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ATGAAACGTGCATTTATTATGGTGCTGGACTCATTCGGCATCGGCGC TACAGAAGATGCAGARCGC TTTGETGACGTCGGGGCTGACACCCTGGGTCATATCGCAGARGC TTGTGCCAARGGCGARGCTGAT

TEMPLATE. SEQ (1>1224)
L35-1_48.ab1{13>899}
3049-L3-48.abl (2>883)
2696-L35-48.ab1 {13888}
2693-L39-48.ab1 {19890}
3053-L35-47.abl {6>704)

il

atgaaacgtgratttattatggtgeotggactecatteggratcggegotacagaagatgeagaacgotttggtgacgtoggggetgacacectgggtcatat
ATGAAACGTGCATTTATTATGGTGCTGGAC TCATTC GGCATCGGCGC TACAGAAGATGCAGARAC GCTTTGETGACGTCGGGGCTGACACC CTGGETCATAT
ATGAAACGTGCATTTATTATGGTGCTGGACTCATTCGGCATCGGCGC TACAGAAGATGCAGAACGC TTTGETGACGTCGGGGCTGACACC CTGGGTCATAT
ATGAAACGTGCATTTATTATGGTGCTGGAC TCATTCGGCATCGGCGC TACAGAAGATGCAGARCGC TTTGETGACGTCGGGGCTGACACC CTGGGTCATAT
ATGAAACGTGCATTTATTATGGTGCTGGAC TCATTC GGCATCGGCGC TACAGARGATGCAGARC GCTTTGETGACGTCGGGGC TGACACC CTGGGTCATAT

ATGAAACGTGCATTTATTATGGTGCTGGAC TCATTC GGCATCGGCGC TACAGAAGATGCAGAAC GCTTTGGETGACGTCGEEGCTGACACC CTGGGTCATATCRAA

Fig. 44
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cal

aagettgtgecasaggegaagetgat

-

GCTTGTGCCAAAGGCGARGCTGAT

-

T TARGC TTGTGCCAARGGCGAAGCTGAT

GCTTGTGCCARAGGCGAAGCTGAT

ATl

GCTTGTGCCARAGGCGARGCTGAT

GCTTGTGCCAAAGGCGAAGCTGAT

Page 1

10 20 30 40 S0 60 70
1 1 1 1 1 1 1 1 1 1 1 1 1 1

80
1 1

ATGAAACGTGCATTTATTATGGTGCTGGAC TCATTCGGCATCGGCGC TACAGAAGATGCAGAACGCTTTGGTGACGTCGGGGCTGA

TEMFLATE.SEQ(1>1224) —* atgaaacgtgcatttattatggtgctggactcatteggrateggegetacagaagatgragaacgetttggtgacgteggggetga
L35-1_48.abl(13>899) —* ATGAARACGTGCATTTATTATGGTGCTGGACTCATTCGGCATCGGCGCTACAGAAGATGCAGAACGCTTTGGTGACGTCGGGGCTGA

90 100 110 120 130 140 150

160

170

[EEEE—F Y PP PR PRI PR PR PR PR PEFTE FRPRL PR FRRRE FRFES FRPEE FRRRY FRRT PRETE PP
CACCCTGGGTCATATCGCAGAAGCTTGTGCCARAGGC GAAGC TGATARCGGTCGTARAGGCCCGCTCAATC TGCCARATC TGACCC

TEMPLATE.SEQ (1>1224) =4, caccctgggteatategeagaaget tgtgoecasaggegaagetgataacggtogtasaggeceget caatctgocaaatetgacee
L35-1_48.abl{13>899) =k CACCCTGGGTCATATCAGAGAAGC TTGTGCCARAGGCGAAGCTGATAACGGTCGTARAGGCCCGCTCAATC TGCCARATC TGACCC

180 180 200 210 220 230 240
1 1 1 1 L 1 1 1 1 1 L 1 1 1

250
1 1

GTCTGGGGCTGGCGARAAGC TCACGAAGGTTCTACCGG TTTCATTCCGGCGGGAATGGACGGCAACGC TGAAGTTATCGGCGCGTAC

TEMPLATE.SEQ (1>1224) —* gtctggggctggogaaagetcacgaaggttetaceggttteattcoggegggaatggacggeaacgotgaagttateggegegtac
L35-1_48.abl{13>899} —* GTCTGGGGCTGGCGAAAGCTCACGAAGGTTCTACCGGTTTCATTCCGGCGGGAATGGACGGCAACGETGAAGTTATCGGCGCGTAC
260 270 280 230 300 310 320 330 340
Ml P P P ST PrTTl P PETTl FTET PETT PTTT P T PrTT FETT PEET PrTT T T Free
GCATGGGCGCACGAAATGTCATCCGGTARAGATAGCGTGTC TGGTCAC TGGGARATTGCCGGTGTCCCGGTTC TGTTTGAGTGGGEG
TEMPLATE.SEQ(1>1224) —* geatgggegcacgaaatgtcateeggtaaagatagegtgtetggteactgggaaattgeeggtgteceggttetgtttgagtggay
—

L35-1_48.abl{13>899}

350 360 370 380 390 400 410
1 1 1 1 1 1 1 1 1 1 1 1 1 1

GCATGGGCGCACGARATGTCATCCGGTARAGATAGCGTGTC TGGTCAC TGGGAAATTGCCGGTGTCCCGGTTC TGTTTGAGTGGGG

420 430
1 1 1

ATATTTCTCCGATCACGAABACAGCTTCCCGCAAGAGCTGC TGGATARAC TGGTCGAACGCGCTAATCTGCCGGGTTACCTCGGTA

TEMPLATE.SEQ (1>1224) —* atatttctccgatcacgaaaacagctteccgeaagagetgotggataaactggtegaacgegectaatetgeegggttacecteggta
L35-1_48.abl{13>899) —* ATATTTCTCCGATCACGAARACAGCTTCCCGCAAGAGCTGCTGGATAAACTGGTCGAACGCGCTAATCTGCCGGGTTACCTCGGTA

440 450 460 470 480 490 500

510

ACTGCCGTTCTTCCGGTACGGTCATTC TGGATCAAC TGGGCGAAGAGCACATGARAACCGGCAAGTGGATTTTCTATACCTCCGCT

TEMPLATE.SEQ (1>1224) —* actgcegttetteeggtacggteattetggateaactgggegaagageacatgaaaaceggeaagtggattttetataceteeget
L35-1_48.abl(13>899) —* ACTGCCGTTCTTCCGGTACGGTCATTCTGGATCAACTGGGCGARGAGCACATGARAACCGGCAAGTGGATTTTC TATACCTCCGET
520 S30 540 S50 560 570 580 590 600
1 1 1 1 1 1 1 1 1 1 1 1 I 1 1

GCATCCGTGTTCCAGATTGCCTGCCATGARGARACTT TCGGTC TGGATARACTC TACGAAC TGTGCGAAATCGCCCGTGAAGAGCT
TEMPLATE.SEQ(1>1224) —* gcatcogtgttccagattgoctgocatgaagaaacttteggtotggataaactetacgaactytgogasatogeccgtgaagaget
L35-1_48.ab1{(13>899) —*  GCATCCGTGTTCCAGATTGCCTGCCATGAAGAAACTTTCGGTCTGGATARACTCT

=

L35-1-47.ab1{23>847)

610 620 630 640 650 660 670

ACGAACTGTGCGAAATCGCCCGTGAAGAGCT

680

[EE—— T} FEPTY FFTP FPTTE FEET PR PP FRFPL FRFRL FRRPE PREFEE PRRRE PR TR FETTE FRTR FPEE PR
GACCAACGGCGGCTACAATATCGGTCGTGTTATCGCTCGTCCGTTTATCGGCGACARAGCCGGTAAC TTCCAGCGTACCGGTAACC

TEMPLATE.SEQ (1>1224) = gaccaacggeggetacaatatoggtegtgttateget egtocgt ttat cggogacaaagoeeggtaact tccagegtaceggtaace
L35-1-47.abl{23>847) Lo GACCAACGGCGGC TACAATATCGGTCGTGTTATCGCTCGTCCGTTTATCGGCGACARAGCCGETAAC TTCCAGCGTACCGGTAACC

6390 700 710 720 730 740 750 760
1 1 1 1 1 1 1 1 1 L 1 1 1 1

770
1 1

GTCGTGACCTGGCTGTTGAGCCGCCAGCACCGACCGTGCTGCAGAAAC TGGTTGATGARARACACGGCCAGGTGGTTTCTGTCGGT

TEMPLATE.SEQ (1>1224) —* gtegtgacctggetgttgageegecageaccgacegtgetgragaaactggttgatgaaaaacacggeeaggtggtttetgteggt
L35-1-47.ab1(23>847) *— GTCGTGACCTGGCTGTTGAGCCGCCAGCACCGACCGTGCTGCAGAAAC TGGTTGATGAAAAACACGGCCAGGTGGTTTCTGTCGGT
780 790 800 a810 820 830 840 850 860
| I PP T PETTE PETT PETTl FErrd PETrl FEETl PETTl FETTl PETT FEETl PETT PEerl Peres peee |
AARATTGCGGACATC TACGCCARCTGCGGTATCACCARAAARAGTGARAGCGACTGGCCTGGACGCGC TGTTTGACGCCACCATCAR
TEMPLATE.SEQ(1>1224) —* aaaattgeggacatctacgecaactgeggtatcaccaaaasagtgaaagegactggectggacgegetgtttgacgecaccateaa
L35-1-47.abl1{(23>847) *— AABATTGCGGACATCTACGCCAACTGCGGTATCACCARAARAGTGAAAGCGACTGGCCTGGACGCGCTGTTTGACGCCACCATCAR
870 880 890 900 910 920 930 940
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1
AGAGATGARAGAAGCGGGTGATAACACCATCGTCTTCACCAAC TTCGTTGACTTCGACTC TTCCTGGGGCCACCGTCGCGACGTCG
TEMPLATE.SEQ (1>1224) — agagatgaaaga. gtgataacaccatcgtctteaccaacttegttgacttegactettectggggeccacegtegegacgtey

L35-1-47.abl(23>847) =  AGAGATGAAAGAAGCGGGTGATAACACCATCGTCTTCACCAACTTCGTTGACTTCGACTCTTCCTGGGGCCACCGTCGCGACGTCG

Fig. 4B
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950 960 a7 980 990 1000 1010 1020 1030
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1

CCGGETTATGCCGCGEGTC TGGEAAC TETTCGACCGCCETC TGCCGEAGC TCATGTCTC TGC TGCGUGATGACGACATCC TGATCCTC

TEMFLATE.SEQ(1>1224}) —* crggttatgeogeogggtetggaactgticgacegoegtotgenggagetgatgtietetgotigegegatgacgaratectgatecte
L35-1-47.ab1{23>847) — CCGGTTATGCCGCGEETC TGGARC TGTTCGACCGCCETC TGCCGGEAGC TEATGTCTC TGC TGC GCGATGACGACATCCTGATCCTC
1040 1050 1060 1070 1080 1090 1100 1110
A EEE T R TR AN FE AR FRETE NN AN FU AR PN NS RN FU N FUURE PR AT FUETE FUTTE FEUEY P
ACCGCTGACCACGGTTGCGATCCGACCTGGACCGGTACTGACCACACGCGTGAACACATTC CGETACTGGTATATGGCCCGAARGT
TEMPLATE.SEQ(1>1224}) —® arrgetgaccacggttgegatcoegacctggaceggtactgaccacacgegtgaacacatteeggtactggtatatggeeegaaagt
L35-1-47.ab1{23>847) *— ACCGUTGACCACGGTTGCGATCOGACCTGGACCGGTACTGACCACACGUGTGAACACATTCCGGTACTGGTATATGGCCCGRARGT

1120 1130 1140 1150 1160 1170 1180 1130 1200

ARRACCGGGUTCACTGGGTCATCGTGARACCTTCGCGGATATCGGCCAGACTC TGGCAARATATTTTGGTACTTC TGATATGGAAT

TEMPLATE.SEQ(1>1224}) —* aaaaccgggctcactgggteategtgaaacecttegeggatateggeragactetggeaaaatattttggtacttetgatatggaat
L35-1-47.ab1{23>847) % AARACCGGGCTCACTGGGTCATCGTGARACCTTCGCGGATATCGGCCAGAC TC TGGCARAATATTTTGGTACTTC TGATATGGART

1210 1220
| |

ATGGCARAGCCATGTTCTAA

TEMPLATE.SEQ(1>1224) —*  atggraaagcratgttetaa
L35-1-47.ab1{23>847) *—  ATGGCARAGCCATGTTCTAR

Fig 4C
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