859095 cca tcc aaa cgt atc tta cga aga cac aag aga gat tgg gtg gtt
gct336 Pro Ser Lys Arg Ile Leu Arg Arg His Lys Arg Asp Trp Val Val
Al a 100105110 cca ata tct gtc cct gaa aat ggc aag ggt ccc ttc ccc cag
aga ctg384 Pro Ile Ser vVal Pro GQu Asn Ay Lys Gy Pro Phe Pro Gn
Arg Leu 115120125 aat cag ctc aag tct aat aaa gat aga gac acc aag att
ttc tac c432 Asn Gn Leu Lys Ser Asn Lys Asp Arg Asp Thr Lys Ile
Phe Tyr Q35 4G ENY lacg ggg ccg ggg gca gac agc ccc cct gag ggt
gtc ttc gct gta480 Ile Thr Ay Pro Gy Ala Asp Ser Pro Pro Gu Qdy
Val Phe Al a Val

<110> FPFUJIFILM RI Pharma Co., Ltd.:Perseus Proteomics Inc.

<120> Anti-cadherin antibody labelled with radioactive metal

<130> PER00Z21

<150> JP 2010-028028

<151> 2010-02-10

<1le60> 47

<170> PatentIn version 3.1

<210> 1
<211> 24530
<212> DNA

<213> Homo sapiens

<220>
<221> CDS
<222> (1)..(2490)

<223>

<400> 1

atg ggg ctc cct cgt gga cct ctc gecg tet cte cte ctt cte cag
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145150155160 gag aag gag aca ggc tgg ttg ttg ttg aat aag cca ctg gac
cgg gag528 GQu Lys Au Thr Ay Trp Leu Leu Leu Asn Lys Pro Leu Asp
Arg Gu 165170175 gag att gcc aag tat gag ctc ttt ggc cac gct gtg tca
gag aat ggt576 Qu lle Ala Lys Tyr Qu Leu Phe Ay H's Ala Val Ser
G u Asn Gy 180185190 gcc tca gtg gag gac ccc atg aac atc tcc atc atc
gtg acc gad cag6248Ala Ser Val Gu Asp Pro Met Asn Ile Ser lle lle
Val Thr Asp G n 195200205 aat gac cac aag ccc aag ttt acc cag gac acc
ttc cga @ty dgty giect A2 AL ASHL yHIBrd Y wPrAd 4 yie iPHee T Hre G Ire tAd e Ul Ln
Phe Arg Gy Ser Val 210215220

Val

1 5 10 15

tgc tgg ctg cag tgc gcg gecc tcecc gag ccg tgc cgg gecg gte ttce
agg 96

Cys Trp Leu Gln Cys Ala Ala Ser Glu Pro Cys Arg Ala Val Phe
Arg

20 25 30

gag gct gaa gtg acc ttg gag gcg gga ggc gcg gayg cag gag ccc
ggc 144

Glu Ala Glu Val Thr Leu Glu Ala Gly Gly Ala Glu Gln Glu Pro
Gly

35 40 45

cag gcg ctg ggg aaa gta ttc atg ggc tgc cct ggg caa gag cca
gct 182
Gln Ala Leu Gly Lys Val Phe Met Gly Cys Pro Gly Gln Glu Pro

Ala

50 55 60

ctg ttt agc act gat aat gat gac ttc act gtg cgg aat ggc gag
aca 240

Leu Phe Ser Thr Asp Asn Asp Asp Phe Thr Val Arg Asn Gly Glu

Thr
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tta gag gga gtc cta cca ggt act tct gtg atg cag gtg aca gcc acg720
Leu Qu Gy Val Leu Pro Ay Thr Ser Val Met G n Val Thr Ala Thr
225230235240 gat gag gat gat gcc atc tac acc tac aat ggg gtg gtt gct
tcc768 Asp Qu Asp Asp Ala Ile Tyr Thr Tyr Asn Gy Val Val Al a

tac
Tyr
ttc
Phe
ggc
Ay
gcc

Ser
acc
Thr
ctg
Leu
aca

245250255 atc cat agc caa gaa cca aag gac cca cac gac ctc atg
att816 Ile H's Ser,. Gn Qu Pro Lys Asp Pro His Asp Leu Mt
19% 260265270 cac g agc aca ggc act atc age gtc at®d tcc agt
gac cgg864 His Arg Ser Thr Ay Tin Ile Ser Val Ile Ser Ser
Asp Arg 275280285 gaa aaa gtc cct gag tac aca ctg acc atc cag
ac at

%tc cé% gaa aga agg tca ctg aag gaa agg aat cca ttg aag atc
ttc 288

Val Gln Glu Arg Arg Ser Leu Lys Glu Arg Asn Pro Leu Lys Ile
Phe

85 90 95

cca tcec aaa cgt ate tta cga aga cac aag aga gat tgg gtg gtt
gct 336

Pro Ser Lys Arg Ile Leu Arg Arg His Lys Arg Asp Trp Val Val
Ala

100 105 110

cca ata tct gtc cct gaa aat ggc aag ggt ccc ttc ccc cag aga
ctg 384

Pro Ile Ser Val Pro Glu Asn Gly Lys Gly Pro Phe Pro Gln Arg
Leu

115 120 125

aat cag ctc aag tct aat aaa gat aga gac acc aag att ttc tac
agc 432

Asn Gln Leu Lys Ser Asn Lys Asp Arg Asp Thr Lys Ile Phe Tyr
Ser

130 135 140

atc acg ggg ccg ggg gca gac agce ccc cct gag ggt gtc ttec get
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gat912 Gu Lys Val Pro Qu Tyr Thr Leu Thr Ile Gn Ala Thr Asp Met
290295300 ggg gac ggc tcc acc acc acg gca gtg gca gta gtg gag atc
gat960 Gy Asp Ay Ser Thr Thr Thr Ala Val Ala Val VvVal Qu lle

Asp
ctt
Leu
tac
Tyr
agg

Asp
gag
du
ctg
Leu
gcc
Al a

305310315320 gcc aat gac aat gct ccc atg ttt gac ccc cag aag
gcc cat 1008 Ala Asn Asp Asn Ala Pro Met Phe Asp Pro G n Lys

@taa Hi s 32330335 gtg cct gag aat gca gtg ggc cat gag gtg cag
acg gtc act1056 Val Pro Qu Asn Ala Val Gy Hs GQu Val Gn

Thre aly Bary 34034535 Gy 1gata &3 G5O 4F P 16f G 1aRG 1L a7 L HE G t09
acc tac ctt atcll04 Asp Leu Asp Ala Pro Asn Ser Pro Ala Trp
Thn Tyr Leu lle

145 150 155 160

gag aag gag aca ggc tgg ttg ttg ttg aat aag cca ctg gac cgg
gaqg 528

Glu Lys Glu Thr Gly Trp Leu Leu Leu Asn Lys Pro Leu Asp Arg
Glu

165 170 175

gag att gcc aag tat gag ctc ttt ggc cac get gtg tca gag aat
ggt 576

Glu Ile Ala Lys Tyr Glu Leu Phe Gly His Ala Val Ser Glu Asn
Gly

180 185 150

gcc tca gtg gag gac ccc atg aac atc tcc atc atc gtg acc gac
cag 624

Ala Ser Val Glu Asp Pro Met Asn Ile Ser Ile Ile Val Thr Asp
Gln

195 200 205

aat gac cac aag ccc aag ttt acc cag gac acc ttc cga ggg agt
gtc 672
Asn Asp His Lys Pro Lys Phe Thr Gin Asp Thr Phe Arg Gly Ser

Val
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355360365 atg ggc ggt gac gac ggg gac cat ttt acc atc acc acc cac cct
gagll52 Met Ay Ay Asp Asp Ay Asp His Phe Thr Ile Thr Thr H's Pro
G u 370375380 agc aac cag ggc atc ctg aca acc agg aag ggt ttg gat ttt
gag gccl200 Ser Asn Gn @y Ile Leu Thr Thr Arg Lys Ay Leu Asp Phe
G u Al a 385390395400 aaa aac cag cac acc ctg tac gtt gaa gtg acc aac
gag gcc cct ttt1248 Lys Asn G n H's Thr Leu Tyr Val du Val Thr Asn
Gu Ala Pro & 405410415 gt g?¢¥g aag ctc cca 4é€ tcc aca gcc acc ata
gtg gtc cac gtg gagl296 Val Leu Lys Leu Pro Thr Ser Thr Ala Thr Ile
Val Val H's Val G u 420425430

tta gag gga gtc cta cca ggt act tct gtg atg cag gtg aca gcc
acg 720

Leu Glu Gly Val Leu Prco Gly Thr Ser Val Met Gln Val Thr Ala
Thr

225 230 235 240

gat gag gat gat gcc atc tac acc tac aat ggg gtg gtt gct tac
tce 768

Asp Glu Asp Asp Ala Ile Tyr Thr Tyr Asn Gly Val vVal Ala Tyr
Ser

245 250 255

atc cat agc caa gaa cca aag gac cca cac gac ctc atg ttc acc
att 816

Ile His Ser Gln Glu Pro Lys Asp Pro His Asp Leu Met Phe Thr
Tle

260 265 270

cac cgg agc aca ggc acc atc agcec gtc atc tecec agt ggcec ctg gac
cgg 864

His BArg Ser Thxr Gly Thr Ile Ser Val Ile Ser Ser Gly Leu Asp

275 280 285

gaa aaa gtc cct gag tac aca ctg acc atc cag gcc aca gac atg
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gat gtg aat gag gca cct gtg ttt gtc cca ccc tcc aaa gtc gtt gagl344
Asp Val Asn Gu Ala Pro Val Phe Val Pro Pro Ser Lys Val Val Qu
435440445 gtc cag gag ggc atc ccc act ggg gag cct gtg tgt gtc tac act
gcal392 Val Gn Qu Gy Ile Pro Thr Ay GQu Pro Val Cys Val Tyr Thr
Al a 450455460 gaa gac cct gac aag gag aat caa aag atc agc tac cgc atc
ctg aga1440 GQu Zﬂ%OPro Asp Lys Gu Asn Gn Lys Ile Ser Tyr Arg Ile
Leu Arg BES47047 gac cca gca 099 tgg cta gcc atg gac cca gac agt

909 229 Uit 1A IRL, %12 MR Tk TR MR A2 YN AR T AR TR

Asp

290 295 300

ggg gac ggc tcc acc acc acg gea gtg gca gta gtg gag atc ctt

gat 960

Asp Gly Ser Thr Thr Thr Ala Val Ala Val Val Glu Ile Leu

Asp

305 310 315 320

gcc aat gac aat gct ccc atg ttt gac ccc cag aag tac gag gcc

cat 1008

Ala Asn Asp Asn Ala Pro Met Phe Asp Pro Gln Lys Tyr Glu Ala

His

gtg
act
Val

Thr

gat
atc
Asp

Ile

cct gag
1056

Pro Glu

325

aat gca

Asn Ala

340

ctg gac
1104

Leu Asp

gcc cce

Ala Pro

gtg

Val

aac

Asn

ggc

Gly

tca

Ser

330

cat gag

His Glu

345

cca gcg

Pro Ala
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gtg

Val

tgg

Trp

cag

Gln

cgt

Arg

335

agg ctg

Arg Leu

350

gcc acc

Ala Thr

acyg

Thr

tac

Tyr

gtc

Val

ctt

Leu
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gct gtg ggc acc ctc gac cgt gag gat gag cag ttt gtg agg aac aacl536
Ala Val Gy Thr Leu Asp Arg Qu Asp Gu G n Phe Val Arg Asn Asn
500505510 atc tat gaa gtc atg gtc ttg gcc atg gac aat gga agc cct ccc
accl584 Ile Tyr GQu Val Met Val Leu Ala Met Asp Asn Ay Ser Pro Pro
Thr 515520525 act ggc acg gga acc ctt ctg cta aca ctg att gat gtc aat
gac cat 1632 Thr y Thr Ay Thr be Leu Leu Thr Leu Ile Asp Val Asn
Asp Hi s 53053554 ggc cca gtc cc 6éag ccc cgt cag % acc atc tgc aac
caa agc cct1680 Ay Pro Val Pro Qu Pro Arg Gn Ile Thr Ile Cys Asn
G n Ser Pro 545550555560 gtg cgc cag gtg ctg aac atc acg gac aag gac

ctg tet %%%’%%% %%%;é%% gac ggg gac cat ttt acc atc acc acc cac cct

gag 1152
Met Gly Gly Asp Asp Gly Asp His Phe Thr Ile Thr Thr His Pro
Glu

370 375 380

agc aac cag ggc atc ctg aca acc agg aag ggt ttg gat ttt gag
gcc 1200

Ser Asn Gln Gly Ile Leu Thr Thr Arg Lys Gly Leu Asp Phe Glu
Ala

385 390 395 400

aaa aac cag cac acc ctg tac gtt gaa gtg acc aac gag gcc cct
ttt 1248

Lys Asn Gln His Thr Leu Tyr Val Glu Val Thr Asn Glu Ala Pro
Phe

405 410 415

gtg ctg aag ctc cca acc tcc aca gcc acc ata gtg gtc cac gtg
gag 1296

Val Leu Lys Leu Pro Thr Ser Thr Ala Thr Ile Val Val His Val
Glu

420 425 430

gat gtg aat gag gca cct gtg ttt gtc cca ccc tecc aaa gtc gtt
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Val

Arg

Gn Val Leu Asn Ile Thr Asp Lys Asp Leu Ser Pro His Thr

565570575 tcc cct ttc cag gcc cag ctc aca gat gac tca gac atc tac tgg
acgl776 Ser Pro Phe Gn Ala Gn Leu Thr Asp Asp Ser Asp Ile Tyr Trp
580585590 gca gag gtc aac gag gaa ggt gac aca gtg gtc ttg tcc ctg
aagl824 Ala Au Val Asn Qu Qu Ay Asp Thr Val Val Leu Ser Leu

Thr
aag
Lys
tct
Ser

gtg

Lys
gac
Asp
tgc

595600605 ttc ctg aag cag gat aca tat gac gtg cac ctt tct ctg
CR9872 et Leu Lys G n Asp Thr Tyr Asp Val His Leu Ser Leu

H s 610615620 C aaCc aaa gag cag ctqg ac tg atc a cc_ act
th?cllé’%l Glgug Ala Pro Vagl gPhe al Pro g gSer Lysg%agl Val

Glu

435 440 445

gtc cag gag ggc atc ccc act ggg gag cct gtg tgt gtc tac act
gca 1392

Val Gln Glu Gly Ile Pro Thr Gly Glu Pro Val Cys Val Tyr Thr
Ala

450 455 460

gaa gac cct gac aag gag aat caa aag atc agc tac cgc atc ctg
aga 1440

Glu Asp Pro Asp Lys Glu Asn Gln Lys Ile Ser Tyr Arg Ile Leu
Arg

465 470 475 ' 480

gac cca gca ggg tgg cta gcc atg gac cca gac agt ggg cag gtc
aca 1488

Asp Pro Ala Gly Trp Leu Ala Met Asp Pro Asp Ser Gly Gln Val
Thr

485 490 495

gct gtg gge acc ctc gac cgt gag gat gag cag ttt gtg agg aac
aac 1536
Ala Val Gly Thr Leu Asp Arg Glu Asp Glu Gln Phe Val Arg Asn

Asn
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Gy Asn Lys Qu Gn Leu Thr Val Ile Arg Ala Thr Val Cys Asp Cys
625630635640 cat ggc cat gtc gaa acc tgc cct gga ccc tgg aag gga ggt
atcl968 His Ay Hs Val Qu Thr Cys Pro Gy Pro Trp Lys Ay Gy

ttc
Phe
ctc
Leu
aag
Lys
ttc
Phe

I'le
ctg
Leu
gag
du
tac
Tyr

645650655 ctc cct gtg ctg ggg gct gtc ctg gct ctg ctg ttc
ctg gtg2016 Leu Pro Val Leu Ay Ala Val Leu Ala Leu Leu Pile
Leu Val 66 670 ctg ctt tt%giogtg gtg aga aagsfqg cgg aag atc
ccc ctc cta2064 Leu Leu Leu Leu Val Arg Lys Lys Arg Lys lle
Pro Leu Leu 675680685 ctc cca gaa gat gac acc cgt gac aac gtc
tat ggc gaa gag2112 Leu Pro G u Asp Asp Thr Arg Asp Asn Val

e E@at Gdb G atg gte ttg gee atg gac aat gga agc cct ccc
acc 1584

Ile Tyr Glu Val Met Val Leu Ala Met Asp Asn Gly Ser Pro Pro
Thr

515 520 525

act ggc acg gga acc ctt ctg cta aca ctg att gat gtc aat gac
cat 1632

Thr Gly Thr Gly Thr Leu Leu Leu Thr Leu Ile Asp Val Asn Asp
His

530 535 540

ggc cca gtc cct gag ccc cgt cag atc acc atc tgce aac caa agc
cct 1680

Gly Pro Val Pro Glu Pro Arg Gln Ile Thr Ile Cys Asn Gln Ser
Pro

545 550 555 560

gtg cgc cag gtg ctg aac atc acg gac aag gac ctg tct ccc cac
acc 1728

Val Arg Gln Val Leu Asn Ile Thr Asp Lys Asp Leu Ser Pro His
Thr

565 570 575

tce cct tte cag gecec cag cte aca gat gac tca gac atc tac tgg
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690695700 ggg ggt ggc gaa gag gac cag gac tat gac atc acc cag ctc cac
cga2l160 Ay Ay Ay Gu GQu Asp Gn Asp Tyr Asp Ile Thr Gn Leu H's

Arg 705710715720 ggt ctg gag gcc agg ccg gag gtg gtt ctc cgc aat gac
gtg gca cca2208 Ay Leu Qu Ala Arg Pro Gu Val Val Leu Arg Asn Asp
Val Ala Pro 725730735 acc atc atc ccg aca ccc atg tac cgt cct cgg cca
gcc aac cca gat2256 Thr Ile Ile Pro Thr Pro Met Tyr Arg Pro Arg Pro

Al a Asn P Asp 74lfr45750 gaa atc ggc aac ttt ata att gag aac ctg aag

gcg gct aac aca gac2304 Qu Ille Ay Asn Phe Ile Ile Qu Asn Leu Lys
Al a Al a ASF FEe Gln Ala Gln Leu Thr Asp Asp Ser Asp Ile Tyr Trp

Thr

580 585 590

gca gag gtc aac gag gaa ggt gac aca gtg gtc ttg tce ctg aag
aag 1824
Ala Glu Val Asn Glu Glu Gly Asp Thr Val Val Leu Ser Leu Lys
Lys

595 600 605

ttec ctg aag cag gat aca tat gac gtg cac ctt tct ctg tect gac
cat 1872

Phe Leu Lys Gln Asp Thr Tyr Asp Val His Leu Ser Leu Ser Asp
His

610 615 620

ggc aac aza dag cag ctg acg gtg atc agg gcc act gtg tgc gac
tgc 1920

Gly Asn Lys Glu Gln Leu Thr Val Ile Arg Ala Thr Val Cys Asp
Cys

625 630 635 640

cat ggc cat gtc gaa acc tgc cct gga ccc tgg aag gga ggt ttc
atc 1968
His Gly His Val Glu Thr Cys Pro Gly Pro Trp Lys Gly Gly Phe

Ile

81
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755760765 ccc aca gcc ccg ccc tac gac acc ctc ttg gtg ttc gac tat gag
ggc2352 Pro Thr Ala Pro Pro Tyr Asp Thr Leu Leu Val Phe Asp Tyr du
Gy 770775780 agc ggc tcc gac gcc gcg tcc ctg agec tcc ctc acc tcc tcec
gcc tcc2400 Ser Gy Ser Asp Ala Ala Ser Leu Ser Ser Leu Thr Ser Ser
Ala Ser gac caa gac caa gat tac gat tat ctg aac gag tgg ggc agc cgc
ttc2448 Asp G n Asp G pg,ésp Tyr Asp TyrLgu Asn GQu Trp gsg Ser Arg
Phe 805810815 aag aag c%g gca gac atg tac ggt ggc ggg gag gac gac tag
2490 Lys Lys Leu Ala Asp Met Tyr Ay Gy Ay G u Asp Asp 820825 <210>
2

ctc cct gtg ctg ggg gct gtc ctg gct ctg ctg ttec ctc ctg ctg
gtg 2016

Leu Pro Val Leu Gly Ala Val Leu Ala Leu Leu Phe Leu Leu Leu
Val

660 665 670

ctg ctt ttg ttg gtg aga aag aag cgg aag atc zag gag ccc ctc
cta 2064

Leu Leu Leu Leu Val Arg Lys Lys Arg Lys Ile Lys Glu Pro Leu
Leu

675 680 685

ctc cca gaa gat gac acc cgt gac aac gtc ttc tac tat ggc gaa
gag 2112

Leu Pro Glu Asp Asp Thr Arg Asp Asn Val Phe Tyr Tyr Gly Glu
Glu

690 695 700

ggg ggi ggc gaa gag gac cag gac tat gac atc acc cag ctc cac
cga 2160

Gly Gly Gly Glu Glu Asp Gln Asp Tyr Asp Ile Thr Gln Leu His
Arg

705 710 715 720

ggt ctg gag gcc agg ccg gag gtg gtt ctc cgce aat gac gtg gca
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<211> 829 <212> PRT <213> Honmpo sapiens <400> 2 Met Gy Leu Pro Arg

Gy Pro Leu Ala Ser
Cys Al a
Val Thr
Leu Ay

Phe Ser

Lys Val

Thr Asp
cca

Gly Leu Glu Ala

Pro

Leu Leu
Ala Ser Gu Pro Cys
Leu du Ala dy dy
Phe Met Ay
Asn Asp Asp
2208

Arg

725

acc atc atc ccg

gat 2256

Thr Ile Ile Pro

Asp

740

gaa atc ggc aac

gac 2304

Glu Ile Gly Asn

Asp

155

ccc aca gcc ccg

ggc 2352

Pro Thr Ala Pro

Gly

170

agc ggc tcc gac

tcc 2400

Ser Gly Ser Asp

Ser

aca

Thr

Lttt

Phe

ccc

Pro

gcc

Ala

Leu Leu
Arg Al a

G n Val
Val

151015 Cys Trp Leu G n
Phe Arg 202530 u Ala Qu

Ala Au @n Au Pro Ay 354045 A n Al a
Cys Pro Ay A n AQu Pro Al a 505560 Leu

Phe Thr

Glu

Pro

cce atg

Met

Pro

att

ata

Ile

Ile

760

tac

gac

Tyr

Asp

175

gcg tcc

Ala Ser

Val

Val Val

730

tac cgt

Tyr Arg

145

gag aac

Glu Asn

ctc

accec

Thr

Leu

ctg

agc

Leu Ser

83

12/46

Leu Arg

cct cgg

Pro

Arg

ctg

aag

Leu

Lys

765

ttg

gtg

Val

Leu

780

tcc ctc

Ser Leu

Asn Asp

735

cca gcc

Pro Ala

750

gcg get

Ala Ala

ttc gac

Phe Asp

acc tcc

Thr Ser

Val

aac

Asn

aac

Asn

tat

Tyr

tcce

Ser

Arg Asn Gy G u Thr 65707580

Ala

CcCa

Pro

aca

Thr

gag

Glu

gce

Ala
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Val dn

GQu Arg Arg Ser Leu Lys Gu Arg Asn Pro Leu Lys Ile Phe

859095 Pro Ser Lys Arg Ile Leu Arg Arg His Lys Arg Asp Trp Val Val
Al a 100105110 Pro Ile Ser Val Pro Qu Asn Gy Lys Ay Pro Phe Pro

Gn Ag
Il e Phe
Ay Val

Asn Lys P

Gy Hs

Leu 115120125 Asn G n Leu Lys Ser Asn Lys Asp Arg Asp Thr Lys
Tyr Ser 130135140 Ile Thr Ay Pro Ay Ala Asp Ser Pro Pro Qu
Phe Ala Val 145150155160 G u Lys Qu Thr Gy Trp Leu Leu Leu
Leu Asp Arg G (P465170175 G u IT22 Al a Lys Tyr d 8°Peu Phe
Ala Val Ser Qu Asn Gy

gac caa gac caa gat tac gat tat ctg aac gag tgg ggc agc cgc
tte 2448

Asp Gln Asp Gln Asp Tyr Asp Tyr Leu Asn Glu Trp Gly Ser Arg
Phe

805 810 815

aag aag ctg gca gac atg tac ggt ggc ggg gag gac gac tag
2490
Lys Lys Leu Ala Asp Met Tyr Gly Gly Gly Glu Asp Asp

820 825

<210> 2
<211> 829
<212> PRT

<213> Homo sapiens

<400> 2

Met Gly Leu Pro Arg Gly Pro Leu Ala Ser Leu Leu Leu Leu Gln
Val

1 5 i0 15

Cys Trp Leu Gln Cys Ala Ala Ser Glu Pro Cys Arg Ala Val Phe
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180185190 Ala Ser Val Qu Asp Pro Met Asn Ile Ser Ile Ile Val Thr
Asp A n 195200205 Asn Asp His Lys Pro Lys Phe Thr G n Asp Thr The Arg
Gy Ser Val 210215220 Leu Gu Gy Val Leu Pro Gy Thr Ser Val Met Gn
Val Thr Ala Thr 225230235240 Asp G u Asp Asp Ala Ile Tyr Thr Tyr Asn
@y Val Val Ala Tyr Ser 245250255 Ile H's Ser n GQu Pro Lys Asp Pro
H's Asp Leu Met The Thr Ile 260265270 His Arg Ser Thr Gy Thr Ile Ser
Val Ile %9 Ser Ay Leu Asp Arg

20 25 30

Glu Ala Glu Val Thr Leu Glu Ala Gly Gly Ala Glu Gln Glu Pro
Gly

35 40 45

Gln Ala Leu Gly Lys Val Phe Met Gly Cys Pro Gly Gln Glu Pro
Ala

50 55 60

Leu Phe Ser Thr Asp Asn Asp Asp Phe Thr Val Arg Asn Gly Glu
Thr

65 70 15 80

Val Gln Glu Arg Arg Ser Leu Lys Glu Arg Asn Pro Leu Lys Ile
Phe

85 90 95

Pro Ser Lys Arg Ile Leu Arg Arg His Lys Arg Asp Trp Val Vval
Ala

100 105 110
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275280285 A u Lys Val Pro Qu Tyr Thr Leu Thr Ile G n Ala Thr Asp Mt
290295300 Ay Asp Gy Ser Thr Thr Thr Ala Val Ala Val vVal Qu lle

Asp
Leu

Asp
du
Leu
Al a
Thr

305310315320 Ala Asn Asp Asn Ala Pro Met Phe Asp Pro G n Lys
Ala Hs 325330335 Val Pro Gu Asn Ala Val Ay Hs GQu val Gn
Thr Val Thr 340345350 Asp Leu Asp Ala Pro Asn Ser Pro Ala Trp
Thr Tyr Leu Ile 355360365 Mt Gy Ay Asp Asp Gy Asp His
Il'e Thr Thr Hs Pro Qu 370375380

Pro Ile Ser Val Pro Glu Asn Gly Lys Gly Pro Phe Pro Gln Arg
Leu

115 120 125

Asn Gln Leu Lys Ser Asn Lys Asp Arg Asp Thr Lys Ile Phe Tyr

Ser

130 135 140

Ile Thr Gly Pro Gly Ala Asp Ser Pro Pro Glu Gly Val Phe Ala
Val

145 150 155 160

Glu Lys Glu Thr Gly Trp Leu Leu Leu Asn Lys Pro Leu Asp Arg
Glu

165 170 175

Glu Ile Ala Lys Tyr Glu Leu Phe Gly His Ala Val Ser Glu Asn
Gly

180 185 190
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Ser Asn Gn Ay Ile Leu Thr Thr Arg Lys Ay Leu Asp Phe Au Al a
385390395400 Lys Asn G n His Thr Leu Tyr Val Au Val Thr Asn Au Al a
Pro Phe 405410415 Val Leu Lys Leu Pro Thr Ser Thr Ala Thr Ile Val Val
Hs Val G u 420425430 Asp Val Asn Qu Ala Pro Val Phe Val Pro Pro Ser
Lys Val Val G u 435440445 Val Gn u dy lle Pro Thr Ay Qu Pro Val
Cys Val Tyr Thr _Al.a 450455460 J u Asp Prao AsSp Gu Asn An Lys
Te Sor A AR (Mo (G AP 4oy Hos7diesp Tle Ser Tle 1€ Val Thr Asp

Gln

195 200 205

Asn Asp His Lys Pro Lys Phe Thr Gln Asp Thr Phe Arg Gly Ser
Val

210 215 220

Leu Glu Gly Val Leu Pro Gly Thr Ser Val Met Gln Val Thr Ala
Thr

225 230 235 240

Asp Glu Asp Asp Ala Ile Tyr Thr Tyr Asn Gly Val Val Ala Tyr
Ser

245 250 255

Ile His Ser Gln Glu Pro Lys Asp Pro His Asp Leu Met Phe Thr
Ile

260 265 270

His Arg Ser Thr Gly Thr Ile Ser Val Ile Ser Ser Gly Leu Asp
Arg
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Asp Pro Ala Gy Trp Leu Ala Met Asp Pro Asp Ser Ay @n Val Thr
485490495 Ala Val Gy Thr Leu Asp Arg Gu Asp Au G n Phe Val Arg Asn
500505510 Ile Tyr Au Val Met Val Leu Ala Met Asp Asn Gy Ser Pro

Asn
Pro
Asn
Cys
Lys
Asp

Thr
Asp
Asn
Asp
Asp

515520525 Thr Ay Thr Gy Thr Leu Leu Leu Thr Leu Ile Asp Val
Hi s 530535540 Ay Pro Val Pro GQu Pro Arg Gn lle Tinlle

G n Ser Pro 545550555560 Val Arg Gn Val Leu Asn Ile Thr Asp
Leu Ser2BPo Hi s Thr 565578%75 Ser Pro Phe 48 Ala G n Leu Thr
Ser Asp Ile Tyr Trp Thr

Glu Lys Val Pro Glu Tyr Thr Leu Thr Ile Gln Ala Thr Asp Met
Asp

290 295 300

Gly Asp Gly Ser Thr Thr Thr Ala Val Ala Val Val Glu Ile Leu
Asp

305 310 315 320

Ala Asn Asp Asn Ala Pro Met Phe Asp Pro Gln Lys Tyr Glu Ala
His

325 330 335

Val Pro Glu Asn Ala Val Gly His Glu Val Gln Arg Leu Thr Val
Thr

340 345 350

Asp Leu Asp Ala Pro Asn Ser Pro Ala Trp Arg Ala Thr Tyr Leu
Ile

355 360 365
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580585590 Ala Qu Val Asn Qu Qu Ay Asp Thr Val Val Leu Ser Leu Lys
Lys 595600605 Phe Leu Lys G n Asp Thr Tyr Asp Val H's Leu Ser Leu Ser

Asp Hi s
Val Cys
Trp Lys
Leu Leu
Arg Lys

610615620 Gy Asn Lys Qu Gn Leu Thr Val Ile Arg Ala Thr
Asp Cys 625630635640 His Ay H's Val Au Thr Cys Pro Ay Pro
Gy @y Phe Il e 645650655 Leu Pro Val Leu Ay Ala Val Leu Al a
Phe Leu Leu Leu Val 660665670 Leu Leu Leu Leu Val Arg Lys Lys
Ile Lys Qu Pro Leu Leu 675680685

Met Gly Gly Asp Asp Gly Asp His Phe Thr Ile Thr Thr His Pro
Glu

370 375 380

Ser Asn Gln Gly Ile Leu Thr Thr Arg Lys Gly Leu Asp Phe Glu
Ala

385 390 395 400

Lys Asn Gln His Thr Leu Tyr Val Glu Val Thr Asn Glu Ala Pro
Phe

405 410 415

Val Leu Lys Leu Pro Thr Ser Thr Aia Thr Ile Val Val His Val
Glu

420 425 430

Asp Val Asn Glu Ala Pro Val Phe Val Pro Pro Ser Lys Val Val
Glu

435 440 445

Val Gln Glu Gly Ile Pro Thr Gly Glu Pro Val Cys Val Tyr Thr
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Leu Pro Gu Asp Asp Thr Arg Asp Asn Val Phe Tyr Tyr Ay Qu Qu
690695700 Ay Ay Ay Gu GQu Asp Gn Asp Tyr Asp Ile Thr Gn Leu H's
Arg Gy Leu Gu Ala Arg Pro Qu Val Val Leu Arg Asn Asp Val Ala Pro
725730735 Thr Ile Ile Pro Thr Pro Met Tyr Arg Pro Arg Pro Ala Asn Pro
Asp 740745750 Qu Ile Ay Asn Phe Ile Ile Qu Asn Leu Lys Ala Ala Asn
Thr Asp 755760765 Pro Thr Ala Pro Pro Tyr Asp Thr Leu Leu Val Phe Asp
Tyr du élfl 770775780 Ser Ay Ser Asp Ala Ala Ser Leu Ser Ser Leu Thr
Ser Ser Al a 485% 785790795800 455 160

Glu Asp Prc Asp Lys Glu Asn Gln Lys Ile Ser Tyr Arg Ile Leu
Arg

465 470 475 480

Asp Pro Ala Gly Trp Leu Ala Met Asp Pro Asp Ser Gly Gln Val
Thr

485 490 495

Ala Val Gly Thr Leu Asp Arg Glu Asp Glu Gln Phe Val Arg Asn

Asn

500 505 510

Ile Tyr Glu Val Met Val Leu Ala Met Asp Asn Gly Ser Pro Pro
Thr

515 520 525

Thr Gly Thr Gly Thr Leu Leu Leu Thr Leu Ile Asp Val Asn Asp
His
530 535 540
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Asp G n Asp Gn Asp Tyr Asp Tyr Leu Asn Qu Trp Ay Ser Arg Phe
805810815 Lys Lys Leu Ala Asp Net Tyr Gy Gy Gy A u Asp Asp 820825
<210> 3 <211> 24 <212> DNA <213> Artificial sequence <220> <223>

Desi gned DNA based on CDH3 gene <400> 3 cgcggtacca tggggctccc tcgt 24
<210> 4

Gly Pro Val Pro Glu Pro Arg Gln Ile Thr Ile Cys Asn Gln Ser

Pro

545 550 555 560

Val Arg Gln Val Leu Asn Ile Thr Asp Lys Asp Leu Ser Pro His
Thr

565 570 575

Ser Pro Phe Gln Ala Gln Leu Thr Asp Asp Ser Asp Ile Tyr Trp
Thr

580 585 590

Ala Glu Val Asn Glu Glu Gly Asp Thr Val Val Leu Ser Leu Lys
Lys

595 600 605

Phe Leu Lys Gln Asp Thr Tyr Asp Val His Leu Ser Leu Ser Asp
His

610 615 620
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<211> 29 <212> DNA <213> Artificial sequence <220> <223> Desi gnhed
DNA based on CDH3 gene <400> 4 ccgtctagat aacctccctt ccagggtcc 29
<210> 5 <211> 20 <212> DNA <213> Artificial sequence <220> <223>
Desi gned prinmer based on anti-CDH3 anti body gene

Gly Asn Lys Glu Gln Leu Thr Val Ile Axg Ala Thr Val Cys Asp
Cys

625 630 635 640

His Gly His Val Glu Thr Cys Pro Gly Pro Trp Lys Gly Gly Phe
Ile

645 650 655

Leu Pro Val Leu Gly Ala Val Leu Ala Leu Leu Phe Leu Leu Leu
Val

660 665 670

Leu Leu Leu Leu Val Arg Lys Lys Arg Lys Ile Lys Glu Pro Leu

Leu

675 680 685

Leu Pro Glu Asp Asp Thr Arg Asp Asn Val Phe Tyr Tyr Gly Glu
Glu

690 695 700

Gly Gly Gly Glu Glu Asp Gln Asp Tyr Asp Ile Thr Gln Leu His
Arg
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<400> 5 gayatccagc tgactcagcc 20 <210> 6 <211> 20 <212> DNA <213>
Artificial sequence <220> <223> Designed primer based on anti-CDH3
anti body gene <400> 6 gayattgttc tcwcccagtc 20 <210> 7 <211> 20 <212>
DNA

705 710 715 720

Gly Leu Glu Ala Arg Pro Glu Val Val Leu Arg Asn Asp Val Ala

Pro

725 730 735

Thr Ile Ile Pro Thr Pro Met Tyr Arg Pro Arg Pro Ala Asn Pro
Asp

740 745 7150

Glu Ile Gly Asn Phe Ile Ile Glu Asn Leu Lys Ala Ala Asn Thr

Asp

755 760 765

Pro Thr Alz Pro Pro Tyr Asp Thr Leu Leu Val Phe Asp Tyr Glu
Gly

770 775 780

Ser Gly Ser Asp Ala Ala Ser Leu Ser Ser Leu Thr Ser Ser Ala

Ser

785 790 795 800
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<213> Artificial sequence <220> <223> Designed priner based on
anti-CDH3 anti body gene <400> 7 gayattgtgm tmactcagtc 20 <210> 8
<211> 20 <212> DNA <213> Artificial sequence <220> <223> Designed

primer based on anti-CDH3 anti body gene <400> 8 gayattgtgy tracacagtc
20

Asp Gln Asp Gln Asp Tyr Asp Tyr Leu Asn Glu Trp Gly Ser Arg
Phe

805 810 815

Lys Lys Leu Ala Asp Met Tyr Gly Gly Gly Glu Asp Asp

820 825

<210> 3
<211> 24
<212> DNA

<213> Artificial seguence

<220>

<223> Designed DNA based on CDH3 gene

<400> 3
cgcggtacca tggggctccce tegt

24

<210> 4
<211> 28
<212> DNA

<213> Artificial sequence
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<210> 9 <211> 20 <212> DNA <213> Artificial sequence <220> <223>
Desi gned prinmer based on anti-CDH3 anti body gene <400> 9 gayattgtra
tgacntagtc 20 <210> 10 <211> 20 <212> DNA <213> Artificial sequence
<220> <223> Designed prinmer based on anti-CDH3 anti body gene 97

<220>

<223> Designed DNA based on CDH3 gene

<400> 4
ccgtctagat aacctccctt ccagggtcec

29

<210> 5
<211> 290
<212> DNA

<213> Artificial sequence

<220>

<223> Designed primer based on anti-CDH3 antibody gene

<400> 5
gayatccagc tgactcagcc

20

<210> 6
<211> 20
<212> DNA

<213> Artificial sequence
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<400> 10 gayattmaga tranccagtc 20 <210> 11 <211> 20 <212> DNA <213>
Artificial sequence <220> <223> Designed priner based on anti-CDH3
anti body gene <400> 11 gayattcaga tgaydcagtc 20 <210> 12 <211> 20
<212> DNA <213> Artificial sequence <220> <223> Designed prinmer based
on anti-CDH3 anti body gene

<220>

<223> Designed primer based on anti-CDH3 antibody gene

<400> 6
gayattgttc tcwcccagtc

20

<210> 7
<211> 20
<212> DNA

<213> Artificial sequence

<220>

<223> Designed primer based on anti-CDH3 antibody gene

<400> 7
gayattgtgm tmactcagtc

20

<210> 8
<211> 20
<212> DNA

<213> Artificial sequence

<220>
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<400> 12 gayatycaga tgacacagac 20 <210> 13 <211> 20 <212> DNA <213>
Artificial sequence <220> <223> Designed priner based on anti-CDH3
anti body gene <400> 13 gayattgttc tcawccagtc 20 <210> 14 <211> 20
<212> DNA <213> Artificial sequence <220> <223> Designed prinmer based
on anti-CDH3 anti body gene <400> 14

<223> Designed primer based on anti-CDH3 antibody gene

<400> 8
gayattgtgy tracacagtc

20

<210> 9
<211> 20
<212> DNA

<213> Artificial sequence

<220>

<223> Designed primer based on anti-CDH3 antibody gene

<400> 9
gayattgtra tgacmcagtc

20

<210> 10
<211> 20
<212> DNA

<213> Artificial sequence

<220>

<223> Designed primer based on anti-CDH3 antibody gene
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gayattgwgc tsacccaatc 20 <210> 15 <211> 20 <212> DNA <213> Artificial
sequence <220> <223> Designed prinmer based on anti-CDH3 anti body gene
<400> 15 gayattstra tgacccartc 20 <210> 16 <211> 20 <212> DNA <213>
Artificial sequence <220> <223> Designed prinmer based on anti - CDH3
anti body gene <400> 16 gayrttktga tgacccarac

<400> 10
gayattmaga tramccagtc

20

<210> 11
<211> 20
<212> DNA

<213> Artificial sequence

<220>

<223> Designed primer based on anti-CDH3 antibody gene

<400> 11
gayattcaga tgaydcagtc

20

<210> 12
<211> 20
<212> DNA

<213> Artificial sequence

<220>

<223> Designed primer based on anti-CDH3 antibody gene
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20 <210> 17 <211> 20 <212> DNA <213> Artificial sequence <220> <223>
Desi gned prinmer based on anti-CDH3 anti body gene <400> 17 gayattgtga
t gacbcagkc 20 <210> 18 <211> 20 <212> DNA <213> Artificial sequence
<220> <223> Designed prinmer based on anti-CDH3 anti body gene <400> 18
gayattgtga taacycagga 20

<400> 12
gayatycaga tgacacagac

20

<210> 13
<211> 290
<212> DNA

<213> Artificial sequence

<220>

<223> Designed primer based on anti-CDH3 antibody gene

<4G0> 13
gayattgttc tcawccagtc

20

<210> 14
<211> 20
<212> DNA

<213> Artificial sequence

<220>

<223> Designed primer based on anti-CDH3 antibody gene

<400> 14
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<210> 19 <211> 20 <212> DNA <213> Artificial sequence <220> <223>
Desi gned prinmer based on anti-CDH3 anti body gene <400> 19 gayattgtga
tgacccagwt 20 <210> 20 <211> 20 <212> DNA <213> Artificial sequence
<220> <223> Designed prinmer based on anti-CDH3 anti body gene <400> 20
gayattgtga tgacacaacc 20 <210> 21

gayattgwgc tsacccaatc

20

<210> 15
<211> 20
<212> DNA

<213> Artificial sequence

<220>

<223> Designed primer based on anti-CDH3 antibody gene

<400> 15
gayattstra tgacccartc

20

<210> 16
<211> 20
<212> DNA

<213> Artificial seguence

<220>

<223> Designed primer based on anti-CDH3 antibody gene

<400> 16

gayrttktga tgacccarac
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<211> 20 <212> DNA <213> Artificial sequence <220> <223> Desi gned
primer based on anti-CDH3 anti body gene <400> 21 gayattttgc
tgactcagtc 20 <210> 22 <211> 21 <212> DNA <213> Artificial sequence
<220> <223> Designed priner based on anti-CDH3 anti body gene <400> 22
ggsaccaarc tggaaatma a 21

20

<210> 17
<211> 20
<Z212> DNA

<213> Artificial sequence

<220>

<223> Designed primer based on anti-CDH3 antibody gene

<400> 17
gayattgtga tgacbcagkc

20

<210> 18
<211> 20
<212> DNA

<213> Artificial sequence

<220>

<223> PDesigned primer based on anti-CDH3 antibody gene

<400> 18
gayvattgtga taacycagga
20
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<210> 23 <211> 21 <212> DNA <213> Artificial sequence <220> <223>
Desi gned prinmer based on anti-CDH3 anti body gene <400> 23 gggacaaagt
t ggaaataaa a 21 <210> 24 <211> 21 <212> DNA <213> Artificial sequence
<220> <223> Designed prinmer based on anti-CDH3 anti body gene <400> 24
gggaccaagc tggagctgaa a 21 <210> 25

<210>

<211>

<212>

<213>

<220>

<223>

<400>

19
20
DNA

Artificial sequence

Designed primer based on anti-CDH3 antibody gene

19

gayattgtga tgacccagwt

20

<210>

<211>

<212>

<213>

<220>

<223>

<400>

20
20
DNA

Artificial sequence

Designed primer based on anti-CDH3 antibody gene

20

gayattgtga tgacacaacc

20
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<211> 24 <212> DNA <213> Artificial sequence <220> <223> Desi gned
primer based on anti-CDH3 anti body gene <400> 25 at gragwcac
akwcycaggt cttt 24 <210> 26 <211> 25 <212> DNA <213> Artifici al
sequence <220> <223> Designed prinmer based on anti-CDH3 anti body gene
<400> 26 at ggagacag acacactcct gctat 25

<210> 21
<211> 20
<212> DNA

<213> Artificial sequence

<220>

<223> Designed primer based on anti-CDH3 antibody gene

<400> 21
gayattttge tgactcagtc

20

<210> 22
<211> 21
<212> DNA

<213> Artificial sequence

<220>

<223> Designed primer based on anti-CDH3 antibody gene

<400> 22
ggsaccaarc tggaaatmaa a

21
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<210> 27 <211> 29 <212> DNA <213> Artificial sequence <220> <223>
Desi gned prinmer based on anti-CDH3 anti body gene <400> 27 at ggagwcag
acacactsct gytatgggt 29 <210> 28 <211> 32 <212> DNA <213> Artifici al
sequence <220> <223> Designed prinmer based on anti-CDH3 anti body gene
<220> <221> misc feature

<210> 23
<211> 21
<212> DNA

<213> Artificial sequence

<220>

<223> Designed primer based on anti-CDH3 antibody gene

<400> 23
gggacaaagt tggaaataaa a

21

<210> 24
<211> 21
<212> DNA

<213> Artificial sequence

<220>

<223> Designed primer based on anti-CDH3 antibody gene

<400> 24
gggaccaagc tggagctgaa a

21

<210> 25
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<222>(27)..(27) <223> i <400> 28 atgaggrccc ctgctcagwt tyttggnwc tt
106 32 <210> 29 <211> 31 <212> DNA <213> Artificial sequence <220>
<223> Designed priner based on anti-CDH3 anti body gene <400> 29

at gggcwt ca agat gragtc acakwyycwg g 31 <210> 30 <211> 29 <212> DNA

<211> 24
<212> DNA

<213> Artificial sequence

220>

<223> Designed primer based on anti-CDH3 antibody gene

<400> 25
atgragwcac akwcycaggt cttt

24

<210> 26
<211> 25
<212> DNA

<213> Artificial segquence

<220>

<223> Designed primer based on anti-CDH3 antibody gene

<400> 26
atggagacag acacactcct gctat

25

<210> 27

<211> 29

105

34/46


ip-temp
Rectangle


<213> Artificial sequence <220> <223> Designed priner based on
anti-CDH3 anti body gene <400> 30 atgagtgtgc ycactcaggt cctggsgtt 29
<210> 31 <211> 31 <212> DNA <213> Artificial sequence <220> <223>
Desi gned priner based on anti-CDH3 anti body gene <400> 31 at gtggggay
cgktttyammcttttcaatt g 31 <210> 32 <211> 28 <212> DNA <213>

Artificial sequence
<212> DNA

<213> Artificial sequence

<220>

<223> Designed primer based on anti-CDH3 antibody gene

<400> 27
atggagwcag acacactsct gytatgggt

29

<210> 28
<211> 32
<212> DNA

<213> Artificial seguence

<220>

<223> Designed primer based on anti-CDH3 anti

<220>
<221> misc_feature
<222> (27)..(27)

<223> i

<£00> 28

atgaggrccce ctgctcagwt tyttggnwte tt
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<220> <223> Designed primer based on anti-CDH3 anti body gene <400> 32
at ggaagccc cagctcagcet tctcttcc 28 <210> 33 <211> 26 <212> DNA <213>
Artificial sequence <220> <223> Designed priner based on anti-CDH3
anti body gene <220> <221> m sc feature <222>(6)..(6) <223> i <220>
<221> m sc feature

32

<210>

<211>

<212>

<213>

<220>

<223>

<400>

29
31
DNA

Artificial sequence

Designed primer based on anti-CDH3 antibody gene

29

atgggcwtca agatgragtc acakwyycwg g

31

<210>

<211>

<212>

<213>

<220>

<223>

<400>

30
29
DNA

Artificial sequence

Designed primer based on anti-CDH3 antibody gene

30

atgagtgtgc ycactcaggt cctggsgtt

29
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<222>(12)..(12) <223> i <220> <221> misc feature <222>(18)..(18)
<223> i <400> 33 atgagnmmkt cnnttcantt cytggg 26 <210> 34 <211> 26
<212> DNA <213> Artificial sequence <220> <223> Desi gned prinmer based
on anti-CDH3 anti body gene

<210> 31
<211> 31
<212> DNA

<213> Artificial sequence

<220>

<223> Designed primer based on anti-CDH3 antibody gene

<400> 31
atgtyggggay cgktttyamm cttttcaatt g

31

<210> 32
<211> 28
<212> DNA

<213> Artificial sequence

<220>

<223> Designed primer based on anti-CDH3 antibody gene

<400> 32
atggaagccc cagctcagcet tctcettec

28
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<220> <221> m sc feature <222>(12)..(12) <223> i <220> <221> m sc
feature <222>(24)..(24) <223> i <400> 34 atgakgthcy cngctcagyt yctnrg
26 <210> 35 <211> 25 <212> DNA <213> Artificial sequence <220>

<210> 33
<211> 26
<212> DNA

<213> Artificial sequence

<220>

<223> Designed primer based on anti-CDH3 antibody gene

<220>
<221i> misc feature
<222> (6)..(6)

<223> 1

<220>
<221> misc_feature
222> (12)..(12)

<223> 1

L220>
<221> misc_feature
<222> (18)..(18)

<223> 1
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<223> Desi gned priner based on anti-CDH3 anti body gene <400> 35
atggtrtccw casctcagtt ccttg 25 <210> 36 <211> 27 <212> DNA <213>
Artificial sequence <220> <223> Designed priner based on anti-CDH3
anti body gene <400> 36 atgtatatat gtttgttgtc tatttct 27 <210> 37
<211> 29 <212> DNA

<400> 33
atgagnmmkt cnmttcantt cytggg

26

<210> 34
<211> 26
<2i2> DNA

<213> Artificial sequence

<220>

<223> Designed primer based on anti-CDH3 antibody gene

<220>
<221> misc feature
<222> (12} ..(12)

<223> 1

<220>
<221> misc_feature
<222> (24)..(24)

<223> 1

<400> 34
atgakgthcy cngctcagyt yctnrg
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<213> Artificial sequence <220> <223> Designed priner based on
anti-CDH3 anti body gene <400> 37 atgaagttgc ctgttaggct gttggtgct 29
<210> 38 <211> 29 <212> DNA <213> Artificial sequence <220> <223>
Desi gned prinmer based on anti-CDH3 anti body gene <400> 38 atggatttwc
argtgcagat twtcagctt 29 <210> 39 <211> 27 <212> DNA <213> Artificial

sequence
26

<210>
<211>
<212>

<213>

<220>

223>

<400>

35
25
DNA

Artificial sequence

Designed primer based on anti-CDH3 antikody gene

35

atggtrtccw casctcagtt ccttg

25

<210>
<211>
<212>

<213>

<220>

<223>

<400>

36
27
DNA

Artificial sequence

Designed primer based on anti-CDH3 antibody gene

36

atgtatatat gtttgttgtc tatttct

27
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<220> <223> Designed primer based on anti-CDH3 anti body gene <400> 39
atggtyctya tvtccttget gttctgg 27 <210> 40 <211> 27 <212> DNA <213>
Artificial sequence <220> <223> Designed priner based on anti-CDH3

anti body gene <400> 40 atggtyctya tvttrctgct gct
<211> 21 <212> DNA gatyety gct gctatgg 27 <210> 41

<210> 37
<211> 28
<212> DNA

<213> Artificial seguence

<220>

<223> Designed primer based on anti-CDH3 antibody gene

<400> 37
atgaagttgc ctgttaggcet gttggtgct

29

<210> 38
<211> 29
<212> DNA

<213> Artificial sequence

<220>

<223> Designed primer based on anti-CDH3 antibody gene

<400> 38
atggatttwc argtgcagat twtcagcett

29
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<213> Artificial sequence <220> <223> Designed priner based on
anti-CDH3 anti body gene <400> 91 actggatggt gggaagatgg a 21 <210> 42
<211> 26 <212> DNA <213> Artificial sequence <220> <223> Desi gned
primer based on anti-CDH3 anti body gene <900> 42 atggratgsa

gctgkgt mat sctctt 26 <210> 43

<210>

<211>

<212>

<213>

<220>

<223>

<400>

39
27
DNA

Artificial sequence

Designed primer based on anti-CDH3 antibody gene

39

atggtyctya tvtccttget gttctgg

27

<210>

<211>

<212>

<213>

<220>

<223>

<400>

40
27
DNA

Artificial sequence

Designed primer based on anti-CDH3 antibody gene

40

atggtyctya tvttrctgct gctatgg

27
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<211> 26 <212> DNA <213> Artificial sequence <220> <223> Desi gned
primer based on anti-CDH3 anti body gene <400> 43 atgracttcg
ggytgagctk ggtttt 26 <210> 44 <211> 25 <212> DNA <213> Artificial
sequence <220> <223> Designed prinmer based on anti-CDH3 anti body gene
<400> 44 atggctgtct tggggctgct cttct 25

<210> 41
<211> 21
<212> DNA

<213> Artificial sequence

<220>

<223> Designed primer based on anti-CDH3 antibody gene

400> 41

wctggatggt gggaagatgg a

21

<210> 42
<211> 26
<212> DNA

<213> Artificial sequence

<220>

<223> Designed primer based on anti-CDH3 antibody gene

<400> 42
atggratgsa gctgkgtmat sctctt

26

<210> 43
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<210> 45 <211> 18 <212> DNA <213> Artificial sequence <220> <223>
Desi gned prinmer based on anti-CDH3 anti body gene <400> 45 atggrcagrc
ttacwyy 18 <210> 46 <211> 23 <212> DNA <213> Artificial sequence
<220> <223> Designed prinmer based on anti-CDH3 anti body gene <400> 46
saggtsmarc tksagsagtc wgg 23

<211> 26
<212> DNA

<213> Artificial sequence

<220>

<223> Designed primer based on anti-CDH3 antibody gene

<400> 43
atgracttcg ggytgagctk ggtttt

26

<210> 44
<211> 25
<212> DNA

<213> Artificial sequence

<220>

<223> Designed primer based on anti-CDH3 antibody gene

<400> 44
atggctgtct tggggctget cttcet

25

<210> 45

<211> 18
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<210> 47 <211> 19 <212> DNA <213> Artificial sequence <220> <223>
Desi gned primer based on anti-CDH3 antibody gene <400> 47 casccccatc
dgtctatcc 19

<212> DNA

<213> Artificial sequence

<220>

<223> Designed primer based on anti~CDH3 antibody gene

<400> 45
atggrcagrc ttacwtyy

18

<210> 46
<211> 23
<212> DNA

<213> Artificial sequence

<220>

<223> Designed primer based on anti-CDH3 antibody gene

<400> 46
saggtsmarc tksagsagtc wgg

23

<210> 47
<211> 19

<212> DNA
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<213> Artificial sequence

<220>

<223> Designed primer based on anti-CDH3 antibody gene

<400> 47
casccccatc dgtctatce

19
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