific DART-A Diabody



<400>

55

Gln Ala Vval

1

Thr

Asn

Leu

Ser

65

Gln

Leu

Gly

Leu

Phe

145

Lys

Tyr

Val

Tyr

Ile

50

Gly

Ala

Trp

Ser

Val

130

Thr

Gly

Tyr

Thr

Ala

35

Gly

Ser

Glu

Val

Gly

115

Gln

Phe

Leu

Ala

Val

Leu

20

Asn

Gly

Leu

Asp

Phe

100

Gly

Pro

Ser

Glu

Asp
180

Thr

Thr

Trp

Thr

Leu

Glu

85

Gly

Gly

Gly

Ser

Trp

165

Thr

Gln

Cys

Val

Asn

Gly

70

Ala

Gly

Gly

Gly

Phe

150

Val

Val

Glu

Arg

Gln

Lys

55

Gly

Asp

Gly

Glu

Ser

135

Gly

Ala

Lys

Pro

Ser

Gln

40

Arg

Lys

Tyr

Thr

Val

120

Leu

Met

Tyr

Gly

1301-0123PCT_ST25

Ser Leu Thr Val Ser

Ser

25

Lys

Ala

Ala

Tyr

Lys

105

Gln

Arg

His

Ile

Arg
185

10

Thr

Pro

Pro

Ala

Cys

90

Leu

Leu

Leu

Trp

Ser
170

Gly

Gly

Trp

Leu

75

Ala

Thr

Val

Ser

Val

155

Ser

Ala

Gln

Thr

60

Thr

Leu

Val

Glu

Cys

140

Arg

Asp

Phe Thr Ile

Page 32

Val

Ala

45

Pro

Ile

Trp

Leu

Ser

125

Ala

Gln

Ser

Ser

Pro

Thr

30

Pro

Ala

Thr

Tyr

Gly

110

Gly

Ala

Ala

Ser

Arg
190

Gly

15

Thr

Arg

Arg

Gly

Ser

95

Gly

Gly

Ser

Pro

Ala

175

Asp

Gly

Ser

Gly

Phe

Ala

80

Asn

Gly

Gly

Gly

Gly

160

Ile

Asn



Ala Asn

195

Lys

Thr Ala

210

Val

Ser
225

Arg Leu

Gly Gly Cys

Ala Leu Lys

Lys Glu

<210> 56
<211> 822
<212> DNA
<213>
<220>
<223>
CD3

<400> 56
caggctgtgg

acatgcagat
aagccaggac
cctgcacggt
caggccgagg

gggggtggca

Ser Leu

Tyr

Tyr

Asp Tyr

Tyr

Cys

Trp

Leu
200

215

230

Gly
245

Glu
260

Lys

Polynucleotide

Bispecific

tgactcagga
ccagcacagg
aggcaccaag
tttctggaag
acgaagccga

caaaactgac

Gly Gly

Val

Lys

Ala Ala

Artificial Sequence

Encoding the Second Polypeptide Chain of B7-H3 x

DART-A Dia

gccttcactg
cgcagtgacc
gggcctgatc
tctgctgggc

ttactattgt

tgtgctggga

Val Ala Ala

1301-0123PCT_ST25

Gln Met Asn Ser Leu

Gly Arg Gly Arg Glu Asn

Gly Gln Gly Thr Thr Val

235

Leu
250

Leu Lys Glu

265

body

accgtgtccc

acatctaact

gggggtacaa
ggaaaggccg
gctctgtggt

gggggtggat

Arg Glu

205

Asp Asp

Ile Tyr Tyr Gly

220

Thr Val Ser Ser

240

Glu Val

255

Lys Lys Ala

Val Ala

270

Lys Ala Leu

caggcggaac tgtgaccctg
acgccaattg ggtgcagcag
acaaaagggc tccctggacc
ctctgactat taccggggca

atagcaatct gtgggtgttc

ccggeggegg aggcegaggtg

Page 33

60

120

180

240

300

360



cagctggtcg
gccgectcecg
aagggactgg
accgtgaagg
atgaactccc
atctactacg
ggaggatgtg
aaggtcgccg
<210>
<211>

<212>
<213>

57
227
PRT

<220>
<223>
<400> 57
Asp Lys Thr
1

Gly Pro Ser

Ile Ser Arg
35

Glu Asp Pro
50

His Asn Ala
65

Arg Val Vval

agtctggegg
gcttcacctt
aatgggtgsc
gcaggttcac
tgcgggacga
gctccecggcet
gcggtggaaa

cacttaagga

His Thr

Val
20

Phe

Thr

Pro

Glu Val

Cys

Leu

Glu

Lys

aggactggtg
ctccagcttc
ctacatctcc
catctcccgg
ggacaccgcc
ggattattgg
agtggccgca

aaaggtcgca

Artificial Sequence

Third Polypeptide Chain of B7-H3

Pro Pro

Phe Pro

Val Thr

40

Phe
55

Asn

1301-0123PCT_ST25

cagcctggceg
ggcatgcact
tccgactcct
gacaacgcca

gtgtactact

ggccagggca
ctgaaggaga

gccctgaaag

Pro Ala
10

Cys

Pro Pro

25

Lys

Cys Val val

Trp

Tyr Val

Glu

gctccctgag actgtcttgc
gggtccgecca ggctccaggc
ccgccatcta ctacgccgac
agaactccct gtacctgcag
gcggcagagg ccgggagaat
ccaccgtgac cgtgtcctcc
aagttgctgc tttgaaagag

ag

X CD3 Bispecific DART-A Diabody

Glu Ala Ala

15

Pro Gly

Thr
30

Lys Asp Leu Met

Val Asp Val Ser His

45

Asp Val Glu Vval

60

Gly

Asn Ser Thr

Lys

Ser

Thr

Val

Lys
70

Leu

Pro

Thr

Arg

Val

Glu

Leu

Gln Tyr
75

His Gln Asp

Page 34

Trp

Leu

Asn

Tyr
80

Gly

420

480

540

600

660

720

780

822



1301-0123PCT_ST25
85 90 95

Lys Glu Tyr Lys Cys Lys Val Ser Asn Lys Ala Leu Pro Ala Pro Ile
100 105 110

Glu Lys Thr Ile Ser Lys Ala Lys Gly Gln Pro Arg Glu Pro Gln Val
115 120 125

Tyr Thr Leu Pro Pro Ser Arg Glu Glu Met Thr Lys Asn Gln Val Ser
130 135 140

Leu Ser Cys Ala Val Lys Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu
145 150 155 160

Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro
165 170 175

Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Val Ser Lys Leu Thr Val
180 185 190

Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser Cys Ser Val Met
195 200 205

His Glu Ala Leu His Asn Arg Tyr Thr Gln Lys Ser Leu Ser Leu Ser
210 215 220

Pro Gly Lys
225

<210> 58

<211> 681

<212> DNA

<213> Artificial Sequence

<220>

<223> Polynucleotide Encoding the Third Polypeptide Chain of B7-H3 x
CD3 Bispecific DART-A Diabody
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<400>

1301-0123PCT_ST25
58

gacaaaactc acacatgccc accgtgccca gcacctgaag ccgecgggggg accgtcagtc

ttcctcttcc ccccaaaacc caaggacacc ctcatgatct cccggacccc tgaggtcaca

tgcgtggtgg tggacgtgag ccacgaagac cctgaggtca agttcaactg gtacgtggac

ggcgtggagg tgcataatgc caagacaaag ccgcgggagg agcagtacaa cagcacgtac

cgtgtggtca gcgtcctcac cgtcctgcac caggactggec tgaatggcaa ggagtacaag

tgcaaggtct ccaacaaagc cctcccagecc cccatcgaga aaaccatctc caaagccaaa

gggcagcccc gagaaccaca ggtgtacacc ctgcccccat cccgggagga gatgaccaag

aaccaggtca gcctgagttg cgcagtcaaa ggcttctatc ccagcgacat cgccgtggag

tgggagagca atgggcagcc ggagaacaac tacaagacca cgcctccecgt gectggactcc

gacggctcct tcttcctcgt cagcaagctc accgtggaca agagcaggtg gcagcagggsg

aacgtcttct catgctccgt gatgcatgag gctctgcaca accgctacac gcagaagagc

ctctccctgt ctccgggtaa a

<210>
<211>
<212>
<213>

<220>
<223>

<400>

59

504

PRT

Artificial Sequence

First Polypeptide Chain of B7-H3 x CD3 Bispecific DART-B Diabody

59

Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1

5 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Asp Ile Ser Asn Tyr

20 25 30

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile

35 40 45

Page 36

60

120

180

240

300

360

420

480

540

600

660

681



Tyr

Ser

65

Glu

Thr

Gly

Pro

Ser

145

Glu

Tyr

Lys

Ala

Ser
225

Tyr

50

Gly

Asp

Phe

Gly

Gly

130

Thr

Trp

Ala

Asn

Val

210

Trp

Thr

Ser

Ile

Gly

Gly

115

Gly

Tyr

Val

Asp

Ser

195

Tyr

Phe

Ser

Gly

Ala

Gly

100

Glu

Ser

Ala

Gly

Ser

180

Leu

Tyr

Ala

Arg

Thr

Thr

85

Gly

Val

Leu

Met

Arg

165

Val

Tyr

Cys

Tyr

Leu

Asp

70

Tyr

Thr

Gln

Arg

Asn

150

Ile

Lys

Leu

Val

Trp
230

His

55

Phe

Tyr

Lys

Leu

Leu

135

Trp

Arg

Asp

Gln

Arg

215

Gly

Ser

Thr

Cys

Leu

Val

120

Ser

Val

Ser

Arg

Met

200

His

Gln

1301-0123PCT_ST25
Gly val Pro Ser Arg

Leu

Gln

Glu

105

Glu

Cys

Arg

Lys

Phe

185

Asn

Gly

Gly

Thr

Gln

90

Ile

Ser

Ala

Gln

Tyr

170

Thr

Ser

Asn

Thr

Ile

75

Gly

Lys

Gly

Ala

Ala

155

Asn

Ile

Leu

Phe

Leu
235

60

Ser

Asn

Gly

Gly

Ser

140

Pro

Asn

Ser

Lys

Gly

220

Val

Page 37

Ser

Thr

Gly

Gly

125

Gly

Gly

Tyr

Arg

Thr

205

Asn

Thr

Phe

Leu

Leu

Gly

110

Leu

Phe

Lys

Ala

Asp

190

Glu

Ser

Val

Ser

Gln

Pro

95

Ser

Val

Thr

Gly

Thr

175

Asp

Asp

Tyr

Ser

Gly

Pro

80

Pro

Gly

Gln

Phe

Leu

160

Tyr

Ser

Thr

Val

Ser
240



Gly

Ala

Glu

Pro

Lys

305

Val

Asp

Tyr

Asp

Leu

385

Arg

Lys

Gly

Leu

Lys

Glu

290

Asp

Asp

Gly

Asn

Trp

370

Pro

Glu

Asn

Cys

Glu

Gly

275

Ala

Thr

Val

Val

Ser

355

Leu

Ala

Pro

Gln

Gly

Lys

260

Gly

Ala

Leu

Ser

Glu

340

Thr

Asn

Pro

Gln

Val
420

Gly

245

Glu

Gly

Gly

Met

His

325

Val

Tyr

Gly

Ile

Val

405

Ser

Gly

Val

Asp

Gly

Ile

310

Glu

His

Arg

Lys

Glu

390

Tyr

Leu

Glu

Ala

Lys

Pro

295

Ser

Asp

Asn

Val

Glu

375

Lys

Thr

Trp

Val

Ala

Thr

280

Ser

Arg

Pro

Ala

Val

360

Tyr

Thr

Leu

Cys

1301-0123PCT_ST25
Ala Ala Leu Glu Lys

Leu

265

His

Val

Thr

Glu

Lys

345

Ser

Lys

Ile

Pro

Leu
425

250

Glu

Thr

Phe

Pro

Val

330

Thr

Val

Cys

Ser

Pro

410

Val

Lys

Cys

Leu

Glu

315

Lys

Lys

Leu

Lys

Lys

395

Ser

Lys

Glu

Pro

Phe

300

Val

Phe

Pro

Thr

Val

380

Ala

Arg

Gly

Page 38

Val

Pro

285

Pro

Thr

Asn

Arg

Val

365

Ser

Lys

Glu

Phe

Glu

Ala

270

Cys

Pro

Cys

Trp

Glu

350

Leu

Asn

Gly

Glu

Tyr
430

Val

255

Ala

Pro

Lys

Val

Tyr

335

Glu

His

Lys

Gln

Met

415

Pro

Ala

Leu

Ala

Pro

Val

320

Val

Gln

Gln

Ala

Pro

400

Thr

Ser



1301-0123PCT_ST25
Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr
435 440 445

Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr
450 455 460

Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe
465 470 475 480

Ser Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys
485 490 495

Ser Leu Ser Leu Ser Pro Gly Lys
500

<210> 60
<211> 272
<212> PRT
<213> Artificial Sequence

<220>
<223> Second Polypeptide Chain of B7-H3 x CD3 Bispecific DART-B Diabody

<400> 60
Gln Ala Val Vval Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly

1 5 10 15

Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser
20 25 30

Asn Tyr Ala Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly
35 40 45

Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Trp Thr Pro Ala Arg Phe
50 55 60

Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Ile Thr Gly Ala
65 70 75 80
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Gln

Leu

Gly

Val

Tyr

145

Gln

Arg

Ser

Thr

Phe

225

Cys

Lys

Ala

Trp

Ser

Lys

130

Thr

Gly

Tyr

Thr

Ala

210

Asp

Gly

Glu

Glu

Val

Gly

115

Lys

Phe

Leu

Thr

Ser

195

Val

Val

Gly

Lys

Asp

Phe

100

Gly

Pro

Thr

Glu

Gln

180

Thr

Tyr

Trp

Gly

Val
260

Glu

85

Gly

Gly

Gly

Ser

Trp

165

Lys

Ala

Tyr

Gly

Lys

245

Ala

Ala

Gly

Gly

Ala

Tyr

150

Met

Phe

Tyr

Cys

Gln

230

Val

Ala

Asp

Gly

Gln

Ser

135

Trp

Gly

Lys

Met

Ala

215

Gly

Ala

Leu

Tyr

Thr

Val

120

Val

Met

Thr

Gly

Glu

200

Arg

Thr

Ala

Lys

1301-0123PCT_ST25

Tyr Cys Ala Leu Trp

Lys

105

Gln

Lys

Gln

Ile

Arg

185

Leu

Arg

Thr

Leu

Glu
265

90

Leu

Leu

Val

Trp

Tyr

170

Val

Ser

Gly

Val

Lys
250

Thr

Val

Ser

Val

155

Pro

Thr

Ser

Ile

Thr

235

Glu

Val

Gln

Cys

140

Arg

Gly

Ile

Leu

Pro

220

Val

Lys

Lys Val Ala
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Leu

Ser

125

Lys

Gln

Asp

Thr

Arg

205

Arg

Ser

Val

Ala

Tyr

Gly

110

Gly

Ala

Ala

Gly

Ala

190

Ser

Leu

Ser

Ala

Leu
270

Ser

95

Ala

Ser

Pro

Asp

175

Asp

Glu

Trp

Gly

Ala

255

Lys

Asn

Gly

Glu

Gly

Gly

160

Thr

Lys

Asp

Tyr

Gly

240

Leu

Glu



1301-0123PCT_ST25

<210> 61

<211> 504

<212> PRT

<213> Artificial Sequence

<220>
<223> First Polypeptide Chain of B7-H3 x CD3 Bispecific DART-C Diabody

<400> 61
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr
20 25 30

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45

Tyr Tyr Thr Ser Arg Leu Gln Ser Gly Val Pro Ser Arg Phe Ser Gly
50 55 60

Ser Gly Ser Gly Thr Asp Phe Thr Leu Thr Ile Ser Ser Leu Gln Pro
65 70 75 80

Glu Asp Ile Ala Thr Tyr Tyr Cys Gln Gln Gly Asn Thr Leu Pro Pro
85 90 95

Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys Gly Gly Gly Ser Gly
100 105 110

Gly Gly Gly Glu Val Gln Leu Val Glu Ser Gly Gly Gly Leu Val Gln
115 120 125

Pro Gly Gly Ser Leu Arg Leu Ser Cys Ala Ala Ser Gly Phe Thr Phe
130 135 140
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Ser

145

Glu

Tyr

Lys

Ala

Ser

225

Gly

Ala

Glu

Pro

Lys

305

Val

Thr

Trp

Ala

Asn

Val

210

Trp

Gly

Leu

Lys

Glu

290

Asp

Asp

Tyr

Val

Asp

Ser

195

Tyr

Phe

Cys

Glu

Gly

275

Ala

Thr

Val

Ala

Gly

Ser

180

Leu

Tyr

Ala

Gly

Lys

260

Gly

Ala

Leu

Ser

Met

Arg

165

Val

Tyr

Cys

Tyr

Gly

245

Glu

Gly

Gly

Met

His
325

Asn

150

Ile

Lys

Leu

Val

Trp

230

Gly

Val

Asp

Gly

Ile

310

Glu

Trp

Arg

Gly

Gln

Arg

215

Gly

Glu

Ala

Lys

Pro

295

Ser

Asp

Val

Ser

Arg

Met

200

His

Gln

Val

Ala

Thr

280

Ser

Arg

Pro

1301-0123PCT_ST25
Ala Pro Gly

Arg

Lys

Phe

185

Asn

Gly

Gly

Ala

Leu

265

His

Val

Thr

Glu

Gln

Tyr

170

Thr

Ser

Asn

Thr

Ala

250

Glu

Thr

Phe

Pro

Val
330

155

Asn

Ile

Leu

Phe

Leu

235

Leu

Lys

Cys

Leu

Glu

315

Lys

Asn

Ser

Lys

Gly

220

Val

Glu

Glu

Pro

Phe

300

Val

Phe

Page 42

Tyr

Arg

Thr

205

Asn

Thr

Lys

Val

Pro

285

Pro

Thr

Asn

Lys

Ala

Asp

190

Glu

Ser

Val

Glu

Ala

270

Cys

Pro

Cys

Trp

Gly

Thr

175

Asp

Asp

Tyr

Ser

Val

255

Ala

Pro

Lys

Val

Tyr
335

Leu

160

Tyr

Ser

Thr

Val

Ser

240

Ala

Leu

Ala

Pro

Val

320

Val



Asp

Tyr

Asp

Leu

385

Arg

Lys

Asp

Lys

Ser

465

Ser

Ser

Gly

Asn

Trp

370

Pro

Glu

Asn

Ile

Thr

450

Lys

Cys

Leu

<210>
<211>
<212>
<213>

Val Glu
340

Ser Thr
355

Leu Asn

Ala Pro

Pro Gln

Gln Vval
420

Ala Val
435

Thr Pro

Leu Thr

Ser Val

Ser Leu
500

62
272
PRT

Val

Tyr

Gly

Ile

Val

405

Ser

Glu

Pro

Val

Met

485

Ser

His

Arg

Lys

Glu

390

Tyr

Leu

Trp

Val

Asp

470

His

Pro

Asn

Val

Glu

375

Lys

Thr

Trp

Glu

Leu

455

Lys

Glu

Gly

Artificial Sequence

Ala

Val

360

Tyr

Thr

Leu

Cys

Ser

440

Asp

Ser

Ala

Lys

1301-0123PCT_ST25
Lys Thr Lys Pro Arg

345

Ser

Lys

Ile

Pro

Leu

425

Asn

Ser

Arg

Leu

Val

Cys

Ser

Pro

410

Val

Gly

Asp

Trp

His
490

Leu

Lys

Lys

395

Ser

Lys

Gln

Gly

Gln

475

Asn

Thr

Val

380

Ala

Arg

Gly

Pro

Ser

460

Gln

His

Page 43

Val

365

Ser

Lys

Glu

Phe

Glu

445

Phe

Gly

Tyr

Glu

350

Leu

Asn

Gly

Glu

Tyr

430

Asn

Phe

Asn

Thr

Glu

His

Lys

Gln

Met

415

Pro

Asn

Leu

Val

Gln
495

Gln

Gln

Ala

Pro

400

Thr

Ser

Tyr

Tyr

Phe

480

Lys



1301-0123PCT_ST25

<220>
<223> Second Polypeptide Chain of B7-H3 x CD3 Bispecific DART-C Diabody

<400> 62
Gln Ala Val val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly

1 5 10 15

Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser
20 25 30

Asn Tyr Ala Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly
35 40 45

Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Trp Thr Pro Ala Arg Phe
50 55 60

Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Ile Thr Gly Ala
65 70 75 80

Gln Ala Glu Asp Glu Ala Asp Tyr Tyr Cys Ala Leu Trp Tyr Ser Asn
85 90 95

Leu Trp Val Phe Gly Gly Gly Thr Lys Leu Thr Val Leu Gly Gly Gly
100 105 110

Gly Ser Gly Gly Gly Gly Gln Val Gln Leu Val Gln Ser Gly Ala Glu
115 120 125

Val Lys Lys Pro Gly Ala Ser Val Lys Val Ser Cys Lys Ala Ser Gly
130 135 140

Tyr Thr Phe Thr Ser Tyr Trp Met Gln Trp Val Arg Gln Ala Pro Gly
145 150 155 160

Gln Gly Leu Glu Trp Met Gly Thr Ile Tyr Pro Gly Gly Gly Asp Thr
165 170 175
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Arg Tyr Thr Gln Lys Phe Gln Gly Arg Val Thr Ile Thr Ala Asp Lys
180 185 190

Ser Thr Ser Thr Ala Tyr Met Glu Leu Ser Ser Leu Arg Ser Glu Asp
195 200 205

Thr Ala Val Tyr Tyr Cys Ala Arg Arg Gly Ile Pro Arg Leu Trp Tyr
210 215 220

Phe Asp Val Trp Gly Gln Gly Thr Thr Val Thr Val Ser Ser Gly Gly
225 230 235 240

Cys Gly Gly Gly Lys Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu
245 250 255

Lys Glu Lys Val Ala Ala Leu Lys Glu Lys Val Ala Ala Leu Lys Glu
260 265 270

<210> 63

<211> 503

<212> PRT

<213> Artificial Sequence

<220>
<223> First Polypeptide Chain of B7-H3 x CD3 Bispecific DART-D Diabody

<400> 63
Asp Ile Gln Met Thr Gln Ser Pro Ser Ser Leu Ser Ala Ser Val Gly

1 5 10 15

Asp Arg Val Thr Ile Thr Cys Arg Ala Ser Gln Ser Ile Ser Ser Tyr
20 25 30

Leu Asn Trp Tyr Gln Gln Lys Pro Gly Lys Ala Pro Lys Leu Leu Ile
35 40 45
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Tyr

Ser

65

Glu

Thr

Gly

Pro

Ser

145

Glu

Tyr

Lys

Ala

Ser
225

Tyr

50

Gly

Asp

Phe

Gly

Gly

130

Thr

Trp

Ala

Asn

Val

210

Trp

Thr

Ser

Ile

Gly

Gly

115

Gly

Tyr

Val

Asp

Ser

195

Tyr

Phe

Ser

Gly

Ala

Gly

100

Glu

Ser

Ala

Gly

Ser

180

Leu

Tyr

Ala

Arg

Thr

Thr

85

Gly

Val

Leu

Met

Arg

165

Val

Tyr

Cys

Tyr

Leu

Asp

70

Tyr

Thr

Gln

Arg

Asn

150

Ile

Lys

Leu

Val

Trp
230

Gln

55

Phe

Tyr

Lys

Leu

Leu

135

Trp

Arg

Gly

Gln

Arg

215

Gly

Ser

Thr

Cys

Leu

Val

120

Ser

Val

Ser

Arg

Met

200

His

Gln

1301-0123PCT_ST25
Gly val Pro Ser Arg

Leu

Gln

Glu

105

Glu

Cys

Arg

Lys

Phe

185

Asn

Gly

Gly

Thr

Gln

90

Ile

Ser

Ala

Gln

Tyr

170

Thr

Ser

Asn

Thr

Ile

75

Gly

Lys

Gly

Ala

Ala

155

Asn

Ile

Leu

Phe

Leu
235

60

Ser

Asn

Gly

Gly

Ser

140

Pro

Asn

Ser

Lys

Gly

220

Val

Page 46

Ser

Thr

Gly

Gly

125

Gly

Gly

Tyr

Arg

Thr

205

Asn

Thr

Phe

Leu

Leu

Gly

110

Leu

Phe

Lys

Ala

Asp

190

Glu

Ser

Val

Ser

Gln

Pro

95

Ser

Val

Thr

Gly

Thr

175

Asp

Asp

Tyr

Ser

Gly

Pro

80

Pro

Gly

Gln

Phe

Leu

160

Tyr

Ser

Thr

Val

Ser
240



Ala

Leu

Lys

Glu

Asp

305

Asp

Gly

Asn

Trp

Pro

385

Glu

Asn

Ser

Glu

Gly

Ala

290

Thr

Val

Val

Ser

Leu

370

Ala

Pro

Gln

Thr

Lys

Gly

275

Ala

Leu

Ser

Glu

Thr

355

Asn

Pro

Gln

Val

Lys

Glu

260

Gly

Gly

Met

His

Val

340

Tyr

Gly

Ile

Val

Ser
420

Gly

245

Val

Asp

Gly

Ile

Glu

325

His

Arg

Lys

Glu

Tyr

405

Leu

Glu

Ala

Lys

Pro

Ser

310

Asp

Asn

Val

Glu

Lys

390

Thr

Trp

Val

Ala

Thr

Ser

295

Arg

Pro

Ala

Val

Tyr

375

Thr

Leu

Cys

Ala

Leu

His

280

Val

Thr

Glu

Lys

Ser

360

Lys

Ile

Pro

Leu

1301-0123PCT_ST25
Ala Cys Glu Lys Glu

Glu

265

Thr

Phe

Pro

Val

Thr

345

Val

Cys

Ser

Pro

Val
425

250

Lys

Cys

Leu

Glu

Lys

330

Lys

Leu

Lys

Lys

Ser

410

Lys

Glu

Pro

Phe

Val

315

Phe

Pro

Thr

Val

Ala

395

Arg

Gly

Val

Pro

Pro

300

Thr

Asn

Arg

Val

Ser

380

Lys

Glu

Phe

Page 47

Ala

Cys

285

Pro

Cys

Trp

Glu

Leu

365

Asn

Gly

Glu

Tyr

Val

Ala

270

Pro

Lys

Val

Tyr

Glu

350

His

Lys

Gln

Met

Pro
430

Ala

255

Leu

Ala

Pro

Val

Val

335

Gln

Gln

Ala

Pro

Thr

415

Ser

Ala

Glu

Pro

Lys

Val

320

Asp

Tyr

Asp

Leu

Arg

400

Lys

Asp
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Ile Ala Val Glu Trp Glu Ser Asn Gly Gln Pro Glu Asn Asn Tyr Lys
435 440 445

Thr Thr Pro Pro Val Leu Asp Ser Asp Gly Ser Phe Phe Leu Tyr Ser
450 455 460

Lys Leu Thr Val Asp Lys Ser Arg Trp Gln Gln Gly Asn Val Phe Ser
465 470 475 480

Cys Ser Val Met His Glu Ala Leu His Asn His Tyr Thr Gln Lys Ser
485 490 495

Leu Ser Leu Ser Pro Gly Lys
500

<210> 64
<211> 271
<212> PRT
<213> Artificial Sequence

<220>
<223> Second Polypeptide Chain of B7-H3 x CD3 Bispecific DART-D Diabody

<400> 64
Gln Ala Val Vval Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly

1 5 10 15

Thr Val Thr Leu Thr Cys Arg Ser Ser Thr Gly Ala Val Thr Thr Ser
20 25 30

Asn Tyr Ala Asn Trp Val Gln Gln Lys Pro Gly Gln Ala Pro Arg Gly
35 40 45

Leu Ile Gly Gly Thr Asn Lys Arg Ala Pro Trp Thr Pro Ala Arg Phe
50 55 60

Ser Gly Ser Leu Leu Gly Gly Lys Ala Ala Leu Thr Ile Thr Gly Ala
65 70 75 80

Page 48



Gln

Leu

Gly

Val

Tyr

145

Gln

Arg

Ser

Thr

Phe

225

Thr

Glu

Ala

Trp

Ser

Lys

130

Thr

Gly

Tyr

Thr

Ala

210

Asp

Lys

Lys

Glu

Val

Gly

115

Lys

Phe

Leu

Thr

Ser

195

Val

Val

Gly

Val

Asp

Phe

100

Gly

Pro

Thr

Glu

Gln

180

Thr

Tyr

Trp

Lys

Ala
260

Glu

85

Gly

Gly

Gly

Ser

Trp

165

Lys

Ala

Tyr

Gly

Val

245

Ala

Ala

Gly

Gly

Ala

Tyr

150

Met

Phe

Tyr

Cys

Gln

230

Ala

Leu

Asp

Gly

Gln

Ser

135

Trp

Gly

Gln

Met

Ala

215

Gly

Ala

Lys

Tyr

Thr

Val

120

Val

Met

Thr

Gly

Glu

200

Arg

Thr

Cys

Glu

1301-0123PCT_ST25

Tyr Cys Ala Leu Trp

Lys

105

Gln

Lys

Gln

Ile

Arg

185

Leu

Arg

Thr

Lys

Lys
265

90

Leu

Leu

Val

Trp

Tyr

170

Val

Ser

Gly

Val

Glu
250

Thr

Val

Ser

Val

155

Pro

Thr

Ser

Ile

Thr

235

Lys

Val

Gln

Cys

140

Arg

Gly

Ile

Leu

Pro

220

Val

Val

Val Ala Ala
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Leu

Ser

125

Lys

Gln

Gly

Thr

Arg

205

Arg

Ser

Ala

Leu

Tyr

Gly

110

Gly

Ala

Ala

Gly

Ala

190

Ser

Leu

Ser

Ala

Lys
270

Ser

95

Gly

Ala

Ser

Pro

Asp

175

Asp

Glu

Trp

Ala

Leu

255

Glu

Asn

Gly

Glu

Gly

Gly

160

Thr

Lys

Asp

Tyr

Ser

240

Lys



1301-0123PCT_ST25

210> 65

<211> 112

<212> PRT

<213> Mus musculus

<220>

<221> MISC_FEATURE

<222> (1)..(112)

<223> Light Chain Varible Domain of Anti-Fluorescein Antibody 4-4-20

<400> 65
Asp Val Val Met Thr Gln Thr Pro Phe Ser Leu Pro Val Ser Leu Gly
1 5 10 15

Asp Gln Ala Ser Ile Ser Cys Arg Ser Ser Gln Ser Leu Val His Ser
20 25 30

Asn Gly Asn Thr Tyr Leu Arg Trp Tyr Leu Gln Lys Pro Gly Gln Ser
35 40 45

Pro Lys Val Leu Ile Tyr Lys Val Ser Asn Arg Phe Ser Gly Val Pro
50 55 60

Asp Arg Phe Ser Gly Ser Gly Ser Gly Thr Asp Phe Thr Leu Lys Ile
65 70 75 80

Ser Arg Val Glu Ala Glu Asp Leu Gly Val Tyr Phe Cys Ser Gln Ser
85 90 95

Thr His Val Pro Trp Thr Phe Gly Gly Gly Thr Lys Leu Glu Ile Lys
100 105 110

<210> 66

<211> 118

<212> PRT

<213> Mus musculus
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1301-0123PCT_ST25

<220>

<221> MISC_FEATURE

<222> (1)..(218)

<223> Heavy Chain Varible Domain of Anti-Fluorescein Antibody 4-4-20

<400> 66

Glu Val Lys Leu Asp Glu Thr Gly Gly Gly Leu Val Gln Pro Gly Arg
1 5 10 15

Pro Met Lys Leu Ser Cys Val Ala Ser Gly Phe Thr Phe Ser Asp Tyr
20 25 30

Trp Met Asn Trp Val Arg Gln Ser Pro Glu Lys Gly Leu Glu Trp Val
35 40 45

Ala Gln Ile Arg Asn Lys Pro Tyr Asn Tyr Glu Thr Tyr Tyr Ser Asp
50 55 60

Ser Val Lys Gly Arg Phe Thr Ile Ser Arg Asp Asp Ser Lys Ser Ser
65 70 75 80

Val Tyr Leu Gln Met Asn Asn Leu Arg Val Glu Asp Met Gly Ile Tyr
85 90 95

Tyr Cys Thr Gly Ser Tyr Tyr Gly Met Asp Tyr Trp Gly Gln Gly Thr
100 105 110

Ser Val Thr Val Ser Ser
115

<210> 67

<211> 509

<212> PRT

<213> Artificial Sequence

<220>
<223> First Polypeptide of Anti-Fluorescein Diabody (Control DART)
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<400>

67

Asp Val Val

1

Asp

Asn

Pro

Asp

65

Ser

Thr

Gly

Gly

Ser

145

Pro

Asn

Gln

Gly

Lys

50

Arg

Arg

His

Gly

Gly

130

Gly

Gly

Tyr

Ala

Asn

35

Val

Phe

Val

Val

Gly

115

Leu

Phe

Lys

Ala

Met

Ser

20

Thr

Leu

Ser

Glu

Pro

100

Ser

Val

Thr

Gly

Thr
180

Thr

Ile

Tyr

Ile

Gly

Ala

85

Trp

Gly

Gln

Phe

Leu

165

Tyr

Gln

Ser

Leu

Tyr

Ser

70

Glu

Thr

Gly

Pro

Ser

150

Glu

Tyr

Thr

Cys

Arg

Lys

55

Gly

Asp

Phe

Gly

Gly

135

Thr

Trp

Ala

Pro

Arg

Trp

40

Val

Ser

Leu

Gly

Gly

120

Gly

Tyr

Val

Asp

1301-0123PCT_ST25

Phe Ser Leu Pro Val

Ser

25

Tyr

Ser

Gly

Gly

Gly

105

Glu

Ser

Ala

Gly

Ser
185

10

Ser

Leu

Asn

Thr

Val

90

Gly

Val

Leu

Met

Arg
170

Gln

Gln

Arg

Asp

75

Tyr

Thr

Gln

Arg

Asn

155

Ile

Ser

Lys

Phe

60

Phe

Phe

Lys

Leu

Leu

140

Trp

Arg

Val Lys Gly
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Leu

Pro

45

Ser

Thr

Cys

Leu

Val

125

Ser

Val

Ser

Arg

Ser

Val

30

Gly

Gly

Leu

Ser

Glu

110

Glu

Cys

Arg

Lys

Phe
190

Leu

15

His

Gln

Val

Lys

Gln

95

Ile

Ser

Ala

Gln

Tyr

175

Thr

Gly

Ser

Ser

Pro

Ile

80

Ser

Lys

Gly

Ala

Ala

160

Asn

Ile



Ser

Lys

Gly

225

Val

Glu

Glu

Pro

Phe

305

Val

Phe

Pro

Thr

Arg

Thr

210

Asn

Thr

Lys

Val

Pro

290

Pro

Thr

Asn

Arg

Val
370

Asp

195

Glu

Ser

Val

Glu

Ala

275

Cys

Pro

Cys

Trp

Glu

355

Leu

Asp

Asp

Tyr

Ser

Val

260

Ala

Pro

Lys

Val

Tyr

340

Glu

His

Ser

Thr

Val

Ser

245

Ala

Leu

Ala

Pro

Val

325

Val

Gln

Gln

Lys

Ala

Ser

230

Gly

Ala

Glu

Pro

Lys

310

Val

Asp

Tyr

Asp

Asn

Val

215

Trp

Gly

Leu

Lys

Glu

295

Asp

Asp

Gly

Asn

Trp
375

Ser

200

Tyr

Phe

Cys

Glu

Gly

280

Ala

Thr

Val

Val

Ser

360

Leu

1301-0123PCT_ST25

Leu

Tyr

Ala

Gly

Lys

265

Gly

Ala

Leu

Ser

Glu

345

Thr

Asn

Tyr Leu Gln Met

Cys

Tyr

Gly

250

Glu

Gly

Gly

Met

His

330

Val

Tyr

Val

Trp

235

Gly

Val

Asp

Gly

Ile

315

Glu

His

Arg

Arg

220

Gly

Glu

Ala

Lys

Pro

300

Ser

Asp

Asn

Val

Gly Lys Glu

380

Page 53

205

His

Gln

Val

Ala

Thr

285

Ser

Arg

Pro

Ala

Val

365

Tyr

Asn

Gly

Gly

Ala

Leu

270

His

Val

Thr

Glu

Lys

350

Ser

Lys

Ser

Asn

Thr

Ala

255

Glu

Thr

Phe

Pro

Val

335

Thr

Val

Cys

Leu

Phe

Leu

240

Leu

Lys

Cys

Leu

Glu

320

Lys

Lys

Leu

Lys



1301-0123PCT_ST25

Val Ser Asn Lys Ala Leu Pro Ala Pro Ile Glu Lys Thr Ile Ser Lys
385 390 395 400

Ala Lys Gly Gln Pro Arg Glu Pro Gln Val Tyr Thr Leu Pro Pro Ser
405 410 415

Arg Glu Glu Met Thr Lys Asn Gln Val Ser Leu Trp Cys Leu Val Lys
420 425 430

Gly Phe Tyr Pro Ser Asp Ile Ala Val Glu Trp Glu Ser Asn Gly Gln
435 440 445

Pro Glu Asn Asn Tyr Lys Thr Thr Pro Pro Val Leu Asp Ser Asp Gly
450 455 460

Ser Phe Phe Leu Tyr Ser Lys Leu Thr Val Asp Lys Ser Arg Trp Gln
465 470 475 480

Gln Gly Asn Val Phe Ser Cys Ser Val Met His Glu Ala Leu His Asn
485 490 495

His Tyr Thr Gln Lys Ser Leu Ser Leu Ser Pro Gly Lys
500 505

<210> 68

<211> 270

<212> PRT

<213> Artificial Sequence

<220>
<223> Second Polypeptide of Anti-Fluorescein Diabody (Control DART)

<400> 68

Gln Ala Val val Thr Gln Glu Pro Ser Leu Thr Val Ser Pro Gly Gly
1 5 10 15
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Thr

Asn

Leu

Ser

65

Gln

Leu

Gly

Leu

Phe

145

Lys

Glu

Asp

Val

Tyr

Ile

50

Gly

Ala

Trp

Ser

Val

130

Thr

Gly

Thr

Asp

Thr

Ala

35

Gly

Ser

Glu

Val

Gly

115

Gln

Phe

Leu

Tyr

Ser
195

Leu

20

Asn

Gly

Leu

Asp

Phe

100

Gly

Pro

Ser

Glu

Tyr

180

Lys

Thr

Trp

Thr

Leu

Glu

85

Gly

Gly

Gly

Asp

Trp

165

Ser

Ser

Cys

Val

Asn

Gly

70

Ala

Gly

Gly

Arg

Tyr

150

Val

Asp

Ser

Arg

Gln

Lys

55

Gly

Asp

Gly

Glu

Pro

135

Trp

Ala

Ser

Val

Ser

Gln

40

Arg

Lys

Tyr

Thr

Val

120

Met

Met

Gln

Val

Tyr
200

1301-0123PCT_ST25
Ser Thr Gly Ala Val

25

Lys

Ala

Ala

Tyr

Lys

105

Lys

Lys

Asn

Ile

Lys

185

Leu

Pro

Pro

Ala

Cys

90

Leu

Leu

Leu

Trp

Arg

170

Gly

Gln

Gly

Trp

Leu

75

Ala

Thr

Asp

Ser

Val

155

Asn

Arg

Met

Gln

Thr

60

Thr

Leu

Val

Glu

Cys

140

Arg

Lys

Phe

Asn
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Ala

45

Pro

Ile

Trp

Leu

Thr

125

Val

Gln

Pro

Thr

Asn
205

Thr

30

Pro

Ala

Thr

Tyr

Gly

110

Gly

Ala

Ser

Tyr

Ile

190

Leu

Thr

Arg

Arg

Gly

Ser

95

Gly

Gly

Ser

Pro

Asn

175

Ser

Arg

Ser

Gly

Phe

Ala

80

Asn

Gly

Gly

Gly

Glu

160

Tyr

Arg

Val



Glu Asp Met Gly Ile
210

Tyr Trp Gly Gln Gly
225

Gly Gly Lys Val Ala
245

Lys Val Ala Ala Leu
260

Tyr

Thr

230

Ala

Lys

Tyr

215

Ser

Leu

Glu

1301-0123PCT_ST25
Cys Thr Gly Ser Tyr

220

Val Thr Val Ser Ser

Lys Glu

235

Lys Val Ala
250

Lys Val Ala Ala Leu

265
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Tyr Gly Met Asp

Gly Gly Cys Gly

240

Ala Leu Lys Glu

Lys Glu
270

255



