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Fig. 6-1
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Sequence Listing Information:

General

DTD Version: V1_3

File Name: PD20~8023W0_230328. xm|

Software Name: WIPQ Seguence

Software Version: 2.2.0

Production Date: 2023-03-28

Information:

Current application / 1P Office: JP

Current application / Applicant file reference: PD20-9023W0
Earliest priority application / IP 0ffice: JP
Farliest priority application / Application number: 2022-072103
Earliest prierity application / Filing date: 2022-04-26
Applicant name: Daiichi Sankyo Company, Limited

Applicant name / Language: en
Invention titie: ENO1T GENE PROMOTOR ( en )

Sequence Tota!l Quantity:

Sequences:

60

120
180
240
300
360
420
480
540
600
660
120
180
840
900
260

Sequence Number (ID): 1
Length: 3003

Molecule Type: DNA
Features Location/Qualifiers:

— Sourgce,

Residues:
ggcacgcage

gtgaggetee
ECEEEECCEE
aagccgagte
cgtagegace
dacEEEagEc
CECCCCCELE
cttotggagt
aaacgccaag
agaccagcte
taggaaccte
ctggggaaceg
ctecageete
cgtegectet
cttgoagegc
EGCCEEEREE
gagaatgatt

18

1..3003

> mciwtype. genomic DNA _
> organism, Cricetulus griseus

gegeaggege
cacgetgegg
BCCECERAZE
cgtetgggac
cecegeoccte
tcgeccagta
ceategtoct
gacagegce
aatggeceesg
EEEaacCEes
tgttotttic
gttegeteac
ggogogtgee
tggaggggge
aactggecte
gttagctaac
tgacctaatg

ggtgteecac
cttaacgttt
tcaccaccaa
teggagtacg
acccagacte
gecogaaaat
cagactgtce
ggggccaatg
cocctoccgag
tegtgegeae
ctgctegece
gagcteegeg
cggggacteg
tggggagety
ccaagectac
tggaggaage

cteaggaaaa

accecectec
ccacgecget
ggtegagage
tgeggegage
cgeagaccet
£6Cacaggse
gagecaggag
cccggacgega
ctgetcacaa
gtecctgeta
accggagtge
tegegegcce
gegaagogtic
gagatecace
aaccgcaagt
cttttttttt

accttcacaa

CCECECCECE
ggegtetece
cggacgtgot
CEEAECCCEC
cagctcagec
cagccaacca
gacacctcag
gaggacagag
agtoggagty
aacgetetec
caggtaggga
cegtgegtsat
geggcagoot
tgttagecate
gcagaacagg
ttttrttttt
aatggaaggg

ttecacgega
acacctoggg
cgoecgectee
atgtcpggeis
ceogectage
agtctaccce
tcacgetett
EECEEECLCE
ggaggegett
aggetetata
tegggegeee
gtgtgegece
cgtggaggea
cagacacagg
gteggategee
tttteagese

coctgaaagaa



Fig. 6-2
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100
2160
2220
2280
2340
2400
2460
2520
2580
2640
2700

gegatgeccaa
ctcgcagatc
teggtocagee
cagaaccect
cgggeticet
ttoctgtoge
goctgggoee
cacttaaaag
agggatccga
ttectagtee
aagggecatt
gacaggagea
agacaaagaa
acatagtaaa
tagatacttt
aagaagctac
acgtggagaa
tccaatttat
aaagtaagee
gecettttty
gatggaacce
aaagtgtage
tttcteaaac
getttittgt
agcatcatee
gteggagaac
aacaggtttt
cgetetggga

accttageet

gaggeggtee
ctgctaggge
catctetece
ggatagetag
gagtggetgc
coctggegta
atacttigac
acctagaggg
gtcagatgea
gegetggoac
gtgecagaca
teacttgagt
gtaaatggta
tcattgetat
tocttgattag
tcagttgaaa
cocagttaga
tgctaagagt
attttaaacc
aaagaaatat
attgetgece
getgategate
taactgaaca
tttgttttegt
tacttecttt
tgatggtttt
ttetteteet
tttgtatgga

cccacctget
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ctogtcoateg
tgtggeteat
acggaatata
ggagggctta
tagcagsccg
agcagegteg
ctotaggtce
tgagattttt
tgctegaage
gtgggcgcte
aggtgatecg
tegggtecaac
tttaggecca
tttaagatgsz
ggtgtaaaga
caaaaagatg
taaagatagt
ttttttggta
tetttagtgt
gattcagaag
acgtgetagg

acagacgaag

‘tgetteotgtt

tttttgecta
geattaggce
agtttggegt
tagcactaca
agccagggtg
tttegtacaaa

tecgectece
ggaccgceaat
ctecggtget
ggegaccteg
agaaccgact
tocttttact
actattctge
atcctgegea
ggagaaccaa
ccoeggecea
cacatataaa
coggtataca
gactgttata
agetttttte
teetttgtet
cotttgcage
ttatgaacaa
aaattetgte
tgtggooatt
ccatcagagg
caagctagea
gacttacgty
gecatgegta
attttacatg
ttgagtgtaa
ttittatgeg
tgetaagaac
ttgageatge
agegtagttt

CCCCCCCOOE
ctagegtcac
tattctagee
ccccagttag
taggatgtet
ttogtgggag
ceogeetosy
aagacagtgc
ctectacacg
aatagatgaa
cceggeacag
taggacgtge
caaaagtgta
taacatagag
cacacaagac
ttoggcoctt
taatttagtt
ttggaaggce
tettaaaaat
atcttaaata
gacacgtgee
gtgctgccat
taatataaca
gtttateetg
ccageccatt
ttttgecocta
acatttgtta
cacttgagea

ttactgattt

CCCCEgEcty
tgggogggag
gasattgeag
goaagagtig
ttcaggaaat
gocagagecg
goottoagte
ageccaactt
ttagectgac
aagaaaacta
geggegetge
gegteggaga
titgaagtot
gegtaaaaag
aaagcaacag
geegtacgag
totoacctea
tactggggaa
gagctaaaat
tgecgetgag
agcagaccag
¢caageccaa
taggetggst
tgaccttcac
gctetacoca
gtggttacaa
ccatcoegee
ctaagccatg

gagatgcace
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aca

Sequence Number (ID): 2
Length: 3000

Tgggtttege
tttggateec
accatcctge

gtgttaaggt

Moiecule Type: DNA
Features Location/Qualifiers:

= sgurce,

Residues:
gagetggaca

ggaaaggtca
acggggteac
cgraggegea
gggagtgags
cocggtegss
gocggacgle
ggotcaagee
gtagacscte
GCGCaageag
gtoteggoag
agocaatggg
ttaacgagca
gegotogegt
geagegatco
ttegettgeg
gegageacteg
ccaccagtga

caaatgcaga

6/45

aacacattig
geotggetty
cocactecttc

ttegtgeaaaa

1..3000

taggagtpet
aattitatge
accgataagt

tgtgaattet

> mol_type, genomic DNA
> organism, Mus musculus

gtaggattcg
ctttecctts
cttggeagat
gtatccatge
coctetggee
ggttgecege
tggegecgea
cteatgcceg
EBGGERECCC
gctaggecea
gcogageges
gaggegecec
ggaaaggaag
ctgtecttaa
tactgecage
gaccoggtgg
ggteagoete
tcacogagtt

ccacggatga

gtacccteca
getacetege
ggcaccagag
attteccect
gegeatcaac
ctggagggce
gecacgecga
CCECECageoe
caggticcea
Baaaggcagy
cgecteggte
ggagggagses
acagagtegs
ggctoteete
tatggtectt
geacetgeac
gtggaaggac
tcagggttge
togoggoogt

cacagtaaca
cctgagactc
agecaggacc
catcoceoee
gtttocacac
gagoogegaa
gtgegtgtea
CagCCCCECe
goeggagget
acaacceeeg
acgotettet
cgggeccgaa
aggegoettag
ggtetecacg
gtetocaceg
ccactagect
goaggctett
aatgtaaccg

ggagaataga

tttgttgoac
gatagtteta
ccagaattce

ttttttttet

aatgattagg
actacagcaa
AECELCEALE
aCCCCecacce
CECCEEEEEC
ggtcatcage
gactcggagt
ccgeocegea
cgecaggeat
cccocgtgce
attggagtea
aggggagaac
tgetgotocg
goaccotott
geggteagote
BEECEREARC
ggagegetgga
ggttcccaag
aaagtacttt

caagtgatcsa
gaggeoctge
tcagaagtga

tococctacag

taatattaag
ggacaaaagg
gogotcagte
aattccacge
tocagaacet
aaggtegteg
acgtgcgecs
tecoggecteo
tocagetatg
ctegccecta
tggcacgetg
tgggogegec
gtacagggtc
tocttgeottt
tocctactage
cgetateogg
ggtgtgagee
cagacaacag

cigtgtagtt



Fig. 6-4
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aagtggaage
tctcagaatg
gatcotgotg
ageccatete
aggaaattge
aggcaagage
atttaagaaa
ttcgggatag
cttggteteg
aatacgtitg
aactcctaca
ccecataaag
gectegagga
gaagacaaaa
gatactttat
aagtaacttc
ggaacctagt
ttagctacag
gggacttgea
totacttiga
agtoctaget
agcatggeca
tetggcctee
getettgtea
ctttgaaatg
ctgttgette
ttaatttzce
tgteccatet
gtagtectog

tttcagageg
gaagggecag
gegotgtage
tgetetegaa
agcagteecg
tacaggttte
acttectgtt
accacagcta
cgiteaatce
ctgectagee
agttgtaagg
gaaccageca
tcactgagtt
gagtatggtt
tottggteag
tgtggaaaaa
tagataataa
aatctatttg
gtttgttace
atacctttta
cttgectaaa
ccaggecaag
tgecteacac
tggetgeaat
tcacatttee
ccactteett
cacagtacag
tgacctcaag

cteoecaaac
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agggagagea
aaataaggat
tectggacce
tattcectgac
ttggataatt
cteggtgect
cgttetggee
gtctgetgat
agataaagac
taaagatcca
tetttgcaga
teggagatgea
ctggteagtc
gaggaatagt
tgtacaaaga
aaagctegcct
tagoctetea
gtttctttet
aaatatcote
aaagcgagac
Tatggcggag
aatggcagga
tttettactg
ttgatgaatt
ctetggtetc
ctetgtggag
gtagettotg
cttggcgeea

ccteactgat

acttaaacce
geccaagagg
caatcgageg
ctgtgagtet
gggaagcect
actageccgge
taggeagtet
tagecctgace
agagtgagte
agctagataa
goaaagtsty
cacatgaaag
tggcatteat
aaggttttet
teotttgtet
ttgettcagt
atgetgtatt
tggaaageot
ttectetcag
aaggtgeceot
attgaaccca
tcattgacca
gttatcaaat
agggtttete
caggteoaptt
¢cagaacact
agggetttot
agtccaagco

gagtgacttt

ccgatgetca
cagagegeca
teactggges
cggttaggta
caggagacct
cgtgaactga
getteotisg
gataggtcca
agattttctt
aaaggetgga
geacgtgegt
tgtagegeta
agaaltcggec
aacatggtag
tagagaagac
gottgccaca
gtetteatgt
gotggggaag
gatgtttttc
tttgaaatgt
ggacctecca
caggecaage
ctegtgteage
ttitteccac
taacctctga
gtictateca
gtaggagteg
accgacctge
cctgtatgtt

ftaaatcctt
cacocctagta
ggagtggtee
ctaagagtag
cgacgeaatt
cttaagatge
ctgactoget
cttttetgce
cocttitgetta
gegaggeate
gotectoege
gggatgetea
gagltaagaga
gtaaaaagta
aaaaccacag
aaagatgtpa
cteatecagt
aagtaagaaa
taattaaaca
actaaccaga
cgtgetagec
agtttegget
tgaatattct
aattaaactg
ccttcecttca
gtcagaggat
tttattteat
tgtegtaagga

acctaacgca



Fig. 6-5
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tagoccattt ggtacetgtc aagtccagga cocctcagag

taacctetgt gtecactgttt attggtegata fgaatgittt

Sequence Number (ID): 3
Length: 2807

Molecule Type: DNA
Features Location/Qualifiers:

= 8saguree,

Residues:
gtegggacteog

cgocctoace
cccagtagge
tegtecteag
AECECCEERE
EEECEELCCG
aaccggcteg
tettttectg
cgetoacgag
gegtgeeegg
agggegcteg
tgegctecea
agctaactgg
taatgctcag
ggtecotegt
gggetgtgec
tgecacggaa
ctgggrages
ctgetageag
cgtaagcagce
tgacctotag
agggtgagat
tgcatgeteg

1..2807

> mol_type, genomic DNA
> organism, Cricetulus griseus

gagtacgtec
cagactccge
cgaaaatgec
actgtocgag
gecaatgece
teccgagety
tgegeacgtc
ctegoocoace
ctocgogtge
ggactcggga
ggaggtgcag
agcctacaac
aggaaggett
gaaaaacctt
categtecge
teatggaceg
tatactccgg
cttaggegac
gccgagaace
gtegtecttt
gtccactatt
ttttatoctg

adgeggagaa

EBECEEECGEE
agacccteag
acaggcccag
ccaggaggac
ggacggagag
ctecacaaagt
ccigctaaac
ggagtgecag
EZBECOCCEE
agegttegeg
atccacctgt
cgoaagtgea
tttttttttt
cacaaaatgg
ctocecooce
caatctageg
tecttattet
ctegecccag
gacttaggat
tgetttegty
ctgececegge
ggcaaagaca

ccaactecta

agecogeatg
cteagecoce
ccaaccaagt
acctcagtca
gacagaggge
cggagtegga
getctecage
gtagggateg
tgegtetety
geagoctegt
tagcatccag
gaacaggetig
tttttititg
aagggectga
GCCOCCCCEE
tcactggece
aggggaaatt
ttaggcaaga
gtgtitcagg
ggaggccaga
tocggocttc
gtgcagcoea

cacgttagee

gtgategect

toctectaca

tcgectecet
ggetageaac
ctaccccege
cgctettott
gggcccgaaa
ggcgettaga
gtgtgtatag
ggggccectg
tgogececte
ggagggacgl
acacaggoett
gatcgeogee
ageggegagaa
aagaaggatg
gotgctegea
geagtggtcee
gcagcagaac
gtigcggect
aaatttoctg
geceggoetgg
agtccactta
acttagggat
tgacttecta

tggaatgaat

gaaattcgee

AgCLAcLEGCe
gggaggoteg
ceecgggeca
ctegagtgac
cgccaagaat
ccagetoggg
gaacctetet
gggaacgett
cagcectgege
ggectetigy
goagggcaas
cggegeestt
tgatttgace
cccaagages
gatcctgeta
agececatete
cectggatag
tocteagtse
togococtgg
gcggatactt
aaagacctag
ccgagtcaga

gtegcgogots
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geacgtgege
gacaagegliga
gagttogggt
getatttagg
gtgttttaag
ttagggtgta

gaaacaaaaa

tagataaaga
gagttttitt
aacctettta
atatgattca
geccacgtge
gatcacagac
aacatgettc
ttgtittttg
ctttgcatta
ttttagttte
teettageac
tggaagccag
tgettitpta
tgggaacaca
tggegeoteg
ctgeccactyg

agatttgteg

Sequence Number (ID): 4
Length: 4000

getoeceegg
tgcgeacata
caacccggta
cccagactgt
atggaggttt
aagatcottt
gatgecttig
tagtttatga
ggtaaaatte
gtgttgtese
gaagccatca
taggeaaget
gaaggactta
tgitgccatyg
cctaatttia
ggecttigagt
gegtttttta
tacatgctaa
getptigage
caaaagcgta
tttgtaggag
cttgaatttt
ctteacegat

aaaatgteaa

Molecule Type: DNA
Features Location/Qualifiers:

= Source,

Residues:
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cccaaataga
taaacccgec
tacataggac
tatacaaaag
tttgtaacat
gteteacaca
cagcettegge
acaataattt
tgtettegaa
catttcttaa
gaggatctta
agcagacacg
cgtggtegcty
gegtataatat
catggtttat
gtaaccagee
tgggttttec
gaacacattt
atgccacttg
gtttttactg
tggtttigtt
atgggatagt
aagtccagaa

ttgttttttt

1..4000

tgaaaagaaa
aCGagEEEgEce
gtagggateg
tgtatttgaa
agaggggtaa
agacaaagca
cottgoeogta
agtttcteac
ggcctactgg
aaatgagola
aatatggoeg
tgccageaga
ccatccaage
aacatagget
cotgtracet
cattgcteta
cctagtggtt
gttaccatce
agcactaagc
atttgagatg
gcaccaagtg
tctagagsgcee
ttecteoagaa

ttttteccet

> mol_type, genomic DNA
> organism, Cricetulus griseus

actaaaggge
ctgcgacagg
gagaagacaa
gtctacatag
aaagtagata
acagaagaag
cgagacetige
ctcatccaat
ggaaaaagta
aaatgecctt
tgaggatgea
¢cagaaagtg
ccaatttete
ggetggtitt
tcacageate
ceccagtcgea
acaaaacagg
cgccegetet
catgacctta
caccacagtg
atcatcaggc
ctgcageage
gtgatctett

acagaca

cattgtgeca
aggatecactt
agaagtaaat
taaatcattg
cttticitea
ctactcagtt
agaacccagt
ttattgctaa
agggatttta
tttgaaagaa
acccattpct
tagcgctgat
aaactaactg
ttgttttett
atcctactte
gaactgatgg
ttttttcttc
gggatttgia
gectoceace
cacttgggtt
ctgatttgga
ccacaccate

gagapgtgtita
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atatagtagc
ggaggtcaga
agggtatcag
gotgettttt
tgectggett
cttoegteta
gttaaatgac
acttetggece
cagcacttgg
tacgagttee
tctaaacaca
ggaaaagata
cgetecgete
aaagggteca
aaccaaatga
gectctccge
geaccaggat
getgteccac
cttaacgttt
tcaccaccaa
tcggagtacg
acccagacte
ggccgaaaat
cagactgtee
ggegecaatg
coccteocegag
togtgececac
ctgctogece

gageteogeg

cagttgettt
ggacagttga
geatgatgge
aatggetate
ggagctoatt
cccagecaga
ttcaccegeo
tacataaaac
gaggcagagy
aggacagect
aatacaggce
tattaaatct
gagetpgeeg
gooctttactt
ttaggtaatg
agcaaggaca
cogogggest
accceoctee
ccacgecget
ggtegagage
tgeggoegec
cgeagaccct
gecacaggec
gagccaggag
cccggacgga
ctgcteacaa
gtooctgeta
accggagtge
tegggggcce

10/45

ctttettttt
cagtictece
aggtegcottt
agtaccttte
atgtagacaa
goeogtgatta
ccttcegete
cctaaactca
caggcgatcet
ctaaaacaat
tcaaaaatge
ttcaagaaag
agaaaggagg
agcacaagtg
ttacggegaa
aaaggacagg
geggeeeest
CCECECCLCE
geggtotece
cggacgtget
CEZABCCCEC
cagcteagec
cagccaacca
gacacctcag
g£aggacagag
agtcggagty
aacgctetce
caggtaggga
cggtegetsgt

ttattagtat
tttcageget
goccagagte
tttetttgag
ggctageott
aaccccagat
atttgectea
cogtgettig
cagtgagtte
acaaagaaac
aggtaggttt
geaccttaac
gtictaaagg
ggacceteggg
gttcacttte
gtcacetteg
gegeetegse
ttccacgega
acaccteggg
cgecgectoe
atgtepgetg
ceogeetage
agtctaceece
tcacgotett
E8CEEECCCH
ggaggegett
agegtegteta
teggggecee
gtetgegeee

tatatttgeg
gegtectagg
atctcactgg
atatggtote
gotctoaaga
ttactttctt
tegoteteea
gtgectcaca
EagECCagce
accaaaacaa
gatgtagtte
geggaaaagt
gtagggtgga
ttegatgeee
ctitggetac
cgegtggeac
ggeacgeage
gtgaggctee
gcgggecces
aagcogagtg
cgtagegacg
aacgggagec
GECCCCCEEE
cttctggagt
aaacgccaag
agaccagcte
taggaacctc
ctggggaace

ctccageotg

ggttggagat
actcgaacte
ctoctaagaca
atcattttet
gatctgectg
gatggaaaag
atattactag
cctttaatec
gggtetacag
aaccetaaac
actaccagag
agtaaattca
geagcetaagt
tgcacacaac
ctotgegtga
ccgacageea
BOECagaces
cacgetgogg
ECCECEaaks
cgteteggac
coccgoccte
togeecagta
cocatogtoct
gacagogeog
aatgggoges
E£EEAaCCEEC
tgttetttte

gttcgcteac

ggcgegigeo
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3060
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3240
3300
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cggggacteg
tggegaggty
ccaagectac
tggaggaagy
caggaaaaac
cgtcategteo
gegctcatgga
gaatatactc
gggcttagee
caggcogaga
agegtgeteo
taggtccact
gatttttate
tggaagsgga
gegcgetecee
tgatgegeac
ggtcaacceg
aggoocagac
aagatggagg
gtaaagatce
aaagatgcct
agatagttta
titpgtaaaa
ttagtgttet
tcagaageca
tgctaggcaa
gacgaaggac
ttctettgee
ttgectaatt

ggaagegtte
cagatccace
aaccgcaagt
cttttttttt
cttcacaaaa
cgecloccoee
ccgeaateta
cggtgottat
gacctcgece
accgacttag
ttttgettic
attctgecce
ctgggcaaag
gaaccaactc
cggeccaaat
atataaaccce
gtatacatag
tgttatacaa
tittttgtaa
tttgteteac
ttgeagette
tgaacaataa
ttctegtette
ggocatttot
tcagaggatc
gctagecagac
ttacgtegte
atgggtataa
ttacatggtt
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geggcagoct
tgttageate
geagaacagg
trtttttttt
tggaaggece
CCCOCCCCCs
gegteacteg
tctaggggaa
cagttaggca
gatgtgttte
gteggaggce
gegctecggee
acagtgcage
ctacacgtta
agatgaaaag
gecacaggee
gacglgeges
aagtgtattt
catagaggeg
acaagacaaa
ggeeettece
tttagttict
gaaggoctac
taaaaatgag
ttaaatatgg
acgtgeeage
ctgecateca
tataacatag

tatcctgtea

cgtegaggga
cagacacagg
gtggategee
ttgagegega
tgaaagaage
cgggotgcte
gegggagteg
attgcagcag
agagttgegg
aggaaattitc
agageeggoe
ttcagtccac
ccaacttagg
goctgactte
aaaactaaag
gegetgegac
tgggagaaga
gaagtctaca
taaaaagtag
geaacagaag
gtacgagacg
cacctecatce
tggggaaaaa
ctaaaatgce
cggtegaggat
agaccagaaa
agcccaattt
getggetget

cctteacage

cgtgggotet
cttgcagegec
EGCCEEZREE
gaatgatttg
atgcccaaga
gcagatcetg
tceageccat
aacccctgga
goettectgag
ctgteogeocce
tgggcegata
ttaaaagacc
gatccgagte
ctagtgcgeg
gegecattglg
aggaggatca
caaagaagia
tagtaaatca
atacttttet
aagctactca
tggagaacce
aatttattec
gtaagggatt
ctttttgaaa
ggaacceoatt
gtgtageget
ctcaaactaa
tttttgtttt

atcatectac

tggageggec
aactgggcte
gttagetaac
acctaatget
ggoggtecot
ctagggotgt
ctetgecacg
tagetgegga
tggetgctag
tggocgtaage
ctttgaccte
tagaggstga
agatgcatg#
ctggoacgty
ccagacaagg
cttgagticg
aatggtattt
ttgetegtttt
tgatiagest
gttgaaacaa
agttagataa
taagagtttit
ttaaacectot
gaaatatgat
getgeccacg
gatgatcaca
ctgaacatege
gttttetttt
ttectttgea
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3540
3600
3660
3720
3780
3840
3900
3960
4000

60

120
180
240
300
360
420
480
540
600
660
720
780
840
900

ttaggcetty
ttegegetttt
cactacatge
cagggtgtty
gtacaaaage
acatttgtag
tggettgaat
ctgctteace

tggazaatgt

Sequence Number (ID): 5

agtgtaacca
Ttatgegttt
taagaacaca
agcatgccac
gtagttttta
gagtegttit
tttatgggat
gataagtcca

gaattgtttt

Length: 8450
Molecule Type: DNA
Features Location/Qualifiers:

— source,

Residues:
atttigctig

tttttecaaa
aattcaataa
agatacggaa
gaaatgcaat
agaaagtcag
tggtaggaat
ttaaacacag
gaaaacatat
aagtggaaac
cagteoattgg
gaptgaatct
geatgatttt
tttatatata
tcatatacat

atatatcatg
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gecoattget
tgcectagty
tttgttacea
ttgagcacta

ctgattigag

gttgcaccaa
agttctagag
gaattcctca

ttttttttee

1..8450

ctacccagte
gttacaaaac
tocogeocge
agecatgace
atgcaccaca
gtgatcatea
goectgeage
gaagtgatcet

cctacagaca

> mol_type, genomic DNA
> organism, Homo sapiens

aaaggatagc
teatgtatet
gacaacccaa
aaacggccaa
caaaaccaca
ataacatgtg
gtaaaatggt
ttatcataca
gtcttcacca
aactcaactg
actgteatte
tgaaaacact
atatatacat
taaatttcta
catatatatt
atatatatga

atcaaggaag
gataagggac
tttaaaaaca
taagcacata
atgaggtate
ttggcaagea
goagecacte
cccaageaat
gaacttgctg
cccatcaact
attaataaaa
atgctaaatt
gaacttttat
tatataaata
tacaaaaatt

tatatgatat

tgaaatgaca
ctgtagtcag
ggcaaaggat
aaaagatget
acttcacgce
catggaaaca
tggaaaacag
tctactetta
ttcacageag
ggtgaatgga
agaacaaggt
aaagaagcca
atatatataa
tataaaatca
atatatcata

atatcatatg

ggagaactga
aggtttttte
totgggattt
ttagectcoe
gtgcacttge
ggcctgattt
agececacace

ctigaaagtyg

acccacagaa
aatatgcaaa
gtgaatagge
caaaatcatt
cattagggte
ctgaagtect
ttttecaatt
ggtatatace
cattatgeat
taagtaaaat
actgattcat
gtcacaaaag
ttatatatat
tatatatgat
tatcatatga
agatatatga

tggttitagt
ttetecttag
gtatggaage
acctgetttt
gtttggeaac
ggatggogee
atcctgecca

ttaaggttig

tgagagataa
gaacccttac
atttetecaa
tgccatttge
getatagate
tacacactge
tetcaaaatg
caagagaaat
aatagaccaa
gtgatgtaac
gttctaacat
geegtgtatt
tatatataat
atatattttt
tatatgagat
tatcatgaga
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tatatgatat
1020

atgatagata
1080

atagatatca
1140

gatatcatat
1200

gatatcatat
1260

gatatecatat
1320

gatatcatat
1380

gatatecatat
1440

gatatoatat
1500

acatcatata
1560

gaagtataca
1620

ggatatggea
1680

aaactgtata
1740

gcatggtgee
1800

geocaggact
1860

cagtgcgaga
1920

cccagttcac
1980

aatgagcaca
2040

cgtaaaaatc
2100

ttattaatac
2160

agcatcctta
2220

acctttglet
2280

acctgacaca
2340

acactatgtt
2400

ggacgtttteg
2460

aatatatttt
2520

tctaaceato
2580

ttcaattaat
2640

cttgattcaa

catatgatat
tattatatat
tattatatat
tatatatgat
tatatatgat
tatatatgat
tatatatgat
tatatatgat
tatatatgat
tatcatacat
agtggttgee
ctttittteg
cacacgaaaa
atgegootet
tcaaggotge
ceegttttct
atgcaaaacc
taagacgtot
agctatgeag
agaatggtta
aaataaacac
tecttcacaa
aacttggets
cactegcctceo
tccaaataaa
cteaccctot
cacaacccta
tecactettac

teatttatea
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atatgatata
gatagatatg
gatagatata
agatatgata
agatatgata
agatatgata
agatatgata
agatatgata
atcatatata
atatatgaac
acagcctgag
ggggtgatga
accaaagaat
actcccagtt
agogagetat
aaataataat
actggtaaac
tctaaaaaca
aagttacatg
agtacattta
catcaatgee
ttgagettta
ggecagagtt
cattectgac
tgatccatat
ccagagoata
agotggotte
aataatgaag
attttatett

gatatcatat
atagatatca
gatatcatat
gatatcatat
gatatcatat
gatatcatat
gatatcatat
gatatcatat
taccacatac
tttecagaat
agEagcaggs
aaatgttctg
cacacacttt
actcgggagg
gatcgcteea
aataataata
ataaattatc
cacatatatt
gacattttat
tgtttttatg
tcctegeteg
tecacctttt
tecactgace
catttgectt
tettgaagge
goaacccage
tcatcaaacg
aatagtegec

caaagteccct

gatatatata
tattatatat
tatatatgat
tatatatgat
tatatatgat
tatatatgat
tatatatgat
tatatatgat
atcatatata
aggtatatca
aatggtgagt
gtcagacaat
aaaagggage
ctgaagcagg
ctecactcca
ataataaata
tccaagtaat
tetttacatg
gttggaaags
tacaaacgca
tcacaaaaca
caggcttate
atcccecgac
ttgtettcaa
tggaatcaag
atctactgge
getactttte
tacagcctac

cacttcagegg

taatatatat
gatagatatg
agatatgata
agatatgata
agatatgata
agatatgata
agatatgata
agatatgata
catcatatat
ataaagacag
gactgctaat
gecaattaca
atttagcteg
actgcttaga
acaaggatega
acccaaggta
ctagaaagaa
ttacatttaa
taaatgacta
taaaaggaas
aaatccteac
teccattatt
tattcateca
ctaatteotgs
tectattaca
ctotoacage
accacccaaa
cttttecage
agatgatata
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4140
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4320
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tcagetttea
agtggcaaca
aatgoactge
tacgigcata
toagttocat
gtecttacace
gagagtgteg
gtatzattta
tgzaacagaa
catctaaaga
catatgccca
gaccocagac
aaaaaaggot
aaagcaaaac
ctegtttacte
geaagggace
ttgectetet
tagatatttt
agggttgaat
gacoaggact
gagtttgtet
teactataat
aaccagcaat
cccaaactet
aatgtttgga
accatetcga
¢Caaaaagea
atcatctcta

gaaagetgac

cccagagtec
taaggtaaat
aggtaaaaaa
ctatcgoect
goacagatta
aatatattca
cttattataa
ctecgeatata
atggaataaa
coctaggtgic
getgtatect
tecatetttt
tcaccgtcac
cattgtatgt
agggacttct
actagaacce
aaccactaaa
cactaaatga
tectgaacat
teatctagec
ataaagtgat
ttgatcteag
ataaacaaca
gtgttctaac
ctgaaaagca
tgttaaaate
gtgagcacac
cacgagttege
aagoageteg
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taaagaaaac
cacagtggca
taagaagcta
gactaaatta
gooattitagt
tgeacatatg
caagtaaaca
agggagettg
tgagaataaa
aagcatagct
atacactaag
caagtgggga
agaagtttca
tcacttacat
teeggtotta
tettecteaa
aggeatgace
attctcataa
taagaacagc
tatgaatgct
cteatectet
gaagtitett
atatcaagtg
aaatcgcaaa
atgectiggt
cteacagate
acttaagagg
aggooccaag

cottcccaca

agecactettg
gtagaaggat
cagtactgtt
actcgeaagt
acttactaaa
gttaaasattt
gaacaaataa
ttgtegatta
attaaaagtt
ctatgagtac
agatttagga
agaaagatct
acaaccaaca
ttttacatag
ctaggeageo
ttocoottet
ctecteaaag
aactctcact
ategtttttta
cagaatggta
taagagtcag
actcacaata
tcattcacac
aacctcacta
agcctageca
aagetgtgta
gaaaaaatct
cttcaacgtyg

ctgactgaac

ccaatgacat
ctccacacta
tegcaggaca
cttacaggta
tcaaactcaa
tcottegagga
atacaaaatg
agtttcatga
gtcatcaaaa
aatcccgtgc
ageaagcees
tcegattgaa
geatatttaa
teccteaaac
tggaaagtga
ctgagaaggg
ttaatagocg
aagatttaga
aaagtttaac
getoctttac
agaaacagaa
getaaatgaa
atgcaaaaaa
acaataaatt
tgectaactc
tegtctogget
accteagect
ttotgetgga

cacctecatg

agtgecacct
cttitacagg
atttgtttca
ttatttgttt
tttotgaagt
tctatcatgt
aaaagaaatc
cccaggacac
atatagaagc
ctgagattac
gtcaggeatt
aaataaaggce
aacagttatce
tcacaaaatg
cggeaggatt
aggctacage
gattccctga
gaaggettce
tteggtgatts
caaacagett
ccaagegact
ggeacatact
cagacaaaat
gaaatgacca
aaataacaga
caagacttcg
cctaaatgea
caacgeagta

cccatgtcea
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tteattttet
4500

ttectgacis
4560

tcecacactea
4620

aaggteaata
4680

aaggetteag
4740

tgcteactgg
4300

atgaaagaac
4860

catcaagcag
4620

aaacttaaag
4980

gtottgogee
5040

tgcaaaaaag
5100

CCCageccge
5160

agecattete
5220

cagctaattt
5280

aaactectga
5340

gtgageeace
5400

tcaaagoctt
5460

gaaatctaca
5520

aacttaggat
5580

cactggaatyg
5640

aactgttege
5700

ttctgataca
5760

gacaggtcat
5820

atcaaagtaa
5880

acttccacaa
5940

ttgatattac
6000

ttgatettic
6060

gattcaaace
6120

aacctcaaat

tgcccaccoe
ccttcactts
aaaccaagct
tcaagoceat
tgcottotta
ccttttaate
ctatacattt
aagaaacatc
gagegggate
acacataaaa
gaaaatctcea
agtgoagteg
ctgoecteage
togtattttt
ceteaggtga
gtgeccggee
cacaggctec
gagacaaact
gactatgtpt
aggaagotga
aattataaac
cggattaaaa
tgttatgety
tgaccccaga
tgctggcaca
atttaatcce
aaaggttaaa
cagictgaca

ctaaaaactg
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atgtgctata
atgactitet
tgagaaaggc
cagattcaaa
atgtattaaa
agctttecag
atggaccaat
agtgazactg
caatcttcotg
tacacgaaca
taatttttty
caccatottg
ctecegagta
agtagagacg
tccacceace
aatgtttiaa
atgeageotg
agtgacttag
aaagaccacy
gcaaactcag
toctotaaac
gagggatgac
geaatgcagg
aggctocaga
caaggggaaa
cattaaaaag
ttatttaaca
ttaaaacatg

acttgcccta

acagacctec
acttttaggt
agcaataace
tagcaageat
tatccattta
gteetgetea
ctaccttaac
atacaggaat
getteoctgg
ctaataatag
tttgttotea
gctcactgca
getgggatga
gegtitcace
tecggectece
gaacgtttac
CagecCgCey
tageocctotg
aacatcaatt
aggactotaa
atgtttcaaa
aaagtgtetg
ctgetgaaaa
aacagactgg
gacaaaacta
atactattte
ccaaggticaa
tgtttteocce

caccttgage

tggcteaggg
gcaaaaatta
aacattttta
gratgaaaat
atttacaatt
gacttgecta
taacttgtea
taacceetty
goccacgetgg
ctgetaaget
getggagect
acctoctgect
taggcetete
atgtiggeca
aaaglgeteg
gaatttgtat
ttggacaage
atageteatg
taactgaate
gaaagggoty
gecagaactt
teccccacac
gaatgtatot
taaattcagg
acatttacag
sogtticact
aggetaagtt
ccacatogte

ccocatoctac

cactectttee
tctgeagaaa
caagaagaac
gaaagattga
aagetcactg
ggacatggga
agtgttectyg
ttaatccata
aagaagaatt
ttaaaaaaat
cactctgtea
cctgggttea
ccaccatgeoe
ggctggtetlc
gattacaggt
tgggcoacat
ttegattaga
atttgcaaga
gttececgeea
atgtcatcts
gtaggagtig
tgetcaaagg
gtcaaaagta
ttgetttoag
agcattatat
agtgaaaaag
ggagagacca
tectgetaat

aaactcteoee
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6180

tgacgttatt
6240

acactctgta
6300

ggataacaca
6360

caaaataaaa
6420

agggaagece
6480

aaaaacaggt
6540

gatgeaaaac
6600

gtctacttaa
6660

agagtegaca
6720

ctttgtcaga
6780

ttcaccaagg
6840

tgactgagoa
6900

gacagacaca
6960

atgtcaaaat
71020

cagtagtaaa
7080

gaageacaga
71140

gagaaaaaac
71200

cagtaagagt
7260

ctgcecacac
7320

acaattotet
7380

tgtggecact
7440

agagcaaaag
7500

actcaccata
7560

ttpegagaag
7620

acctcagaag
1680

ccagcaaaat
7140

totetgttaa
71800

taaaaagage
1860

acactaacca

aattcageclg
ggcacagaag
ggtaaataaa
cagaagaageg
tocetgagaa
aaaaggtgtt
ctegetgeat
gaactgtgtt
cacttaaaaa
tttttgacea
aattttaaga
aattcacaag
gtggaaccct
tcaaagtett
gecagotaca
agttaaggat
aaatttaata
cactcaattt
atagtaagte
tectgeattt
atcatcagaa
tegttgagatt
gaggaccaca
gaacggaaag
ctacaaaaaa
gectgegaag
acaatatgta
cagcalggta

aatacctott
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tcactgigeca
gaacagataa
acaltaaaat
aatagecaaat
agatatcatt
ctagacactt
agaatgeatt
ctaaaggaag
ctaaacctat
aaaggaaaat
gagaaaatcc
ttcactggse
acaggttece
aaatgatgta
gttgaaagea
ttgtattott
gttttetpot
taatacaact
tcttatgatg
taatataaac
tegtaccagea
tttgaaattc
cagaaactca
cacttccace
gtttatctac
cgcaaagtee
aatgaatgge
catccagtea

aataagccaa

occtacaacgt
aaatcecctac
agtittcaca
gagggagatg
taccocaaaa
aaacctgecea
aacttattit
gagcatatta
tgaaagacca
taaagaaaca
tacttcttce
ctgctttcat
tagtatttga
gttttaagta
atcagaaatt
ccoacatitt
gtataagaga
atctcaatgt
ttgcteatta
aatcatcagt
ctgggtgtac
atgetgetge
ggoatgaagt
aacctatatg
ctaaattaaa
taaatatttt
tgtggetgty
geaagctata

agaaactgte

gcoagacace
cttcatagat
tagtagcaaa
ccctettaaa
dtaaaaaagc
cattgagaac
tatacattta
caggaaggea
agaacaacltg
caccgtgcco
tcacccagta
gtaacacagg
aagactgtga
tgttcageaa
tgaggggtat
cocactttatt
gacacattea
ataaattaac
gagaagcaaa
cttttettca
aaagtttaca
aaagaagtat
tatatggetg
cctgagcaaa
attggtgtee
agggtetgta
ttccaataaa
atgtaccaac

toctettage

atactcctca
attattctag
ttccatatag
catggtectg
aagtaataga
teagggttot
aacaaacaaa
atttttggto
aaagtettteg
atccaatgat
gocagtgaaa
gacaacacat
agaggaggag
tttcaccact
gaaataagea
ttatactget
ctttatgtea
attctecece
agttgecget
tagagtgcag
aagattagea
gtaaaaactc
tgtgagtget
ttaatgcaaa
acagcagtag
geteatatgg
acttecattta
coccoggtota

CCgEaagces
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7920

tggetcacac
7980

aggagtttzga
8040

attagccagg
8100

gaatcgotte
8160

agccigegea
8220

aagtgaaaac
8280

aaaticcaaa
8340

aatccaaggt
8400

aaattgagaa
8450

60

120
180
240
300
360
420
480
540
600
660
120
180
840
900

Sequence Number (ID): 6

ctataatcce
gaccatcotg
cgtgetggeg
aacccaggag
acaagagaga
aaagaaatta
aatctacaaa
cagcatataa

gtatcattcea

Length: 8420

Molecule Type: DNA

Features Location/Qualifiers:
~- source, 1..8420

> mol_type, genomic DNA

> organism, Homo sapiens

Residues:
tottagtatg

gagaagceaac
gttgatagtt
acatgttige
agtctaattg
geagcatgta
atgggctget
cccagtgaaa
aagttcagga
gatacatttc
c¢tteagectac
agggectgga
tgtttgtege
gtataaagga

cactagagge

gtaaaccttt
ataagaaatc
ggaaattatt
actattgtge
ctgaagtgaa
cagotcaagt
cgatgtggte
taggaagecca
aaagtaatag
caattaagga
atcagetgea
ttttacaaaa
agagattgta
atgaggaaaa

aattagctga
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ageatittgg
gecaacatge
ggcgectgta
goagaggttg
aactcogtet
aactgecett
aaagcttcta
cataaaatca

caacagtace

tgaagtagat
tcttttaagg
ttaaagaaaa
gaataatcaa
agagaatgaa
aagaacagga
gtegaaaagac
gegttcataaa
gtgtaaaaat
tgaagaattt
taggttcagg
gtaacacaat
aaatattage
gtgtaaatac
aaatgtaggt

gaggecgagg
tgaaacccta
atgeccaacta
cagegagect
caaaaaaaaa
atttgccagt
gtactaaaaa
ccttectata

acaaacatga

tcaaatgaga
aattttatat
tgggttattt
gttgagacag
tgagaceoctg
agaaagagac
atgcgagtta
ccaaaatgaa
atgtaaagta
aaagtgagge
cacagaatac
gaagaagaga
taagtaagaa
agtggggtea
gattattgst

cggggagate
tttectactaa
ciggggagec
agatcacgec
aaaggaaata
gacattactg
tgagtttage
tactagcaat

aataaatgtg

atgggaagag
agagagaaac
taaagaaaaa
aaaattattt
tgcataagtg
aataaacatg
ttactgatta
gaggageogag
gaattaccag
cagccaatac
atggaacatt
gatgeaagge
geggactgea
aagaatgttt
gagtigacatg

acctgaggte
aaatacaaaa
tgaagcacga
attgcacice
aaagtataca
tctatgeaca
aaggttgtag

caccaactgg

agaaaaggga
agaggaatca
aggtattaca
tttaaggaag
tgatcagata
tacagatagg
cttctatttc
geagtattgg
ggagtatgaa
ceotgettty
gtatttaaat
tatttgageg
aattttagte
EEAECCaags
gtttaaatga
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aaagtataga
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cctgetgete
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ggpattacag
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tttagtaagt
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catgtatcat
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agggtacaat
tagaatgaaa
agacaaatta
tcageatata
taagggctce
agatctatty
tagcaaattt
aatggaaaat
ccagttctag
caaagtgett
gttcagteat
tactettete
acttacaaag
tottettica
atgagcaagg
ctgcagtcca
ttggctaggo
getgactgga
ataggegtaca
ttgaggtaat
caggaatttt
gatttacata
cgactagget
caaacgattc
cctggctaat
tcaaattegt
gtgtgagaca
gctaaggaat
gttactactt
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tatccatcat
gtagaatgga
taaaccactt
tttgttggaa
agcactggat
geatctacag
ccaactcaga
acaattotet
ggtgggggaa
tcaaagtotg
geattctaag
ttettggtea
catgttetot
caagagtctt
gtetgegact
agagcttget
cagaacagaa
agtagaattt
atetgatgtt
ttatccacca
tagcagacaa
acttgttett
gaagtgcagt
tcctacctea
tittatattt
ggecteaagt
ccaagectgg
cetacttcee

tgcagacatt

gaaaagttet
cctttccata
gagagaacat
tgccaactat
aatcetgeca
gatgtetttt
aaaccacatt
gatttcttee
gtcaatacaa
gcagaaaaaa
tagcagatca
catgttacce
tgaaticgtt
teactettac
taggggaaaa
glgaaaaagg
tattgtctaa
aaacaaaaat
tecgatatgty
cctigaagag
ctgagatgct
ttttttetst
gecacaatet
gectectgag
ttaatacaga
gatctaccag
tacatttaca
ccaatatttt
tzattttece

agggtacaac
tccagecagg
atcccctaag
gttcagttea
tttattttea
gagaagateg
aggettetet
tatgatattt
atcaccaacc
agtacccagt
ctggaatgta
cocttgtace
ctetttttaa
aattecagtte
gggaataaaa
aagtttgeet
aacctectcea
ataattgaca
tttaaatggg
agatttttca
tottgtteac
gtgtgttttt
cgectoacty
tagetgggat
tgggatttea
ctgeegecte
tttettatet
ttectattte
ctttgtttac

taagatctga
ttcagtgaca
ttgtttttee
attaatatge
tacattceat
geattcacat
atatatotte
atcaaagaga
tttagatgac
gectataaga
attggetagt
ctgcacgtic
attcacacag
aagtcatcca
agatgaatga
tacattgect
cgteageagt
cataataatt
tgoattgtat
atattcteat
actaagtcat
gagacagagt
caacctecac
tacaggtgca
ccatgttesge
ccaaagtgea
ggatetttee
aatgtittag
tgtaaagtat
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tgctecagge
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tcaataaaaa
atatcatatc
ataaggtcat
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acttcaactt
tatgttgaat
ttccagotet
atgaaaaata
atgttattgg
aattgaaaga
ccaatgggag
gagctgcatt
tagagagaga

tactcagata
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agaagtatte
tetotettet
tatagttate
agetatgegtt
tcaaaaaaat
aacacccaaa
aaatgaacta
totototgtsg
ccatggecaa
gacaattatt
cacaatitte
tgtatgacca
ttteatgaat
ttacatttta
ttetettgat
agtaaacaag
caaatcacct
tgttagaagt
gaatctgtee
getotatete
ccataataag
agtaaaaaac
aatgaacaag
acactaaatg
atatattaag
aaacattttc
ttgagtggte
cagagacaga

gagataagce

taaaatcige
ggaatgaaaa
cctaggaata
aaggaaaact
gtgaaggtaa
aaactattge
ctaatgacce
tgetgtttat
gaacgatcge
tttgtgeaat
cagactgttt
gtatcctgag
aaacactgga
tgtcoctcac
aagtacatag
atgaattgtit
caaacttagt
ataaaattaa
caagecttcea
agatagagag
cacataaaaa
aaattgaagt
aatacagaga
gtattagaat
tggtgttata
gtttgagace
caggcagaat
gacagagaca

atttettegac

ctgcaaccta
aaaaaacaga
aatctgagtyg
caacaacctt
atgagataat
catgattact
aggggtectt
taaaatctac
tgettectct
tattttectt
gotecacgag
gagtggetst
ttttaaggea
ataaatacca
tccagtetea
ttaatagagg
ggctgaaaac
getgteagte
cactgtaaag
gagccatitg
cttggotggt
ggectataaa
ggatgtegta
tatttatcaa
tgagaagtgc
tecgtgaata
ggegatotet
gCagagagag

attaagaaat

tetttctgac
goctgtegag
acaggtagta
atctgtaaat
gtaaggctga
ctacttacte
ccccattcte
tgcccetttt
tctitacata
ttgattgigt
agaggagace
tacataatta
ggtatcatat
cagagtgaag
aacagatatg
cactgtatta
aacaaaaatt
ggattggtte
tacagtacte
ttgtgaatis
tcataggaga
aaggtacaga
aattatcatg
taataattet
cagggeatte
atacagtctt
cacccacaca
acagagaaag

agagtagaat
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accacttgtc
tgtatgteta
agggaattgg
ggtaccagaa
gagatcatta
ggtgaaagac
catgttctea
agcagaagga
gatggttatt
acaacaggtt
tatatacaag
ccatgcttee
cactagcaat
ttttttaaaa
aaaaactttt
tatattggge
aaatacaaag
atatgaccta

goagttttea
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tgcctoagga
tactgtegac
atatccatgg
aacaaacatt
aacaactgtt
tgtataccag
cagatactaa
ataagggact
tecttgtitt
atatatatat
actcagtage
tgtgtatety
agatatatat
cagaaggtaa
tttegaggaga
aaacatttta
tttatttgtg
tagttaccaa
gggtacaaaa
gactatagtc
actagaacac
cccaagggaa
ctattgteca
aacaaataat
ttaaagtcct
tatgatagee
taagcaactg
gogeaaacac

ctgaategagg

acagagttaa
ttigaaaatt
attttgeatt
aaaatataac
tacatagcat
aggatgeata
acttcatctt
tgagetgage
atatatatat
atatatgata
tgtatatgea
tatgtgtate
attettttea
agacacatga
aataatocag
ttttagetea
ggatgtaaaa
aggctgcaaa
aatagttaga
aaaataacat
caagttgaat
getgtacaat
taatcatgtt
tatttaattc
gagegactatt
ttacctgatt
aaaaataaac
ctatgbcaot

gagtttacge

tteacataca
atgaatgtgt
cacagattca
aatacaacaa
gtatgttgta
ggotatatge
agccaaaagt
atccteagat
atgtgtgtet
gctactgagt
tatgtatata
tgtgtgtatg
gtacaaaaaa
aaaaaatityg
geacagaaaa
aataatccag
atcaaaacaa
gegtagigta
aagaataaat
aattgtacaa
gactccaget
gtctggeteg
taaattaata
gecttttaaa
ttctttaaag
cttegccaaga
aaataagttg
tgettatgaa

tggaccacaa

catgcaggta
gtgtetgtet
accaaccatg
taaaaataat
ttaagtagta
aaatactatg
cagagaaaca
ttecagtatct
atatatatat
gacaggtgat
tatacatata
ctgtetttee
aattgaacac
caacaacatg
acaagcattt
geacagaaag
tagaacgtat
ggctttgagg
aatatctagt
tttaaatatg
tgecgaaacce
tccagaacce

geattitaaa

.agctttttaa

tgctoagtta
atctagtgce
gaggtategct
atcatatagg

gggggccect
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cecaagtete
ccottttaag
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ataataatta
tagcaacatt
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ttcagtgeat
cagttgaata
aacacagatg
aggcctaage
cgtgaacect
agagactcag
aggactactt
atatttaaat
atatatttaa
aacagagagt
tgtttecaag
ttocectact
gacaaagatg
taaaaattga
actatgttitt
gttttettet
ggaagaggac
acaattgeag
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ttgtgtatta
tttaattgaa
aatcttgeat
ctctattaca
gttaagtatc
ttactgaagg
ataatggcaa
catctgaaat
aacttecattt
ctcactgaac
acagagcaaa
taaaccactg
atatatgata
gaatcagaca
actctaagca
tttettetgg
tttgtteeot
tttaaattta
atataatatt
ataaataaat
aaaggattat
ttttteoaaat
tattcagatc
gagetttttg
aaaaaaaaca
gaccgectag
acacaacttc
agatcaaatt

Adaagaaagot

agtcaaaaat
tggagetaaa
tecacattect
tagcacegtsg
tggaacaata
tatgacatat
atttttatte
geececteet
tacatgtttt
tcttcagtaa
tgageaataa
gtetgatace
atataataaa
gettteecaa
gaagctaagt
agtetggaac
tgtgattate
tatatataat
taaattaata
ttatatttaa
tttgaagaga
ggagecctct
tgagatctga
ataaaatttg
fttatagaaa
cataatgttt
cteetttoct
actcaagagg
gatgtcagta

gaaatggaag
agggaaacaa
gatgaagita
ttecccagga
aatatactag
agetgoocag
tattaagtta
acacttatgt
attetgttac
ttcteaacat
ctegttagtta
tagcccaaca
atggcgataa
gaaatagaga
tatcacagga
tatgttgcaa
agcagttgag
atttaaaata
tatatttaaa
atatataata
aactcctggt
ttaccagett
aaacattect
gcaaacacat
gagacticta
cagtetttet
ttgactttee
aaggacaaga
tcatttcata

agaaaagaaa
cgaatgagaa
ttttteeteo
getectgaat
tttcaatgte
geoctgactaa
cttggettga
ctaaggacaa
caaactaaat
accatgtaaa
ttataacatt
ttctattaaa
gtegctaaata
aaatagtaga
tatcttggea
ctetcacttit
aaatccttag
catatcttta
tatatsatat
attaaaatat
tcccacttaa
geeoocteag
tttecectgtga
tttttaaaga
atccaaattt
ggagaatgce
tgotctggaa
aataaggaac

tatgattatg
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tggctcagee
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Sequence Number (ID):@ 7

gtggataage
gtotttetet
atgttattte
gtcacagtge
cctgectetg
gtccattaaa
cteceaactat
aattttaagt
ggagcataga

taaaaactig

Length: 8475
Molecule Type: DNA
Features Location/Qualifiers:

- Source,

Residues:
goataactig

agecaaagtec
gtcagaaaca
tagggaaaaa
accttagtee
cettotgtet
taatcctect
ttcagagaag
gactgatcac
caagaacttc
ttttgtitet
gaaggtatet
tgagetgeac
tttetagaca
atgtttgece

22/45

caatcetgtt
tacaaagecg
ttagtaacte
tgagaaaagg
tggttgataa
agatatagaa
ttatcctcta
tgcaatagat
agatttgate

1..8475

gaatagcata
tcctagetag
aaaatacctc
agtaaataag
atattaagtt
gaagggagec
gecccaaaata
gttcaacttt
ttattticta

> mol_type, genomic DNA
> organism, Homo sapiens

taagaaatge
agcaacttag
catgaaatga
agtcagacac
gtaagaagce
cotettgtag
attatcagea
atccttcaag
aatttaatgt
cteagattca
taacttggat
tatgatgege
ttgttaggat
aattttctea
ttgagtcgea

agtgaggtct
aaggcaaaaa
agctcaatag
taaaattgtt
aatcagcaga
taactgacca
atggtetgat
atgaacaaag
aaggctigea
ttggatgttg
atgtgattag
ttcttaaage
tetagatgtt
aattcctatt

aaacacccag

cagitcaaac
ttataattta
gaacacttac
taaataggta
cgaactgcaa
caattaagge
ccagltgcoag
ggtcaaaata
aggaactgat
agtgtgtete
gatgttaata
attgatcaca
tgaaatttet
tcactttttg
cattaggaat

cttttectee
taatcttaca
taaagttata
acaatgtata
agtattecatt
agcaataaca
attgeccatta
aaatccatce

agtagtatag

tggcttotpt
gttggcaaat
ageetageag
agttcaaggg
gcaagcactg
tgoctagege
goaccacaga
aaaaattcta
ctctacctte
agtctagtag
attaagtetg
aagactgoeat
tgtgttattt
acatatcatg

aggcacataa

tactcctgaa
ggtgcaaaaa
catattatga
taaaaacact
attattataa
ctaagagaaa
gaaagagcaa
cagaaaaatt

acttaattet

atgacttcaa
acgagaaaag
getagtagee
acaggtaaag
tetetettte
aataatgaag
caacttggte
gaagagagaa
cttaacatct
aaaaatgaat
ggctaatatt
gttcataaac
tggtetecaga
agtgactcaa

acataatact
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tcaaaacaac
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catgtageac
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gegotcaaaa

gatttaaget
cotacaacta
aactcgaaat
cgattacatg
ccttacaaac
tactcagaat
atcacagiga
gagtttecta
caggecaaaac
ataacacaga
gaaagttita
cactcatata
catggtaata
tttataatct
tagaaacctyg
aaaaaaggaa
tgegattaaat
tottecactt
ggcaaagteg
agaaatggga
ttcaagatta
atccatgtca
taatgcteag
tataacaata
attacataaa
attggetacg
agaactgtge
ctacatcatt

aaggacttige
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caattataaa
tgggtttgte
gigtaagtag
ttcacttgac
taacaactig
agtotogtage
acattatttt
tcacctttgt
taacaaaatt
agtaggggaa
tcacaggaat
aatgcagaat
ctaccaaaca
gatatcaaat
gaaaacttia
attttagttc
ctagcccage
tatggotget
tgactaactt
gaaactcact
gttteattca
gttaagttta
tettatcaga
atagtaatga
ttectcaaca
gaactccage
acattcattt
cttcagacaa

ttataacteg

gtgtttaaag
tataataaaa
taataaagaa
tgacagatac
agatgtagtg
atetgecage
acattctaaa
gttteagete
agcatctaat
gagtgagaaa
atctagatet
tactctettt
tatatcaaag
aggtcaagaa
aattagaaac
ctteocageat
tgagtggaaa
tccgoctaag
tettteggee
{cotactgce
agatttgata
tgcttecact
tttatcttat
taggaccata
acacactcteg
catctagett
acatgattag
acttattgco

¢taatazaga

getgtgetea
tgtteactet
aatatgtect
aatcacctat
ttcecatieg
tgoccctgat
taactggtee
ctcaaatgtt
caataaccat
getggaagte
cttotegggat
ctteottgtt
cttggcagega
atataataaa
ttagaaaget
tagaattceg
cttaagtaac
aagttcatea
asagttggaa
tggtgaagee
agetgttttg
aaatctatet
ttattaatag
aatgtggate
aggccataac
catgggctee
ggcagagett
ttttacagac

ggaactetgg

tagttettot
atattgaacg
cetgtaacca
attaggagca
ctatgaagat
tataccaget
aaggtgagoe
aatttgtaaa
actatgtcca
gagaaataga
totetgttiaa
gettagaage
aaaatgpgtac
actagtttct
ttaaatcaga
tgattctctig
tagctgettsg
togtegactta
agcagaggte
gecattttea
actttactat
gaattcaaaa
aatgtggatt
gcetotttaca
aaacttttag
cactttaatt
aactgtatct
aagaaaactg

gticaaagtg
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ttttecagacg
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tttettecac
cgttattegct
ctgatttaac
aaacaccact
aatatatgte
ctactgggta
aaaatgggta
taatcaacaa
agagacggte
aaagacatgg
agaaggaaga
tggtgtatgt
EREEEECARE
atcagccaca
aaaatatcat
agatctgeat
ggatagatat
cttatcttgc
giggtattat
acaacaaaat
ttaacttagg
atttitattt
attttacttt
cottetetta
ftittgctta
tetgetagac
tattttggaa
ttttaacagt

taacctacce
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ccacagette
taggttticta
tatttcacta
gaaatagcaa
tgtggatttg
tttettatet
caaatgagce
attaatagta
ttagoaggty
gaataaattg
acattcaaag
aaggagotga
ggtgagtece
acctgaataa
tacacccata
gaagtaaaat
agatatgtgt
agggttgaag
geggeattag
gagaacgtti
gagctaaaaa
gagtaagaat
tcagegataa
tttaagttta
catatataat
ctggactttt
gcaaaggaga
ttttaagcaa

ctgectecoo

tgctaaagte
aagageagtg
aggatteact
cctottictt
tectaataaa
gecagatoot
teacagaget
acacactacg
gaggggaget
agatcacaaa
gaaaagaaag
goaatggtoa
acgecagetot
ctgtgtegta
gtacctaage
tattatatat
ctetggtata
attgtggeaa
catgtttete
ttottotaty
catcaaatce
tggatacatt
aaagacacat
tittatttet
tttagagaat
tetetaatat
gaattgetat
aagtcagett
tttoccaagt

attacagaaa
acctaataca
tttaactttt
catggectte
gttctataca
acgetaggta
tgtttcatte
atgtgtttteg
cttttagatg
aaatgagaaa
tgcatactgg
cttgtgtgat
taagtgtgte
atccaaaaat
caaggacaca
aattttaggt
gaaaaaagtt
cttteatttc
gogtatatgta
aaagcctaat
aagaatgttc
tcecatecect
gtagataatc
atcgtagttt
aacaatgcac
atatctccat
atagctgact
tgtttatota

ccacttcage

tgcatagage
acatgctcta
aacttgtaaa
tegttgtaaa
cctcattaat
ctggatacac
aaaagcagag
aaggaaaatt
gagaatgaga
tagccagoct
aaagectgaa
aagatgtgtg
ctecagactee
gattacagat
gtattctate
attgatatag
ttaaagggat
tttttaattt
tatttttaat
aagaagaaat
tctggaactg
tgggectoca
acagtgacct
toootgttaa
acacaaaaaa
tttttgtott
tectettete
agatttittt

caacctetea
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4380

ttegacaget
4440

agcaaagaat
4500

aggtgogett
4560

acactagtca
4620

cctactgate
4680

tzgpactege
4740

coactttega
4800

gittcacagt
4860

taaagctage
4920

cticctgetys
4980

ceotgotetg
5040

ttgtattttt
5100

caggctgaag
5160

ctacaagegt
5220

ttetaageacs
5280

caacagatac
5340

agtgacttca
5400

ttattattat
5460

taatattgty
5520

atacccaaga
5580

gotggggagg
5640

gotgggecta
5700

tgtttttttt
5760

tcagecteace
5820

gtagcotgega
5880

catgptitct
5940

cottggoote
6000

ggtatataaa
6060

acaatgcace

accaccectet
cteaaattit
gtectateta
ttaageacca
ctaccatgtsg
teacatgett
gataggcagg
aggtgaazaa
ggaageotgt
cttacttect
ctaaaaaaga
gttatcatta
tegcagtggte
catgecacea
ttctoaattig
tcaaagtttt
atgactattt
atatataata
catattottt
ctgggcaatt
cctcacaate
aactatctot
gagatggagt
geaacctolg
ctacagecat
ceatgtiget
ctaaagtget
agetgoctag

{gaaaaatge
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aacataactg
cocacttggt
atceccteoe
tcagggaceg
gtegattatet
ctcaggttece
gotagtactt
gttegegtctc
ggacatggtt
aaactttetg
atggatetteg
ttattattat
caatcacage
tgettotttt
taaccaagag
agcaaagtct
gttaattgca
ttaaggteect
tattactgta
tacaaaagaa
acggcagett
gtggtagtty
ttogttottg
cctocegget
gagesaccac
caggctegte
gegattacag
gtaactctaa

aactgaaaca

aaataatgtc
tgtaaattat
tggcaggaca
atggotgtet
atgacttecec
cgetggottt
tictatataa
ttttetttta
tatttctgea
ctcagtgtea
actctcagge
tattttgaga
tcactgtitt
taatttttta
ataatacttt
aaatgatatt
accaagggtc
caaataccta
ttagtccgtt
agaggttcac
acgggattgt
ttctgattca
ttgocccagge
tecaagtgatt
acccagetaa
tcaaactccc
gcataageca
cetttggece
gtagttccot

taccattact
tttgtaatet
ccttacagaa
cactggtctyg
taatccotgg
acagteottt
goccccaaac
cttttottte
actgeaatga
gatceotage
cctagttett
tgggeteotta
agectectga
aaatggtttt
ttatgaatte
aagettgtee
attttttaaa
aaagtttage
ttecatgttec
tggactcaca
tgagaaatga
agtattgaat
tggagtecaa
ctectgette
ttttgtattt
aaccteaggt
cegtgecegg
catacatctg

gggaccacac

ggatottgot
ctagtgttta
cctaccectt
tttggtatte
ctgccttage
actgoccatg
ttgactitet
cacaagatga
ttgattgetg
agtttctate
tttaattaaa
ctetgtegeo
gtagetggga
ctgecttcaa
ftaaagttat
ttattgecea
tgaatatata
aaaatctaaa
tgataaagac
gttecacgtg
cacttctcaa
tegttttttt
tggcacgate
agcctoccaa
ttagtagaga
gatccacctg
ctggageatt
aaggatacct

actcagaaag
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6120

gggetatate
6180

gatggagaaa
6240

agaagtattt
6300

tgtatatata
6360

tigtattgta
6420

atactaatac
65480

attagtatat
6540

atatatacat
6600

tettetacet
6660

aggaacttca
6120

gacggagtet
6780

agctccacct
6840

caggtgcccg
6900

tcetgaccto
6960

Caccgeacce
7020

cottacctat
7080

taaacattgc
7140

atgtaatcag
7200

tgacttaatg
7260

ctggataate
7320

tgaacaggta
7380

tgagtatect
7440

toectataaca
7500

agaagttatt
7560

ceoccatgea
7620

ccacagatco
1680

ctgtegecte
7740

atcaaactoe
7800

aacaaacctc

aggagatcta
aacccactgg
gatcctacag
tagtattagt
tttatatata
aatgtactaa
atatatatat
atatacteac
tcagetetge
tcottgatat
cgetgtgtea
cctgggatea
£caccacacs
atgatccatc
gsccaceccct
ttaacaggaa
agacaatcte
fctacteatt
gaataaccag
aaatgggtee
aacaacataa
ttggoteega
taccaatect
aattatgcea
attcccctet
ttaaatctac
gaacataata
tgattccage
atttgacgtt
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£8EacCagga
ggaggggcea
cattaatatt
atatatattg
tagtatteta
tacaatacaa
atatactaat
caagacatat
tctaccaaat
cccaccectt
coccaggetgg
caccattcte
aggetaatet
cgeettggce
tactaatttt
tcaacagggt
atctatecct
tagtttgect
gaagtigaag
tteoteette
ttactgactt
gttttettgg
tcaatataac
gtgctaaate
ccegteccte
cagttagaag
catgttgact
atatgecaaa

gotagtagte

gegtggaaga
tectaacctt
gtattgtatt
tattgtatta
ttagtatata
taccatatat
acaatacaat
tagteggtote
atcatttgtt
actaactttt
agtgeagtgg
ctgoctcage
tttacegtyt
tectaaagty
tagtaacgte
taatctcact
gtctaaactg
aaggaatttt
tetecaatag
aggtagatca

caacttctag

ctatgetace

teatctttaa
ttctaaaatg
agcacgtaag
ctaatageot
tataattict
gacacatcat

goatattica

cctaaggcag
gagaatcact
gtattagtat
geatatatat
tatacagtat
atatacacta
actatatata
atgtoetggot
tetgggatet
tttttttttt
tgtgatetes
cteecaagta
tagcaaggat
ctgggattac
caaggattaa
ccettictaa
tgtggaatta
tgaaaaaaca
taagaatgaa
tgecatttee
ttaattectt
attttttcta
attgtggttt
attgttgact
gaatggocot
acctctotac
tagaaaattg
taaaaagcaa

tcaagatcag

cactacagat
gagatcatge
atatatatag
actaattgta
atatgtatat
acacaataca
tactaataca
gecocacactoa
ttgeagtoca
ttttttttga
geteactgea
getgggacta
ggtetogate
aggcataage
aggaaatity
aaataattta
ctgccattta
gttaaatgaa
ctettgotot
tcacttacac
cttttatcac
gttatcacag
taccttetea
tgttgattag
ttgottactt
caggaaggaa
tgtegagaaac
aacaaaacaa

ctcaaataaa



Fig. 6-24

1860

tagaagtgag
1920

catatgattt
7980

ccaattactt
8040

agaaaatttec
8100

gaataaccca
8160

caatgagoeta
8220

agaatctgty
8280

caggecaattt
8340

tcacaaaaac
8400

ECageccege
8460

ggatcacctg
8475

28

34

Sequence Number (ID): 8

Length: 28

atttteacac
ttaacggtaa
cattagttea
atgttetgat
tcctaagaaa
ttcaaagggt
tttotacata
ggatgeacat
agtaacaaaa
cgcagtgget

apggtc

Molecule Type: DNA
Features Location/Qualifiers:

- misc_feature,
> note,

- source, 1..28

Residues:
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aaattagact
aaaaaatcgt
atetttttte
ttcatgetga
tacatttett
gatgataacc
cagacctect
taaagcttga
ggaatataaa

cacgccteta

1..28
Primer K24

gtagtgettt
ttgagatatt
aatggegetc
ttticagaag
attatattte
agcaccatea
aaaaaggaac
gecaacactge
gtaagttact

atcccageac

> mel_type, other DNA

> organism, synthetic construct

ttogoeggccg  cggoacgcag CECECAgE

Sequence Number (ID): ¢

Length: 34

Mofecule Type: DNA
Features Location/Qualifiers:

- misc_Teaturs,
> note,

- source, 1..34

Residues:

1..34
Primer K25

> mol_type, other DNA

> organism, synthetic construct

ttcactagtt gtctgtagegg gaaaasaaaa aaac

Sequence Number (ID): 10
Length: 5000

Molecule Type: DNA
Features Location/Qualifiers:

- Source,

Residues:

1.. 5000

> moi_type, genomic DNA
> organism, Cricetulus griseus

ttittttaac
agatgtataa
ctgcatetga
aaaaatgtta
ttatcttata
gtcageatta
ctacacttaa
attagaaagt
ttaataatat

ttteggagec

ttatctttac
tatttatcat
gaataaggtc
gtittgtata
tttettagga
tctaagaata
caggattcece
tagttttcca
aagaagageg
tgaggegget
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gttetttaga
80
aategeccaa
120
cageocteteg
180
goaacaggec
240
tgotteatac
300
ttatcttact
360
agecctetea
420
tottacaage
480
aatattcogt
540
aaatccctaa
600
ttaatcccaa
660
cttcagtglt
120
gegetiaaga
180
aaaaacatat
840
tggcttocag
900
ttcagcccte
960
gagacaggat
1620
ctitettttt
1080
cagttcteoe
1140
aggtgocttt
1200
agtaccttite
1260
atgtagacas
1320
googtgatta
1380
cettecgetc
1440
cctaaactca
1500
caggogatot
1560
ctaaaacaat
1620
tcaaaaatgc
1680
ttcaagaaag

1740

cgtggttact
ccagegoetg
ctggetteag
atgtggetge
catgttgett
ctatotttat
gggccatagt
tttggcaaag
teatgeagee
cattcgttaa
agatettgot
acccaageee
gagaaatgca
ttcaatotet
acttacagce
ccatgaagaa
cgtotocott
ttattagtat
tttcageget
gcccagagto
tttottitgag
ggctageott
aaccccagat
atttgcctea
cegteettig
cagtgagttc
acaaagaaac
aggtaggttt

geaccttaac
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catttectet
caagtgagaa
acaaatgtga
ttgtgaatte
tagattcogg
ctctecaace
cttggaatca
ggagagtigt
aacacacatc
tgaatcattt
tetteateta
tcggaaacct
acttectgta
ctatgaaaga
cagaagaaac
atatgtgeat
ggtageccaa
tatatttgeg
ggeglcctage
atctcactgg
atatggtcte
gctctcaaga
ttactttett
tegetgtgga
gtggeteaca
gaggccagee
accaaaacaa
gatptagtte
geggaaaagt

cccggtgeet
aagacgtata
geagggeetg
tgagacatee
cctgagacac
attttagtgt
catggaaaac
tgetteoaget
agcatattat
tacaatttce
tggaaactta
tggteaggaa
getgactaga
cgatatggaa
agaaaataca
tecagagact
getigectea
gettgegagat
actcgaactc
ctetaagaca
atcattttct
gatctgeety
gatggaaaag
atattactag
cctttaatec
gegtcetacag
aaccctaaac
actaccagag

agtaaatica

ttgatctgec
aatgectgig
taacagectyg
tggaatette
ctggtctatt
aaaacaaaga
agagctcaga
gotgagtogt
tggteaaate
ttgttgotte
acaccttgga
ctgcctggag
tgatagaata
aatatagaaa
accggaagag
tgcagattct
atatagtage
ggaggtcaga
agggtatcag
gotgpttttt
tgcotgeett
cttcecgtota
gttaaatgac
acttetggee
cagoactigg
tacgagttce
tctaaacaca
ggaaaagata

cgctgoeete

actgecatac
acaaggcaaa
gagageottg
caaaggcage
ggaataagag
ggctgtoteg
gtgteccact
gagactgoag
agactgetteg
tttgtteaat
ctcaataage
caaaatgeta
accazagcaa
caagagacat
aggtgctgac
tgtagtgttt
caglitecttt
ggacagttga
goatgatgge
aatggctate
ggagcteatt
cccagecaga
tteacceegce
tacataaaac
gaggoagagg
aggacagect
aatacaggce
tattaaatct

gagetgggss
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agaaaggage
1800

agcacaagteg
1860

ttacgeggaa
1920

asaggacage
1980

gegegsgept
2040

ccgegoegeg
2100

gegetotoce
2160

cggacgtect
2220

CEEHECCCLC
2280

cagetcagec
2340

cagocaacea
2400

gacacctoag
2460

gaggacagag
2520

agtcggagtg
2580

aacgeteteoe
2640

caggtageea
2700

cgeteestet
2760

geggcagect
2820

tgttageate
2880

gcagaacagg
2840

trtttttiit
3000

tggaagegce
3060

CCGCLCGCCCTe
3120

gogtcacteg
3180

tctaggegaa
3240

capttaggea
3300

gatgtgttte
3360

gtgggagegcc
3420

ggctooggee

3480

gttctaaage
ggaccotggg
gtteacttte
gtcacottge
geeestegge
ticcacgoga
acacctcggg
cgeegectee
atgtoggeteg
cceggotage
agtctaccce
teacgetett
EEGELEECCCE
ggaggegctt
agggtgtgta
toggegggcee
gtgtecgeoe
cgtgeagegga
cagacacagg
gtggatcgec
ttgaggggsa
tgaaagaagg
ceggectecte
gogggagteg
attgeageag
agagttgegg
aggaaattic
agagoecgece

ttecagtccac
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gtagegteea
ttcgatgece
ctttggetac
cgggtggcac
£2cacgeoags
gtgaggetce
EGEEELCCES
aagccgagtyg
cgtagegacg
8aCEEEAEEC
CECCCCogaE
cttetggagt
aaacgccaag
agaccagetc
taggaaccte
ctggggaace
ctoccagectg
cgtgeectet
cttgeagggc
BCCCEEEERE
gaatgatttg
atgcccaaga
geagatcetg
tccagocoat
aacoccctgea
gotteoctgag
ctegtegocee
teggoggata

ttaaaagace

geagetaagt
tgcacacaac
ctotgegtga
ccgacageea
ECECagecec
cacgetgogg
gocgogaageg
cgtgigggac
cccegeeeic
tcgeccagta
ccategtect
gacagegeeg
aatggecgeg
gggaaccggc
tgttettite
gttegetcac
ggogegtgee
tggageggge
aactgggetce
gttagctaac
acctaatget
gecggteoct
ctagggetet
cteteccacg
tagetggega
tggotgotag
tggcgtaage
ctttgaccte

tagagggtea

aaagggtgca
aaccaaatga
gegctetoege
ggaccaggat
ggtgtoccac
cttaacgttt
tcaccaccaa
tcggagtacg
acccagacte
ggccgaaaat
cagactgtce
ggggccaatg
ccctoccgag
togtgegcac
ctgotegoce
gagcteocgeg
cggggactog
tggggaggty
ccaagcctac
tggaggaagg
caggaaaaac
cgteategte
ggcicatgga
gaatatactc
gegottagge
caggecgaga
agegtggtee
taggtccact
gatttttate

gectttactt
ttaggtaatg
agcaaggaca
ccgogggest
accccectco
ccacgecget
ggtegagage
tgcggogggec
cgeagaccet
geeacaggee
gagecaggag
cccggacgga
ctgcteacaa
gtecctgeta
accggagtge
tgegeggoce
ggaagegttc
cagatccace
aaccgcaagt
ctitittttt
cttcacaaaa
cgecteccee
cogeaateta
cggtgettat
gacctcgeeo
accgacttag
ttttgetttc
attctgeece

ctgeggcaaag
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acagtgcage

3540
ctacacgtta

3600
agaligaraag

3660
EECacagERg

3120
gacgtpegege

3780
aagtgtattt

3840
catagagggg

3900
acaagacaaa

3960
ggcocttigce

4020
tttagtttot

4080
gaaggnctac

4140
taaaaateag

4200
ttaaatatge

4260
acgtgecage

4320
cigoccateea

4380
tataacatag

4440
tatoctptga

4500
gocoatiget

4560
tgocootagtg

4620
tttgttacea

4680
ttgagcacta

4740
cteatttgag

4800
gttgcaccaa

4860
agttctagag

4920
gaattectca

4980
ttttititee

5000

Sequence Number (ID): 11

ccaacttagg
gectgactte
aaaactaaag
gogetgegac
teggagaaga
gaagtetaca
taaaaagtag
geaacagaag
gtacgagacg
caccteatce
tggggaaaaa
ctaaaatgce
cggtgageat
agaccagaaa
agcccaattt
getgggteet
cettoacage
ctacccagte
gttacaaaac
tccogocoge
agecatgace
atgcaccaca
gtgatcates
geeetgeage
gaagtgatet

cctacagaca

Length: 4500
Molecule Type: DNA
Features Location/Qualifiers:

- SOUrGe,
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gatcegagte
ctagtgegoeg
ggccattgty
aggaggatca
caaagaagta
tagtaaatca
atactttict
aagctactcea
tggagaacce
aatttattge
gtaagggatt
cttttteaaa
ggaacccatt
gtgtageget
ctcaaactaa
tttttgtitt
atcatcctac
ggagaactga
aggtttitte
tetgggattt
ttagcctoce
gtgcacttgg
ggoctgattt
ageosacace

cttgaaagtg

1..4500

agatgoatgc
ctggcacgte
ccagacaagg
cttgaptteg
aatggtattt
ttgetattitt
tgattagegt
gttgaaacaa
agttagataa
taagagtttt
ttaaacctet
gaaatatgat
gotecceace
gatgatcaca
ctgaacatge
gttttgtttt
ttectttgea
tggttttagt
ttetecttag
gtatggaage
acctgetttt
gtttgggaac
geatggogee
atcctgecea

ttaagegttisg

tggaaggega
geogetcces
tgatgegeac
ggtcaacccg
aggececagac
aagatggage
gtaaagatce
aaagatgect
agatagttta
tttggtaaaa
ttagtettet
tcagaagcca
tgctaggoaa
gacgaaggac
tictettece
ttegectaatt
ttaggecttig
ttggggtitt
cactacatge
cagggtatiy
gtacaaaage
acatttgtag
tggcttgaat
ctgettcace

tggaaaatgt

gaaccaactc
cggoccaaat
atataaaccc
gtatacatag
tgttatacaa
ttitttgtaa
tttgtoteac
ttecagette
tgaacaataa
ttetgtette
gegecattict
tcagaggatc
gctageagac
ttacgtgety
atgegtataa
ttacatggtt
agtgtaacca
ttatgggttt
taagaacaca
agecatgooac
gtagttttta
gagtggtttt
tttatgggat
gataagtcea

gaattgtttt



Fig. 6-28
Residues:
aacacacatc
60

tgaatcattt
120

tcttecateta
180

teggaaacet
240

acttectgta
300

ctatgaaaga
360

cagaagaaac
420

atatgtgoat
480

ggtageooaa
540

tatattigee
600

geetoctagy
660

atotcactgg
720

atatggtete
7180

gctctcaaga
840

ttactttett
800

tegotgteea
860

gtgectcaca
1020

EagECoagce
1080

accaaaacaa
1140

gatgtagtic
1200

gegoaaaagt
1260

gtaggegtgga
1320

ttecgatgcece
1380

cttteggetac
1440

cegegtgscac
1500

ggcacgecage
1560

gigagegctoo
1620

ECEEBECCEE
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> mol_type, genomic DNA
> organism, Cricetulus griseus

agcatattat
tacaatttce
tggaaacttia
tggtcaggaa
gctgactaga
cgatatggaa
agaaaataca
tccagagact
goettgectea
ggttggagat
actcgaacte
ctctaagaca
atcattttet
gatctgeotg
gatggaaaag
atattactag
cetttaatee
gggtctacag
aaccctaaac
actaccagag
agtaaattca
gcagctaagt
tgeacacaac
ctoctgogtea
cegacageca
gogeaggcse
cacgetigegg

gccgoRaags

tggteaaate
ttgttgcttc
acaccttgga
ctgoctepag
tgatagaata
aatatagaaa
accggaagag
tgcagattet
atatagtage
ggaggtcaga
agggtatcag
gotgettttt
tgectggett
cttecgtcta
gitaaatgac
acttetggoo
cagcacttgg
tacgagitce
tctaaacaca
ggaaaagata
cgetgogeteg
aaaggetgca
aaccaaatga
ggoteteege
ggaccaggat
ggtgteccac
cttaacgttt

tcaccaccaa

agactgetty
tttgtigaat
ctcaataage
caaaatgeta
accaaageaa
caagagacat
aggtgctgac
tgtagtgttt
cagttgottt
ggacagttga
geatgatgge
aatggetate
geagetcatt
cceagecaga
ttcaccegee
tacataaaac
gaggcagagg
aggacagect
aatacaggec
tattaaatct
gageteeese
geetttactt
ttaggtaatg
agcaaggaca
ccgoggeest
aceccocetcs
ccacgecget

gegtcgagage

aaatccctaa
ttaatcccaa
ctteagtett
ggeptiaaga
aaaaacatat
tggcttccag
ttcageecte
gagacaggat
ctitettttt
cagttctece
agegtgeottt
agtaccttte
atgtagacaa
geogtgatta
ccttocggte
cctaaactea
caggogatet
ctaaaacaat
tcaaaaatge
ttcaagaaag
agaaaggagg
agcacaagtg
ttacggggaa
aaaggacage
ggeegeeest
CCECECCECE
geggtotece
cggacgtect

cattcgttaa
agatcttget
acccaaggce
gagaaatgca
ttcaatctot
acttacagec
ccatgaagaa
cgtoctecett
ttattagtat
tttcagegot
gocoagagic
tttotttgag
gectagectt
aaccccagat
atttgectea
cegtgottte
cagtgagttc
acaaagaaac
aggtaggttt
geaccttaac
gttctaaagg
ggaccotggg
gttecacttte
gteacctteg
geegetegeg
ttecacgega
acacctcgge

Cgccecclice
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1680

aagoogagteg
1740

cgtagocgace
1800

aacgggagsc
1860

CECCCCOEER
1920

cttotggagt
1980

aaacgecaag
2040

agaccagetc
2100

taggaacctc
2160

ctggggaacg
2220

ctecagccte
2280

cgtggectet
2340

cttecageec
2400

gooogggepg
2460

gaatgatttg
2520

atgcoccaaga
2580

gcagaltocts
2640

toeageecat
2700

aacccctgga
2760

gettoctgag
2820

ctetogecce
2880

tggegoggata
2940

ttaaaagacce
3000

gatccgagte
3060

ctagtgegeog
3120

ggccattetg
3180

aggaggatca
3240

caaagaagta
3300

tagtaaatca
3360

atactittct

cgteteggac
ceecgooete
togoccagta
ccategtect
gacagcgccy
aatgggogss
EgEAaaccege
tgttottttc
gticgotoac
gecgegtece
tegagegesee
aactgggcte
gttagetaac
acctaatget
ggoggtoeet
ctagggetgt
ctctgocacg
tagetgeeea
tggetgctag
tegcgtaage
ctitgaccte
tagaggetaa
agatgcatge
ctggcacgte
ccagacaagg
cttgagttcg
aatggtattt
ttggtgtttt
tgattagggt
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teggagtacg
acccagactc
ggocgaaaat
cagactetce
ggegecaatg
cccteoccgag
togtgcecac
ctgetegeee
gagoteogeg
cgeggactog
tezeeagete
ccaagectac
tggaggaagg
caggaaaaac
cgteatecegte
ggctcatgga
gaatatacte
gggottagge
caggeoogaga
agogtegtce
taggtccact
gatttttate
tggaagggea
ggogctoece
tgatgegcac
ggtsaaccog
aggeccagac
aagatggagg

gtaaagatce

tgegecgesc
cgcagaccot
gCCacagece
gagccaggag
cocggacgea
ctgcteacaa
gtocotgeta
accggagtge
tegagggecce
ggaagegtic
cagatccace
aaccgcaagt
cttttttttt
cttcacaaaa
cgectocese
ccgecaatcta
cgegtgottat
gacctegeee
accgacttag
ttttgettte
attctgccee
ctgggoanag
gaaccaactc
cggeecaaat
atataaacce
gtatacatag
tegttatacaa
ttttttgtaa
tttegtoteac

CEgagocegs
cagcteagee
cagccaacca
gacacctcag
gaggacagag
agtcgpagtg
aacgetetee
caggtaggga
cggtegetet
geggcagect
tgttageatc
goagaacagg
tttttttttt
tggaagggee
CGCCCCOCCe
gegtcacteg
totaggegaa
cagttaggea
gatgtettic
gtgggaggce
ggetecggoe
acagtgcage
ctacacgtta
agatgaaaag
EECACALEEE
gacgteeges
aagtgtattt
catagagggs

acaagacaag

atptogeote
cceggetage
agtctaccce
tcacgetott
BECEZSCCOE
graggegett
agegteteta
tegegggoee
gtgtgogece
cgtegaggga
cagacacagg
gtggateeee
ttgageegga
tgaaagaagg
cggectgete
gogggagtey
attgeageag
agagttgeeg
aggaaattte
agagCCEgoe
tteagtecac
ccaacttagg
gectgactte
aaaactaaag
gegctgegac
tgegagaaga
gaagtctaca
taaaaagtag

gcaacagaag
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3420

aagctactica
3480

lggagaacce
3540

aatttatige
3600

gtaagggatt
3660

cttttteaaa
3720

ggaacccatt
3780

gtetagoget
3840

ctcaaactaa
3900

tttttetttt
3960

atcatcctac
4020

ggagaactea
4080

aggtttttte
4140

tetgggattt
4200

ttagectoce
4260

gtegcactteg
4320

gecctgattt
4380

Ageccacace
4440

cttgaaagty
4500

60

120
180
240
300
360

gttgaaacaa
agttagataa
taagagtttt
ttaaacctct
gaaatatgat
getgoccacg
gatgatcaca
ctgaacatge
gttttgtttt
ttectttgea
tggttitagt
tictecttag
gtatggaage
acctgctttt
gtttggraac
ggatggegee
atcotgeocca

ttaaggtitte

33/45

aaagatgect
agatagttta
ttteggtaaaa
ttagtgttst
toagaagcea
tgctaggeaa
gacgaaggac
ttctgttece
ttgectaatt
ttaggecttyg
tiggeettit
cactacatge
cagggtgtts
gtacaaaage
acatttetag
tggettgaat
ctgetteace

tggaaaatgt

Sequence Number (ID): 12
Length: 3500

Molecule Type: DNA
Features Location/Qualifiers:

=~ 80Urge,

Residues:
caggegatet

ctaaaacaat
tcaaaaatge
ttcaagaaag
dgaaaggagy

agcacaagtg

1..3500

ttegcagottc
tgaacaataa
ttetgtettg
ggecatttet
tcagaggatc
getagcagac
ttacgtegty
atgggtataa
ttacatggtt
agtgtaacca
ttatgggttt
taagaacaca
agcatgoccac
gtagtttita
gagtgetttt
tttatgegat
gataagtcea
gaattgtttt

> mol_type, genomic DNA
> organism, Cricetulus griseus

cagtgagttc
acaaagaaac
aggtagettt
gcaccttaac
gttctaaagg
ggaccctgeg

gageeccages
accaaaacaa
gatgtagttc
ggggaaaagt
gtagggtgea
ttcgatgeeo

gggtotacag
aaccctaaac
actaccagag
agtaaattca
goagotaagt

tgcacacaac

geoocttece
tttagtttot
gaaggectac
taaaaatgag
ttaaatatgg
acgtgecage
ctgecatcea
tataacatag
tatoctgtea
geccattget
tgocctagty
tttgttacca
ttgageacta
ctgatitgag
gttgcaccaa
agttctagag
gaattoclea
ttttttttec

tacgagttco
tctaaacaca
geaaaagata
cgotgogety
aaagggteca

aaccaaatga

gtacgagacg
cacctoates
tggggaaaaa
ctaaaatgee
cggtgaggat
agaccagaaa
agcccaattt
getgegteet
cotteacage
ctacccagtc
gttacaaaac
toocgecege
agccatgacs
atgcaccaca
gtgatcatca
gecotgeage
gaagtgatct

cctacagaca

aggacagoect
gatacaggeo
Tattaaatct
gagctgessg
gectttactt
ttaggtaatg
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420
480
540
600
660
120
780
840
900
860
1020
1080
1140
1200
1260
1320
1380
1440
1500
1560
1620
1680
1740
1800
1860
1920
1980
2040
2100

ttacggegaa
aaaggacagg
geeegeeggt
CCECECOgcE
geestetoce
cggacgtgot
CEgageccgs
cagctcagee
cagccaacca
gacacctcag
gaggacagag
agteggagty
aacgctetoe
caggtaggga
cggteggtat
ggggcagect
tgttageate
gcagaacagg
trrttttttt
tggaagggco
GCOCCGOEEE
gogtcactgg
tctageegaa
cagttaggea
gatgtgttte
gtgggaggce
ggctoeggee
acagtgcage

ctacacgtta

gttecactttc
gteaccttgg
geggetegesg
ttecacgega
acaccteggg
cgecgecteoe
atgteggetyg
ceccggetage
agtctacceee
tcacgetett
EECELECCCE
ggaggogett
agggtatgta
tegggggcce
gtetgeegcco
cgtggaggga
cagacacagg
gtgeatcgee
tigagegeza
tgaaagaagg
cgggetgete
gegggagigg
attgcagcag
agagttecgg
aggaaattte
agagecgecs
ttecagtccac
ccaacttagg

goctgacttc

34/45

ctttggetac
cgggtggcac
ggcacgeage
gtgaggctee
ECBEEECCLE
aagccgagtg
cegtagegacg
aacggLgagec
CECCoCCEEg
cttetggagt
aaacgcecaag
agaccagctc
taggaacctc
ctggggaace
ctecageotye
cgtggectot
cttgcagege
ECCCERBEER
gaatgatttg
atgcccaaga
goagatcotg
tecageccat
aacccctgga
gettectgag
ctgtegocce
tgggoggata
ttaaaagacc
gatccgagte
ctagtgegeg

ctetgegtga
ccgacageca
gGEcagecge
cacgetgegg
gccgogaage
cgtgtgggac
cGcogeccte
tegeccagta
ccatcgtoct
gacagegocg
aatgggeggg

EEgaacCgge
tgttettttc
gttegeteac
gecgegtgeo
tggagggeec
aactgggcte
gttagetaac
acctaatpet
ggeggteect
ctagggetgt
clcteccacg
tagetggegga
tggetgetag
tgegcgtaage
ctttgaccte
tagagggtga
agatgcatege

ctggeacete

ggcteteoge
ggaccaggat
getatoecac
cttaacgttt
tcaccaccaa
tcggagtacg
acccagactc
geccgaaaat
cagactgtee
ggggccaatg
ccotoocgag
tegtegcgoac
ctgctegece
gagetcegeg
cggggacteg
tegepagety
ccaageotac
tegaggaagy
caggaaaaac
cgteategte
ggctcatgga
gaatatacte
gegottagge
caggecgaga
agegtggtec
taggtccact
gatttttate
tggaaggega

gecectecoe

AECAQEgaca

‘cogegegget

accccectee
coacgeegot
ggtogagage
tgeggoegre
cgcagaccet
g0cacagece
gagecaggag
cccggacgga
ctgoteacaa
gtecetgota
accggagtegc
tgggegacee
ggaagegtte
cagatccacc
aaccgcaagt
cttttttttt
cttcacaaaa
¢geotcoees
cegeaateta
cggtecttat
gacctegece
accgacttag
tittecttite
attetgecce
ctgggcaaag
gaaccaactc

Ggeoccaaat
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agatgaaaag
2160

SECACaLREE
2220

gacgtgegeg
2280

aagtgtatit
2340

catagaggee
2400

acaagacaaa
2460

geococttgee
2520

tttagtttect
2580

gaaggectac
2640

taaaaalgag
2700

ttaaatateg
2760

acgigocage
2820

ctgeecateca
2880

tataacatag
2940

tatectgtega
3000

gcccattegct
3060

tgecotagtg
3120

tttgttacea
3180

ttzagcacta
3240

ctgatttigag
3300

gttgcaccaa
3360

agttctagag
3420

gaattecctca
3480

ttttttitec
3500

Sequence Number (ID): 13
Length: 2707

aaaactaaag
gegetgogac
tgggagaaga
gaagtctaca
taaaaagtag
goaacagaag
gtacgagace
cacctcatec
tggggaaaaa
ctaaaatgcc
cggtgageat
agaccagaaa
agcecaattt
getggetagt
ccttcacagc
ctacccagtc
gttacaaaac
tceegeoege
agecatgace
atgcaccaca
gtgatcatca
geectgeage
gaagtgatet

cctacagaca

Molecule Type: DNA
Features Location/Qualifiers:

- 8ource,

Residues:

35/45

ggecattegtg
aggaggatca
caaagaagia
tagtaaatca
atacttttet
aagctactea
tggagaacce
aatttattge
gtaagggatt
ctttttgaaa
ggaaccoatt
gtgtageget
cicaaactaa
ttittgtitt
atcatcctac
ggagaactga
aggtttttte
toteggattt
ttagectcee
gtgcactteg
ggooctgattt
ageecacace

cttgaaagtg

1..2707

ccagacaagg
cttgagtteg
aatggtattt
ttggtetttt
tgattagesgt
gttgaaacaa
agttagataa
taagagtitt
ttaaacctet
gaaatatgat
goetgoccacg
gatgatcaca
ctgaacatge
gtittgtttt
ttectttgea
tegttttagt
ttetoettag
gtatggaage
acctgetttt
gtttgggaac
ggatggogee
atcctgccea

ttaaggttie

> mol_type, genomic DNA
> organism, Cricetulus griseus

ggetagcaac gggagecteg  cccagtagge cgaaaatgec

tgatgegoac
ggteaacoog
aggeocagac
aagatggagg
gtaaagatce
aaagatgect
agatagttta
tttggtaaaa
ttagtgtiet
tcagaagccea
tgctaggcaa
gacgaaggac
ttotgtteec
ttgcctaatt
ttaggcctte
tteggeptttt
cactacatge
cagggtgltg
gtacaaaagec
acatttgtag
tggcttgaat
ctgctteace

tggaaaatgt

atataaacce
gtatacatag
tgttatacaa
ttitttataa
ttigtetecac
ttgcageottc
tgaacaataa
ttotgtottg
ggocatttet
tcagaggatc
getagecagac
ttacgtggte
atgggtataa
ttacatggtt
agtgtaacca
ttatgggttt
taagaacaca
agcatgccac
gtagtittta
gagtgetttt
tttatgggat
gataagteca

gaattgtttt

acaggeccag  ccaaccaagt
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60
ctaccccege
120
cgetottett
180
EEECCCEAAa
240
gegogettaga
300
gtgtgtatag
360
geggocootg
420
tecegcccoto
480
ggagggacgt
540
acacaggctt
600
gatogocgee
660
AgEEEgagaa
720
aagaaggatg
780
getgctogea
240
ggagtggtee
900
gcageagaac
460
gttgegegot
1020
aaatttcecty
1080
geoggecteg
1140
agtocactta
1200
acttagggat
1260
tgacttccta
1320
actaaggeec
1380
ctgogacage
1440
gagaagacaa
1500
gtotacatag
1560
aaagtagata
1620
acagaagaag
1680
cgagacgteg
1740
ctecatceaat

ceecgegeca
ctggagtgac
cgecaagaat
ccagetegee
gaacctetgt
gggaacggtt
cagectggge
gggotottsee
geagggeaac
cgggggrett
tgatttgace
cccaagagee
gatcetecta
agcccatete
ccotggatag
tectgagtegg
tegeoootgg
goggatactt
aaagacctag
ccgagtcaga
gtgegeacty
cattgtgcca
aggatcactt
agaagtaaat
taaatcattg
cttttcttga
ctacteagtt
agaacccagt

ttattectaa
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tegtecteag
AZCECCERER
EEECEEECCC
aaccggeteg
tetttteotg
cgctcacgag
gogigeoogg
agggegcteg
tgggetecea
agctaacteg
taatgetcag
ggteoctogt
gggetgtgge
tgecacggaa
ctgeggages
ctgctageag
cgtaagcage
tgacctctag
agggtgagat
tgoatgeteg
geacgtegge
gacaaggtga
gagttogggt
gegtatttage
gtgtittaag
ttageeteta
gaaacaaaaa
tagataaaga

gagtttttit

actgtocgag
gecaatgeee
teccogagetg
tgcgoacgte
ctegeecace
ctoocgegtee
ggactcgega
geaggtgcag
agocctacaac
aggaaggett
gaaaaacctt
catcgtccge
tcatggaccg
tatactoogg
cttaggegac
goocgagaace
gtggtoctit
gtocactatt
ttttatectg
aaggegeagaa
getoecoogg
tgcgeacata
caacccggta
cccagactet
atggaggttt
aagatccttt
gatgecttte
tagtttatga
gotaaaattc

ccaggaggac
g£gacgeagag
ctcacaaagt
cctgotaaac
geagtgccag
EEELCCCCEE
agegttogeg
atecacctet
cgeaagtgea
ttittitttt
cacaaaatgg
ctoecococe
caatctageg
tecttattct
cteogecceag
gacttaggat
tgetttegty
ctgeecegge
ggcaaagaca
ccaactccta
cccaaataga
taaacccgge
tacataggac
tatacaaaag
tttgtaacat
gteteacaca
cagcttogec
acaataattt

tetottggaa

acctcagtca
Eacagaggegc
cggagtegga
gototccage
gtagggatog
tgegtetety
geagootogt
tagcatecag
gaacageggte
ttttttttte
aagggcctea
CCCCCCCOEE
teactggecg
aggegaaatt
ttaggcaaga
gtgtttcagg
ggaggccaga
teogecottc
gtgocageoca
cacgttagee
tgaaaagaaa
acaggsEgecg
gtegeeetee
tgtatttgaa
agaggegtaa
agacaaagca
cottgeceta
agtttotcac
ggcctactgg



Fig. 6-34

1800

ggagaaagta
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aaatgeceott
1920

tgaggatgga
1980

ccagaaagtyg
2040

ceaatttcte
2100

gregtgetttt
2160

teoacageate
2220

cocagtogga
2280

acaaaacagg
2340

cgoocgctot
2400

catgacctta
2460

caccacagtg
2520

atcatcaggc
2580

ctgeageage
2640

gtgatctott
2700

acagaca
2707

60

120
180
240
300
360
420
480

agggatttta
tttgaaagaa
acccattect
tagegetgat
aaactaactg
ttgttitatt
atcctactte
gaactgatgg
ttttttette
gggattigta
geoteecace
cacttgggtt
ctgatttgga
ccacaccate

gaaagtgtta
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aacctcttta
atatgattca
geccacgtae
gatcacagac
aacatgette
ttgttttttg
ctitgcatta
ttttagtttg
tecttageac
tggaagecag
tgcttttgta
tzgpaacaca
tggegectsg
ctgeccactg

aggtttgtae

Sequence Number (ID): 14

Length: 2607

Molecule Type: DNA

Features Location/Qualifiers:
-~ source, 1..2607

> mol_type, genomic DNA

> organism, Cricetulus griseus

Residues:
ccaggaggac

Egacggdgag
ctcacaaagt
cctgetaaac
geagtgecag
EEEBCCCCEE
agegltogge

atccacctgt

acctcagtca
gacagagggo
cggagtegea
getctocagg
gtagggatog
tgggtatete
geagectogt

tagcatccag

cgctocttett
gggoccgaaa
gecgcttaga
gtpgtgtatag
ggggococty
tgegoocote
ggagggacgt

acacaggett

gtettgteee
gaagoecatea
taggcaaget
gaaggactta
tgttgecatg
cctaattita
ggecttgagt
gggtitttta
tacatgetaa
gatgtigage
caaaagegta
tttetaggag
cttgaatttt
cttcaccgat

aaaatgtgaa

ctggagtgac
cgccaagaat
ccagotegeg
gaacctetgt
gegaacggtt
cageotggge
ggegctettsg

giaggecaac

catttcttaa
gaggatctta
agcagacacg
cetggtacty
ggtataatat
catggtttat
gtaaccagee
tgegtttiae
gaacacattt
atgccacttg
gtttttacty
tgpttttgtt
atgggatagt
aagtccagaa

ttgttttttt

agCcecoELsg
gegcgeecee
aaccggetog
tottttectg
cgeteacgag
gegtgocogg
aggegeetgg
tgegotcoca

aaatgagcta
aatatggecgg
tgecageaga
ccatccaage
aacataggct
cetgtgacet
cattgctcta
cctagtgett
gttaccatcec
agcactaagce
atttgagatg
goaccaagtyg
totagaggco
ttectcagaa
ttttteecct

gccaatgeee
teccpagety
tgegeacgte
ctegoccace
cteegegteg
geactoggga
ggaggtgeag

agcctacaac
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caatctageg
180

tgettattet
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ctogocecag
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gacttaggat
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tectttogty
1020

ClLgeeeogsEs
1080

EBCAAALACH
1140

cecaactocta
1200

cecaaataga
1260

taaacccggs
1320

tacataggac
1380

tatacaaaag
1440

ttigtaacat
1500

gteteacaca
1560

cagotteogge
1620

acaataatitt
1680

tgtottegan
1740

catttcttaa
1800

gaggatctta
1860

ageagacacyg
1920

cgtegtgets
1980

ggtataatat
2040

catggtttat
2100

gtaaccagee
2160

tgegetittec

2220

gaacagggty
ttttttttte
aaggecctga
CCOCOCCCEE
tcactggece
agggeaaatt
ftaggcaaga
gtgtttcage
Bgaggccaga
tooggectte
gtgcagesea
cacgttagee
tgaanagaas
acaggegecy
gtegggegtag
tgtatttgaa
agagggetaa
agacaaagea
cottgeceta
agttteteac
ggcctactgg
aaatgageta
aatategoge
tgecagcaga
ccatccaage
aacatagect
cctgtgacet
cattgotcta
cotagtggtt
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gatcgoepec
agggggagaa
aagaaggatg
gotgoteogea
ggagtggtoo

goagcagaac

gttgeggget
aaatttccte
geeggeotpg

agtccactta

acttagggat
tgacttecta

actaaagesc

otgegacagg
gagaagacaa

gtctacatag

aaagtagata

aCagddgaag

cgagaceteg

cicatccaat

ggaaaaagta
aaategccett
tegaggatega
ccagaaagtg
ccaatttcte
gegteptttt
tcacagecate
cccagtecgea

acaaaacagg

cgeggegeett
teatttgace
GOCAALAREC
gatcctgeota
ageccatete
ccetggatag
tcotzagtegsn
tegocectey
gegepatactt
aaagacctag
ccgagtcaga
gtegcgegetg
catigtegcca
aggatcactt
agaagtaaat
taaatcattg
cttttettga
ctactcagtt
agaacccagt
ttattgctaa
agggatttta
tttgaaagaa
acccattgeot
tagcgctpat
aaactaactg
ttgttttatt
atcctactte
gaactgatgg
tittttette

agctaactgg
taatgeteag
gztocotegt
gegotgtege
tgccacggaa
ctegggages
ctgctageag
cgtaagcage
teacctotag
agggtgagat
tgcatgeteg
geacgtgggc
gacaaggtga
gagttogget
getatttage
gtgttitaag
ttaggeteta
gaaacaaaaa
tagataaaga
gagttttttt
aacctettta
atatgattca
goocacgtge
gatcacagac
aacatgettc
tigtittttg
ctttgcatta
tittagttte

teettageac

aggaaggett
gaaaaacctt
catcgtecge
teatpgpaceg
tatactcegg
cttaggegac
gocgagaace
gtggteettt
gtccactatt
ttttatectg
daggggagaa
geteocoogg
tgcgcacata
caacceggta
cccagactgt
atggaggttt
aagatcottt
gatgectttg
taptttatga
ggtaaaatte
gtettegtgee
gaagccatea
taggcaaget
gaageactta
tgttgocatg
cotaatttta
geccttgagt
gegtttitta

tacatgetaa
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gaacacattt
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atgecactty
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gtttttactsg
2400

tgetttigtt
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atgggatasgt
2520

aagtccagaa
2580

ttegttttttt
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60
120
180
240
300
360
420
480
540
600
660
120
180
840
900
960
1020

gttacoatce
agcactaage
atttgagatg
gcaccaagtg
tctagaggeo
ttectcagaa

tttttocect
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cegcccgctot
catgacctta
caccacagtg
atcatcagge
ctgcageage
gtgatctott

acagaca

Sequence Number (ID): 16
Length: 2507

Molecule Type: DNA
Features Location/Qualifiers:

— §Source,

Residues:
EEECELECCC

aaccggetog
tettttectg
cgotoacgag
gogtgooogg
agggegotee
tggectecca
agctaactgg
taatgcteag
ggtecctegt
gegotgtege
tgccacggaa
ctgggeagee
ctgetageag
cgtaageage
tgacctotag
agggtgagat
tgcatgetegg

1..2607

geegatttgta
gectoocace
cacttgggtt
ctgattigea
ccacaccate

gaaagtztta

> mol_type, genomic DNA
> organism, Cricetulus griseus

teccgagetg
tgegeacgtc
ctecgeecace
ctecgogtss
ggactoggga
ggaggtecag
agectacaac
aggaaggett
gaaaaacctt
catcgtecge
tcatggaceg
tatactccgg
cttaggegac
gecgagaace
gtggtecttt
gtecactatt
ttttatectg

aaggegagaa

ctcacaaagt
cctgotaaac
ggagtgocag
gggeecocgy
agegttegeg
atccacectgt
cgcaagtgea
tttttttttt
cacaaaatgg
cteceeccee
caatctageg
tgettattot
ctegeccoag
gacttaggat
tgctttegts
ctgeooegege
ggcaaagaca

ccaactocta

cggagtggga
gotetecagg
gtagggateg
tgegtateate
goageotegt
tagecatccag
gaacagggte
ttttttttte
aagggoctea
GCGCCCOCEE
tcactgggcg
aggggaaatt
ttaggcaaga
gtgtttcage
Egaggocaga
teeggeette
gtecageocea

cacgttageeo

tggaagccag
tgotitteta
tgegaacaca
tggcgocteg
ctgcccacty

aggttigtes

gecgcttaga
gtgtgtatag
ggggeccetg
tgegocecte
ggagggacgt
acacaggett
gatcgecgee
aggegeeagaa
aagaaggatg
gctgetogea
ggagtgglce
geageagaac
gttgoggget
aaatttcotg
geeggeotgg
agtccactta
acttagggat
tgacttecta

ggtgtteage
caaaagegta
tttgtaggag
cttgaatttt
cttcaccgat

aaaatgtegaa

ccagctogge
gaacctetgt
gggaacggtt
cagectggge
gggetettygg
geagggoaac
cggeeggrtt
tgatttgacc
cccaagagee
gatcctgeta
ageccatote
coctggatag
tectgagteg
togeeecteg
goggatactt
aaagacctag
ccgagtcaga

gtgcgogote



Fig. 6-37
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ttttagttte
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tecttagcac
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2400
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Sequence Number (ID): 16
Length: 400

getooocogg
tgcgoacata
caaccoggta
cccagactgt
atggaggttt
aagatccttt
gatgeetttg
tagtttatga
ggtaaaattic
gtgttetgee
gaagccatcea
taggcaaget
gaaggactta
tgttgccaty
cctaatttta
ggccttgagt
gggtttttta
tacatgctaa
ggtettgage
caaaagegta
tttgtaggag
ctigaatttt
cttecaccgat

aaaatgtgaa

Molecule Type: DNA
Features Location/Qualifiers:

- source, 1
> mol_type, genomic DNA
> organism, Mus musculus

Residues:
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cccaaataga
taaacccgge
tacataggac
tatacaaaag
tttgtaacat
gteteacaca
cagcttegge
acaataattt
tgtctiggaa
catttcttaa
gaggatctta
agcagacacg
cgtggtgety
getataatat
catggtttat
gtaaccagce
tgggttttec
gaacacattt
atgecacttyg
gtttttactg
tggttttgtt
atgggatagt
aagtccagaa

ttgttttttt

tgaaaagaaa
ACAgEEEECE
gtgggegtes
Tgtatttgaa
agaggeggtaa
agacaaagea
ccttgeegta
agtttecteac
geectactgg
aaatgagcta
aatatggegg
teccagcaga
ceatecaage
aacataggct
cotgtgacet
cattegctota
cctagtggtt
gttaccatcc
agcactaage
atttgagats
goaccaagtg
totagaggee
ttceteagaa

tttttecoct

actaaagggc
ctgcgacage
gagaagacaa
gtotacatag
aaagtagata
acagaagaag
cgagacgtgg
ctcatccaat
ggaaaaagta
aaatgcectt
tgaggatgea
ccagaaagtg
ceaatttete
gggtegtttt
tcacagecatc
cccagtegea
acaaaacagg
cgecegotot
catgacctta
caccacagtg
atcatcagge
ctgeageage
gtgatctett

acagaca

cattgtgcea
aggatecactt
agaagtaaat
taaatecattig
cttttotiga
ctactcagtt
agaacccagt
ttattgetaa
agggatttta
tttgaaagaa
acccattget
tagcgcteat
aaactaactg
ttgttttgtt
atcotactte
gaactgatgg
ttttttottc
gggatttgta
gectoccace
cacttggett
ctgatttgga
ccacaccatce

gaaagtgtta



Fig. 6-38
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caagoaggeg
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aaatccacac
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getgggteeg
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gtacccteca
1080

getaccteogg
1140

ggcaccagag
1200

atttcceect
1260

gegeatceaac
1320

ctggagegsce
1380

gccacgecga
1440

CCECECAgCe
1500

caggttcecea
1560

gaaaggoagy
1620

cgoecticggte
1680

ERaggEagee

1740

actcacaacc
ttctatagtg
gagatcggst
gattagtatt
ctgactgeag
gtetgtetta
ageptttetc
tagcactgac
tttetotttt
tttttttitt
gtagaccagg
ttaaacacca
gacgtttgte
cgactigagt
aaagaagtat
tgagetagta
tgtagoacaa
cacagtaaca
cctgagacte
agecaggace
catcceecee
gtttecacac
gagocgegaa
gtgegtegtea
CageCCoEce
geoggaggot
acaacceocg
acgetettot

GEggcccgaa
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caagagaaac
aagtgtgtec
cecctaggeag
acacattgtg
gtgoctttege
ttttaaaata
cttgtaactt
tggotageta
cttttetttt
tttttgacaa
caggecttga
getttatttt
acatcattgt
atgagtctea
tagatottia
caccagagaa
aggtactegce
aatgattage
actacagcaa
AgCEECRagE
aCCCCCacce
GECCEESEEC
geteoatcage
gacteggagt
cegecccgea
cgecaggeat
ceccogtgee
attggagtga

aggggagaac

glgggagaaa
aCgEcaggag
ctoaagtityg
gttgeggaty
cectgagocea
ttgtttggtt
atctgttoag
tcatecacttt
ctttetttet
ggtctoatea
actcagaaat
cttcatcaga
ggaatattac
agaactggta
aacaaaggaa
gtaaggaaag
ttattagest
taatattaag
ggacaaaagg
gegetcagtg
aattccacge
tcecagaacet
aaggtogteg
acgtgegecg
tcegggctee
tccagetatg
ctegececta
tegeacgety

tgggcggeec

atacaacaga
ttgaaagoog
tetegatttg
gaggtoagag
totegtgeet
ttgeptttet
gaactagote
tattttttot
ttetttotit
ctatgeccea
ccgoctgect
agggtgaaat
tagtctagac
getcaagaac
cattaacatg
ttetaaagta
gagetegaca
ggaaaggtca
acggeggtecac
cgecagecgcea
gggagtgagg
cocggtgegs
geoggacgty
ggotcaagee
gtagaccete
ceecaageag
gtotgggcag
agccaatggg

ttaacgagea

aagtgatgtg
atttetgtag
atggetactt
gacagettaga
tccaagatag
ttgtttgett
tgtagattaa
cttttettea
ctitetttet
tetgaattag
ctgcotacee
ggotocacee
ttitgagaaa
atcgaggcca
gatgaagaat
geptggagty
gtaggattcg
cttteectty
cttggeagat
gtatccatge
ceetotggec
ggttgecege
tggogecgea
ctcatgeceg
ggeogegcee
getaggecea
ECCEagCERC
BaggCEecec
ggaaaggaasg



Fig. 6-39
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taaagatcca
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tggagatgca
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cteggteagto
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aaagctegcct
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tagectetga
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gtttcttict
3240

aaatatccte
3300

aaagcgagac
3360

tatggegpag
3420

aatggcagega

3480

aggogeottag
ggtgtecacg
gtctecaccg
ccactagect
geaggctott
aatgtaaccg
ggagaataga
acttaaacce
geocaagagg
caatcgageg
ctgtgagtet
gggaagecet
actagccggce
taggcagtet
tagcctgace
agagtgegte
agctagataa
gcaaagtgtg
cacatgaaag
tggeattcat
aaggtttitgt
teetttgtet
ttgoticagt
atgetetatt
tggaaagect
ttectetcag
aaggtgeoct
attgaaccea

tcattgacca
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tgetgetece
gecaccctett
gggtcagotc
EEgECEERaRe
geagggtega
ggttoccaag
agagtacttt
ccgatgetea
cagagegeea
tcactgggeg
cegettaggta
caggagacct
cgtgaactga
ggttocttgg
gataggtcea
agatttictt
aaagggtega
geacgtgeet
tgtagegcta
agaatcggge
aacatggtag
tagagaagac
gettgecaca
gtcetteatgt
getgeggaag
gatgttittc
tttgaaatet
ggacctleeea

Cdggccaagy

gtacagggtc
tecttgettt
tcetactage
cgotateegg
gegtgtgagce
cagacaacag
ctgtgtagtt
ttaaatectt
caccctagta
ggagtegtoe
ctaagagtag
cgacgeaatt
cttaagatec
ctgactcget
ctittetegce
cctitggtta
ggeagggate
gotooteoege
gggatgetga
gagtaagaga
gtaaaaagta
aaaaccacag
aaagatgtga
cteatecagt
aagtaagaaa
taattaaaca
actaaccaga
cgtgctagee
agtttggeet

gegetegopet
gecagegatec
ttegcttasg
ggagcactecg
ccaccagtga
caaatgcaga
aagtgeaagg
tctecagaatg
gatcotgoetg
agececatete
aggaaattge
aggecaagago
atttaagaaa
ttecgegatag
cttgetoteg
aatacgtttg
aactcctaca
coccataaag
ggctggagga
gaagacaaaa
gatactttat
aagtaacttc
ggaacctagt
ttagetacag
gegacttgea
totactttga
agtectaget
agcatggoca

tctgecctee

ctgtocttaa
tactgccagg
gaccegetegg
geteagecte
tcaccgagtt
ccacggatea
tticagageg
gaagggeccag
gggotgtage
tectgtegaa
agcagtocog
tacaggttte
acttectett
accacageta
cgttcaatce
ctgcctagee
agttgtaage
gaaccageea
teactgagtt
gagtatgett
tettggteag
tgtggaaaaa
tagataataa
aatctattte
gittgtigee
atacctttta
cttgectaaa
ccaggccaag

tgocctcacac



Fig. 6-40
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Sequence Number (ID): 17

gttatcaaat
agggtttete
caggteagtt
ccagaacact
agggetttet
agtccaagec
gagtpacttt
coocteoagag

tgaatgttit

Length: 3500
Motecule Type: DNA
Features Location/Qualifiers:

- sourge,

Residues:
cttttetttt

tttttgacaa
caggcocttga
getttatttt
acatcattgt
atgagtctea
tagatcttta
caccagagaa
aggtactgec
aatgattagg
actacagcaa
agoggcgage
acCceoCcaccs
CECCEEEEEC
ggtcatcage
gactcoggagt

43/45

ctgtgtcage
ttttteccac
taacctetga
gttetatgea
gtaggagteg
accgacctge
cotgtatgtt
gtgatgegcot

toctectaca

1.. 3500

tgaatattct
aattaaactg
cettcetica
gtcagaggat
tttattteat
tgtgtaagga
acctaacgea
tggaatgaat

gaaattcgece

> mol_type, genomic DNA
> organism, Mus musculus

ctttotttct
ggtctoatca
actcagaaat
cttcatcaga
ggaatattac
agaactggta
aacaaaggan
glaaggaaag
ttattagegt
taatattaag
ggacaaaagg
gegeteagty
aattecacge
tecagaacct
aaggtogteg
acgtgeggeg

ttetttettt
ctatgeocea
ccgectgeet
agggtgaaat
tagtctagac
ggtcaagaac
cattaacatg
ttctaaagta
gagectggaca
ggaaaggica
acggggteac
cgeaggegea
gegagtgage
ccegetggee
googgacgte

ggeteaagoe

ctttetttet
tctgaattag
ctegcctacee
ggctocacee
ttttzagaaa
atcgaggccea
gatgaagaat
geggtegagts
gtaggattcg
ctttcoctty
cttggeagat
gtatccatge
cectetggee
gettegcoee
tggocgocgea

cteatgesop

gotottgtea
ctttgaaatg
ctgttgette
ttaatttgce
tgtgccatgt
gtagtccteg
tagcccattt
taacctotgt

ttetetttct
aattcactat
acagetgteg
tgegetticeg
tgegtegeea
caageaggsg
aaatccacac
gotggetess
gtacccteca
getacctogg
ggcaccagag
atttcccect
gogeatcaac
ctggageggce
gCCacgcoga

CCECEGAages

teggtecaat
tcacatttce
ccacttoott
cacagtacag
tgacctcaag
ctecccaaac
getacetgte
gteactgttt

ttrtrttttt
gtagaccagg
ttaaacacca
gacgtttgte
cgacttgagt
aaagaagtat
tgagctagta
tgtagcacaa
cacagtaaca
cctgagacte
agecaggace
catccccece
gtttocacac
gagocgoegaa
gtecgtetea

GagCCGCEGe
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aaaggeteea
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geacgtgegt
2340

tgtagegeta
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agaatcegec
2460

aacatggtag
2520

tagagaagac
2580

gottgeccaca
2640

gtottoatgt

tecgggetee
tecagetatg
ctegecocta
tggcacgetg
teggoggeec
gtacagggte
teettgettt
toctactage
cgctatecge
ggtgtgagee
cagacaacag
ctgtgtagtt
ttaaatcett
caccctagta
geagteetoc
ctaagagtag
cgacgeaatt
cttaagatge
ctgactegot
cttttetgec
cctttggtta
gggagggatc
gotoctoege
gggatgetga
gagtaagaga
gtaaaaagta
aaaaccacag
aaagatgtga

ctoateccagt
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gtagacccte
ccccaageag
gtcteggcag
agcecaatgge
ttaacgagea
gegotegegt
geagegatoc
ftogotteee
ggageacteg
ccaccagtga
cgaatgcaga
aagtggaagg
tctcagaatg
gatoctgotg
ageccatote
aggaaattge
aggeaagage
atttaagaaa
tteggeatag
cttgegtetes
aatacgttteg
aactectaca
ccccataaag
ggotggagea
gaagacaaaa
gatactttat
aagtaacttc
ggaacctagt
ttagctacag

EECCEgECCC
getaggeccea
2CCEAgCEEC
gagecgecee
ggaaaggaag
ctgtecttaa
tactgccagg
gacccggteg
getcagecte
tcaccgagtt
ccacggatga
tttcagaggg
gaaggeccag
gegotetage
tgoctgtegaa
ageagteoog
tacaggtttc
acttectgtt
accacagcta
cegttcaatce
ctgectagee
agttgtaage
gaaccageca
tecactgagtt
gagtatggtt
tettggtgag
tgtggaaaaa
tagataataa

aatctatttg

caggttcceca
gaaaggcagy
cgecteggte
BEaggLages
acagagtgeg
gectetecte
tatgetecctt
geacgtgeas
gtggaaggac
tcagggttec
togeggeegt
agggagagca
aaataaggat
teetggaces
tattoctgac
ttggataatt
ctggetggot
cgttetggee
gtetgetgat
agataaagac
taaagatcca
totttgcaga
tgegagatgca
ctegtoagte
gaggaatagt
tgtacaaaga
aaagctgect
tagectetga
gtttetttet

googgagget
acaaceceeg
acgetettet
Cgggccogaa
agecgcttag
getgtecacy
gtctecaceg
ccactagect
geaggctett
aatgtaaccg
ggagaataga
acttaaaccc
geecaagagg
caatcgageg
ctgtgagtst
gegaagecct
actageogec
taggeoagtet
tagcctgace
agagteggty
agctagataa
gcaaagtgte
cacatgaaag
tggcatteat
aaggttttgt
tectttgtet
ttgettcagt
atgctgtatt

tggaaagect
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2700

getggegaag
2760

gatettttte
2820

tttgaaatgt
2880

ggacctccea
2940

caggecaageg
3000

ctgtgteage
3060

tttiteccac
3120

taacctcotga
3180

gtictateca
3240

gragegagteyg
3300

accgacctge
3360

cotegtatett
3420

gtegatgegect
3480

tectoctaca
3500 -

60
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END

Sequence Number (ID): 18
Length: 100

aagtaagaaa
taattaaaca
actaaccaga
cgtactagee
agtttgeest
tgaatattcet
aattaaactg
cetteocttea
gtcagaggat
tttattteat
tgtgtaagga
acctaacgea
tggaatgaat

gaaattcgec

Molecule Type: DNA
Features Location/Qualifiers:

= SQuUrce,

Residues:
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ggeacttgea
tetacttiga
agtectaget
ageatggeca
totgecctee
gotctigtea
ctttgaaatg
ctgtigetic
ttaatttace
tgtgccatgt
gtagtecteg
tagcccattt
taacctetgt

1..100

gtttgtigee
atacctttta
cttgectaaa
ccaggecaag
tgecteacac
tgeetgcaat
teacatttee
ceactteccott
cacagtacag
tgacctcaag
ctccccaaac
ggtacctgte
gloactgttt

> mol_type, genomic DNA
> organism, Cricetulus griseus

gtgggacteg gagtacetge gecegggocpg agecogeatg

cgccctcace cagactccge agaccotcag ctcageccoc

aaatatectc
aaagogagac
tatggeggag
aatggcagga
tttcttactg
ttgatgaatt
ctetggtote
ctotgtggag
gtagcttotg
cttegeggga
ccteactgat
aagtccagga

atiggtgata

toggoteegt

ttectotcag
aaggtgecot
attgaaccea
toattgacca
gttatcaaat
agggtticte
caggtcagtt
ccagaacact
agggctttet
agtccaageo
gagtgacttt
ccecteagag

tgaatgtitt

AECRACECGE



