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FIGURE 1

HUMAN SULFATASE MODIFYING FACTOR 1 (SUMF1) POLYNUCLEOTIDE
SEQUENCE (SEQ ID NO:1)

ATGGCTGCGCCCGCACTAGCGGCTGG TG TETGGACGTIGCCCTGAGCTREETCTCOTCCTC T TGO TGCTECTGOTC
TCGCTCCTETCTCGAGCGGCAGGEAGCCAGGAGGTCEEEACCEGTECGEEGECECEGAETCCCTTECRRGTTOTTEC
GECTECEECACGCCCCAGCEECCTGECOCCCATEGCAGTTCGGCAGCCGUTCACCEATACTCGOGCCAGROTAAL
GCTCCGEGCCCCGTACCCGGRAGAGCGGCAACTCOCGCACTCAAAGATEETCCCCATCCCTCGCTAGAGTAT T TACA
ATGGGCACAGATGATCCTCAGATAARCSCACCATGGGGAAGCACCTGCEAGGAGAGTTACTATTEATECC T T TTAC
ATGGATGCCTATGAAGT CAGTAATACTGALT TTGAGAACGT TTGTGAACTCAACTRRC TAT T TGACAGACGOTEAG
ARGTTTGGCGACTCCTTIGTCT T TGAAGCCATCTTGAGTGAGCAAGTGAAGACCAATATTCAACAGCGCAGTTCCR
GCTGCTCCOTGETEETTACCTETGARAGGCECTAACTGGAGACACCCAGAAGGRCOTCGACTOTACTATTCOTRCOAL
AGGCCGGATCATCCAGTTCTCCATGIGTCCTGGAATGATGCCGET TGCCTACTGCACT TECGCAGEGAAGCGROTG
CCCACGGAAGCTGAGTUGGAATACAGUTETCGAGGAGECCTCCATAATAGACTT TTCCOCTGOGECAACAALCTG
CAGCCCAAAGGCCAGCATTATGCCAACATTTGGCACGGECGAGT T TCCGETGACCARCACTECTGAGGATEROTTC
CARGGAACTCGCGCCTGTTGATGUCTTCCOTCCCAATGE T TATAGC T TATACARCA TAG TOOGGAACGCATEGGAL
TGCACTTCACGACTGGTGOACTGT TCATCATTC TG T TCAAGAAACGC TTAACCCARAAGG TCOUCOTTOTGRGARNL
GACCGAGTGAAGAAAGGTGGATCCTACATETGCCATAGCTCTTAT TG T TACAGE TATCEC TG TGOTROTOCGASE
CAGAARCACACCTGATAGCTCTGCTTCGARTCTGGGATTCCECTETGCACGCCCASCGCUTECOCACCATEGALTGA
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FIGURE 2

HUMAN SULFATASE MODIFYING FACTOR 1 (SUMF1) POLYPEPTIDE
SEQUENCE (SEQ ID NO:2)

MAAPALGLVCGRCPELGLVLLLLLLELLCGAAGSOEAGTGAGAGS LAGSCGUCTPORPGAHGESSAAAHRYSREAN
APGPVPGERQLAHSKMVP IPAGVFTMGTDDPQIKQDGEAPARRVT IDAFYMDAYEVSNTEFEXFVNSTEYLTEAE
KFGDSFVFEGMLEEQVKTN IQQAVARAPWWLPVKGANWRHPEGPDS TI LERFDHPVLHEVSWNDAVAY CTWAGKRL
PTEAEWEY SCRECLENRLFPUGNKLOPKGOHY AN IWQOGEF PVTINTGEDGFQGTAPVDAFPENGYGLYNIVGNAWE
WTEDWWIVHHESVEETLN PEGPPSOKDRVEKGGSYMCHRSYCYRYRCARRSQNT PLSSASNLAFRCARDR L PTMD
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FIGURE 3

HUMAN N-ACETYLGALACTOSAMINE-6_SULFATASE (GALNS)
POLYNUCLEOTIDE SEQUENCE (SEQ ID NO:3)

ATGGCGGECGETTETCECGEECGACGACCTGETGGCACCTETTGCTGATCUTCAGCEOCGLEEAGATOGCROCOTCS
GGCGCCCCGCAGCCCCCCARCATCOTGCTCCTGCTCATGGACGACATGGEATGCGCTCACC TCGEEETATATCRA
GAGCCCTCCAGAGAGACCCCGAATTTGGACCGGATEGUTGCAGAMGECCTGCT I TTCCCAAACTTCTATTCTECD
ARCCCTCTETACTCGCCATCEAGGECGECACTGCTCACAGGRACGECTACCCATCCGCAATEGCTTCTACALCACT
ARCGCCCATGCCAGARACGCCTACACACCGCAGGAGATTETGBGCEGCATCCCAGACTURGAGCAGCTCCTACOCG
GAGCTTCTGAAGARGGCCGECTACGTCAGCAAGAT TATCOCCAAGTEECATOTGEGTCACAGGCCCOAGTTCCAL
CCCCTGAAGCACGGATTTCGATGACGTGETTTGGATCCCCCAACTGCUAC T I TGGACCTTATGACAACAAGGCCACS
CCCAACATCCCTGTGTACAGGEACTGEGAGATGETTGGCAGATATTATGARGAATTTCCTATTAATCTGAAGACG
GGGGAAGCCAACCTCACCCAGATCTACCTOCAGGAAGCC CTGRACTTCATTAAGAGACAGRCACCRCACCALCCC
TETTTCCTCTACTGGECTATCGACGCCACGCACCGCACCCGTUTATGCCTCCARAACCOTTC T TRRGCACCAGTCAG
CGAGGGCGETATGEAGACGCCGTUCGEGAGATTGATGACAGCATTGGEAAGATAC TECACCTCCTCCAAGACCTE
CACGTCGUGGACARCACCTTCETCTTCTTCACGTCEGACAACGEUGCTGCCCTCAT T TCCGCCOCCGARCARGET
GGCAGCAACGGUCCCTTTCTGTETCGGAAGCAGACCACGTTTGARAGGAGGCGATCAGGEAGCOTECCOTOGCATAS
TGGCCAGGGCACGTCACTGCAGECCAGGTCAGCCACCAGCTEGGCAGCATCATERACCTCTTCACTACCAGCCTS
GCCCTTOCCECCCTGACGCOGCCCAGCGACAGGECCAT TGATGECOTCAACCTCOTCCCCACCUTOCTGCACRGC
COCCTGATGGACAGSCCTATCTTCTATTACCETEECGACACGCTEATGECGGUCACCOTCRGECAGCACAAGECT
CACTTCTCGACCTGEACCAACTCCTGEEAGAACTTCAGAL AGGGCATTGATTTC TGOS CTGCACAGAACETTTCL
GGGGTCACAACTCACAATCTGGAAGACCACACGAAGCTCCCCCTGATC T TCCACCTGRGACGAGACCCARGCEAS
AGGTTCCCCCTCAGCTTTGUCAGCGCCGAGTACCAGGAGGCCCTCAGCAGGATCATCTCEGTCGTCCAGCAGCAC
CAGGAGGCCTTGETCCCCGCGCAGUCCCAGCTUAACCTGTGCAACTGERCGGTCATGAACTGECCACOTCCRAGT
TGTGAAAAGTTAGGGAAGTETCTGACACCTCCAGAATCCATTCCCARGAAGTGCCTCTEGTCCCACTAG
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FIGURE 4

HUMAN N-ACETYLGALACTOSAMINE-6-SULFATASE (GALNS) POLYPEPTIDE
SEQUENCE (SEQ ID NO:4)

MAAVVAATRWHQLLLVLEAACGMGASGAPQPPN I LLL LMD DMGWGDLGVYCEPSRET PN LDRMAARGLLFPNFYSA
NPLCESPSRAALLIGRLPIRNGFY TTNAHARNAY TPOEIVEGI PDSEQLLPELLEKACYVSKIVGKWHLGHRPOFY
PLKHGFDEWFGSPNCHEFGPYDNKARPNI PVYRDWEMVGRYYEEFP INLK TG EANLTOI YLOEALDF T KRQARHHP
FELYWAVDATHAPVYASKPFLGTSORGRYGDAVREIDDSIGKI LELLODLHVADN TFVFFTSDNGAALISAPEQG
GENGPFLCGKQTTFEGGMREPALAWWPCGHVTAGQVSHOLGS IMD LA T TS LALAGL TPRPSDRAIDGLNLLPTLLOG
RLMDRPIFYYRGDTLMAATLGOHKAHFWTW TN SWENFROGIDFCPGON VSOV T THNLEDHTKLPL I FHLORDPAE
RFPLSFASARYQEALSRITEVVOOHCEALVPADPOLNVUNWAVMNWAP PGCEELGKCL TP PES IPKKCLWSH
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FIGURE 6A-B
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FIGURE 7
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FIGURE 8

WT FBDS w/o NaCl

_
o1}
O
>

0 4 > & @400 |
= %A -700C

% Activity
S
(]

ol e
b :
>
[ 3
gy g

0 20 40 60 80
Days




WO 2009091994 PCT/USI009/031276
9/13

FIGURE 9A-B
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FIGURE 10
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FIGURE 11
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FIGURE 12
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FIGURE 13
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