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ctctctctcg gctgccgctg ctgccgttgg ctcttattct cctcctcctc ctcctctctc       60

ctcctctctg cttctctctg ctcctctctc ctcctctctc ctcctcctcc tcctccacct      120

cctcctcctt ctccccctct ttctccccct ctttctctct tctttctccc ccgtcccccc      180

gccccctccc cccaggcctg atgagcaggt ctcgagcctc catccatcgg gggagcatcc      240

ccgcgatgtc ctatgccccc ttcagagatg tacggggacc ctctatgcac cgaacccaat      300

acgttcattc cccgtatgat cgtcctggtt ggaaccctcg gttctgcatc atctcgggga      360

accagctgct catgctggat gaggatgaga tacaccccct actgatccgg gaccggagga      420

gcgagtccag tcgcaacaaa ctgctgagac gcacagtctc cgtgccggtg gaggggcggc      480

cccacggcga gcatgaatac cacttgggtc gctcgaggag gaagagtgtc ccagggggga      540

agcagtacag catggagggt gcccctgctg cgcccttccg gccctcgcaa ggcttcctga      600

gccgacggct aaaaagctcc atcaaacgaa cgaagtcaca acccaaactt gaccggacca      660

gcagctttcg ccagatcctg cctcgcttcc gaagtgctga ccatgaccgg gcccggctga      720

tgcaaagctt taaggagtca cactctcatg agtccttgct gagtcctagc agtgcagctg      780



aggcattgga gctcaacttg gatgaagatt ccattatcaa gccagtgcac agctccatcc      840

tgggccagga gttctgtttt gaggtaacaa cttcatcagg aacaaaatgc tttgcctgtc      900

ggtctgcggc cgaaagagac aaatggattg agaatctgca gcgggcagta aagcccaaca      960

aggacaacag ccgccgggta gacaatgtgc taaagctgtg gatcatagag gcccgggagc     1020

tgccccccaa gaagcggtac tactgtgagc tctgcctgga tgacatgctg tatgcacgca     1080

ccacctccaa gccccgctct gcctctgggg acaccgtctt ctggggcgag cacttcgagt     1140

ttaacaacct gccggctgtc cgtgccctgc ggctgcatct gtaccgtgac tcagacaaaa     1200

agcgcaagaa ggacaaggca ggctatgtcg gcctggtgac tgtgccagtg gccaccctgg     1260

ctgggcgcca cttcacagag cagtggtacc ctgtaaccct gccaacaggc agtgggggat     1320

ctgggggcat gggttcggga gggggagggg gctcgggggg tggctcaggg ggcaagggca     1380

aaggaggttg cccggctgtg cggctgaaag cacgttacca gacaatgagc atcttgccca     1440

tggagctata taaagagttt gcagagtatg tcaccaacca ttatcggatg ctgtgtgcag     1500

tcttggagcc cgccctgaat gtcaaaggca aggaggaggt tgccagtgca ctagttcaca     1560

tcctgcagag tacaggcaag gccaaggact tcctttcaga catggccatg tctgaggtag     1620

accggttcat ggaacgggag cacctcatat tccgcgagaa cacgcttgcc actaaagcca     1680

tagaagagta tatgagactg attggtcaga aatacctcaa ggatgccatt ggagaattca     1740

tccgtgctct gtatgaatct gaggaaaact gcgaggtaga ccctatcaag tgcacagcat     1800

ccagtttggc agagcaccag gccaacctgc gaatgtgctg tgagttggcc ctgtgcaagg     1860

tggtcaactc ccactgcgtg ttcccgaggg agctgaagga ggtgtttgct tcgtggcggc     1920

tgcgctgcgc agagcgaggc cgggaggaca tcgcagacag gcttatcagc gcctcactct     1980

tcctgcgctt cctctgccca gcgattatgt cgcccagtct ctttgggctt atgcaggagt     2040

acccagatga gcagacctca cgaaccctca ccctcattgc caaggtcatc cagaacctgg     2100

ccaacttttc caagtttacc tcaaaggagg actttctggg cttcatgaat gagtttctgg     2160

agctggaatg gggttccatg cagcagtttt tgtatgagat ctccaatctg gacacgctaa     2220

ccaacagcag tagctttgag ggttacatcg acttgggccg agagctctcc acactgcatg     2280



ccctactctg ggaggtgctg ccccagctca gcaaggaagc cctcctgaag ctgggtccac     2340

tgccccggct cctcaacgac atcagcacag ctctgaggaa ccccaacatc caaaggcagc     2400

caagccgcca gagtgagcgg ccccggcctc agcctgtggt actgcggggg ccatcggctg     2460

agatgcaggg ctacatgatg cgggacctca acagctccat cgaccttcag tccttcatgg     2520

ctcgaggcct caacagctct atggacatgg ctcgcctccc ctccccaacc aaggaaaagc     2580

cacccccacc accgcctggt ggtggtaaag acctgttcta tgtaagccgt ccacccctgg     2640

cccgttcctc accagcatac tgcacgagca gctcggacat cacagagcca gagcagaaga     2700

tgctgagtgt caacaagagt gtgtccatgc tggacttaca gggtgatggg cctggtggcc     2760

gcctcaacag cagcagtgtt tcgaacctgg cggccgtagg ggacctgctg cactcaagcc     2820

aggcctcgct gacagcagcc ttggggctac ggcctgcgcc tgccggacgc ctctcccagg     2880

ggagtggctc atccatcacg gcggctggca tgcgcctcag ccagatgggt gtcaccacag     2940

acggtgtccc tgcccagcaa ctgcgaatcc ccctctcctt ccagaaccct ctcttccaca     3000

tggctgctga tgggccaggt cccccaggcg gccatggagg gggcggtggc catggcccac     3060

cttcctccca tcaccaccac caccaccatc accaccaccg aggtggagag ccccctgggg     3120

acacctttgc cccattccat ggctatagca agagtgagga cctctcttcc ggggtcccca     3180

agccccctgc tgcctccatc cttcatagcc acagctacag tgatgagttt ggaccctctg     3240

gcactgactt cacccgtcgg cagctttcac tccaggacaa cctgcagcac atgctgtccc     3300

ctccccagat caccattggt ccccagaggc cagccccctc agggcctgga ggtgggagcg     3360

gtgggggcag cggtgggggt ggcgggggcc agccgcctcc attgcagagg ggcaagtctc     3420

agcagttgac agtcagcgca gcccagaaac cccggccatc cagcgggaat ctattgcagt     3480

ccccagagcc aagttatggc cccgcccgtc cacggcaaca gagcctcagc aaggagggca     3540

gcattggggg cagcgggggc agcggtggcg gagggggtgg ggggctgaag ccctccatca     3600

ccaagcagca ttctcagaca ccatccacat tgaaccccac aatgccagcc tctgagcgga     3660

cagtggcctg ggtctccaac atgcctcacc tgtcggctga catcgagagt gcccacatcg     3720

agcgggaaga gtacaagctc aaggagtact caaaatcgat ggatgagagc cggctggata     3780



gggtgaagga gtacgaggag gagattcact cactgaaaga gcggctgcac atgtccaacc     3840

ggaagctgga agagtatgag cggaggctgc tgtcccagga agaacaaacc agcaaaatcc     3900

tgatgcagta tcaggcccga ctggagcaga gtgagaagag gctaaggcag cagcaggcag     3960

agaaggattc ccagatcaag agcatcattg gcaggctgat gctggtggag gaggagctgc     4020

gccgggacca ccccgccatg gctgagccgc tgccagaacc caagaagagg ctgctcgacg     4080

ctcaggagag gcagcttccc cccttgggtc caacaaaccc gcgtgtgacg ctggccccac     4140

cgtggaatgg cctggccccc ccagccccac cacccccacc ccggctgcag attacggaga     4200

acggcgagtt ccgaaacacc gcagaccact agcccaccca gcatcagaga ccttctcttc     4260

ctttcctgtg caccccaccc tgtaacagca ccaaccacca ggattggaca tcaccgagga     4320

acagcgggat tgcctccccg aatgcctccc tgggaggcac actgattgcc cacccccacc     4380

actgcaccat ttccaggagg gagagtgggg accctcagcc gccccctttt ccttcccatt     4440

ggggtgctgc cctctctttg acccccaggg acccttgccc caggacaccg cctaccccgt     4500

acagacccct tcactccggg gtgctatccc catcctctgc ctcatcgttc ccctgagcac     4560

tgggggacag accctcaccc ccaccctggg ggtgtggcac ctccaaactt tcaacttcag     4620

ggtgattttt ttagcagtaa ccagagctga caatctaact cccctccacc gccccatttt     4680

ggcctcccct gccccccttg ttatggggag gggaccccgg gtgagggggc cctattaccc     4740

cttgatttct caggagcgtc tgggggggct cagcacgcac aaactccttc tccttctacc     4800

actcttaaat ttactccctc cccacccaga acccagatgg ggtggagggg gccaccgggg     4860

cagggagggg gcggcaaggg gggaatggga gttgtctccc cttctcccca cacctgatct     4920

gctctcggct ggtcccagag cggggtgagg gggcttatgc ccccccctcc cccagtgtgt     4980

tgggtggggt ggaattgagg ttagggtgag gggtcagggt ttaggagggt gtgtatgttg     5040

ggaggacagg ctagttgatc tgtcctactc tgacacacag tcccctctgc cccttccttc     5100

tctcttcttg gtctctactc ccagggggag gggggaactt actctaggaa aagccatgtc     5160

tctctccccc agggtggggg gacctgtgtt ggaggagggg tgttgggggg cccccttcca     5220

tgactctgtc ccctggggga ggtaggacag ggctgggctt ccctctcatc ctccccctcc     5280



caatctcctt ccacctccct ccctcccgcc agctccacga tttttcggtg tttctctgta     5340

catagttttc tggcgggata ggggaggtag gatggatggg gtttggggtg ggtaggccat     5400

gggaggggag aagcccctcc ttggcacccc ctcttccctg actgctgtcc cctacccagc     5460

cttgccccct tcatcctttt gcgtttggta ttgagactct cctagactct actcctcttt     5520

cttttgtatg gacagttccc cttcagtccc atccccctac acatacaccc agccggggcc     5580

aaatttatac ttatataaaa gttgtaaata tgtgaaattt tatccctgtg ccctttcccc     5640

acctcaggcc ctacccctgg accctcccca accttccttc tctcttcttt ggctgttgta     5700

attatctggg gtttgtactg tacatatccg gggtgtgtgt gtgtgggctg ggggcaaccc     5760

ttctgtacag agcttcctgg ccccctcccc ccccgcccct ctgcttccct ccccacccac     5820

cacctcaagg gtagggagtt gctcttccta cctgttttat tttgttttct cgttctccct     5880

ccccacccca ctcccagcct tatctatccc ccctcactgt ccccttttct ccactcccag     5940

ccccatttcc tttttttctg gagtgtgtgg tgaaacagaa aaaaacatgt ttaataaacg     6000

gagattgttc tttta                                                      6015

<210>  2

<211>  5966

<212>  DNA

<213>  Homo sapiens

<400>  2

ctctctctcg gctgccgctg ctgccgttgg ctcttattct cctcctcctc ctcctctctc       60

ctcctctctg cttctctctg ctcctctctc ctcctctctc ctcctcctcc tcctccacct      120

cctcctcctt ctccccctct ttctccccct ctttctctct tctttctccc ccgtcccccc      180

gccccctccc cccaggcctg atgagcaggt ctcgagcctc catccatcgg gggagcatcc      240

ccgcgatgtc ctatgccccc ttcagagatg tacggggacc ctctatgcac cgaacccaat      300

acgttcattc cccgtatgat cgtcctggtt ggaaccctcg gttctgcatc atctcgggga      360

accagctgct catgctggat gaggatgaga tacaccccct actgatccgg gaccggagga      420

gcgagtccag tcgcaacaaa ctgctgagac gcacagtctc cgtgccggtg gaggggcggc      480



cccacggcga gcatgaatac cacttgggtc gctcgaggag gaagagtgtc ccagggggga      540

agcagtacag catggagggt gcccctgctg cgcccttccg gccctcgcaa ggcttcctga      600

gccgacggct aaaaagctcc atcaaacgaa cgaagtcaca acccaaactt gaccggacca      660

gcagctttcg ccagatcctg cctcgcttcc gaagtgctga ccatgaccgg gcccggctga      720

tgcaaagctt taaggagtca cactctcatg agtccttgct gagtcctagc agtgcagctg      780

aggcattgga gctcaacttg gatgaagatt ccattatcaa gccagtgcac agctccatcc      840

tgggccagga gttctgtttt gaggtaacaa cttcatcagg aacaaaatgc tttgcctgtc      900

ggtctgcggc cgaaagagac aaatggattg agaatctgca gcgggcagta aagcccaaca      960

aggacaacag ccgccgggta gacaatgtgc taaagctgtg gatcatagag gcccgggagc     1020

tgccccccaa gaagcggtac tactgtgagc tctgcctgga tgacatgctg tatgcacgca     1080

ccacctccaa gccccgctct gcctctgggg acaccgtctt ctggggcgag cacttcgagt     1140

ttaacaacct gccggctgtc cgtgccctgc ggctgcatct gtaccgtgac tcagacaaaa     1200

agcgcaagaa ggacaaggca ggctatgtcg gcctggtgac tgtgccagtg gccaccctgg     1260

ctgggcgcca cttcacagag cagtggtacc ctgtaaccct gccaacaggc agtgggggat     1320

ctgggggcat gggttcggga gggggagggg gctcgggggg tggctcaggg ggcaagggca     1380

aaggaggttg cccggctgtg cggctgaaag cacgttacca gacaatgagc atcttgccca     1440

tggagctata taaagagttt gcagagtatg tcaccaacca ttatcggatg ctgtgtgcag     1500

tcttggagcc cgccctgaat gtcaaaggca aggaggaggt tgccagtgca ctagttcaca     1560

tcctgcagag tacaggcaag gccaaggact tcctttcaga catggccatg tctgaggtag     1620

accggttcat ggaacgggag cacctcatat tccgcgagaa cacgcttgcc actaaagcca     1680

tagaagagta tatgagactg attggtcaga aatacctcaa ggatgccatt ggagaattca     1740

tccgtgctct gtatgaatct gaggaaaact gcgaggtaga ccctatcaag tgcacagcat     1800

ccagtttggc agagcaccag gccaacctgc gaatgtgctg tgagttggcc ctgtgcaagg     1860

tggtcaactc ccactgcgtg ttcccgaggg agctgaagga ggtgtttgct tcgtggcggc     1920

tgcgctgcgc agagcgaggc cgggaggaca tcgcagacag gcttatcagc gcctcactct     1980



tcctgcgctt cctctgccca gcgattatgt cgcccagtct ctttgggctt atgcaggagt     2040

acccagatga gcagacctca cgaaccctca ccctcattgc caaggtcatc cagaacctgg     2100

ccaacttttc caagtttacc tcaaaggagg actttctggg cttcatgaat gagtttctgg     2160

agctggaatg gggttccatg cagcagtttt tgtatgagat ctccaatctg gacacgctaa     2220

ccaacagcag tagctttgag ggttacatcg acttgggccg agagctctcc acactgcatg     2280

ccctactctg ggaggtgctg ccccagctca gcaaggaagc cctcctgaag ctgggtccac     2340

tgccccggct cctcaacgac atcagcacag ctctgaggaa ccccaacatc caaaggcagc     2400

caagccgcca gagtgagcgg ccccggcctc agcctgtggt actgcggggg ccatcggctg     2460

agatgcaggg ctacatgatg cgggacctca acagctctat ggacatggct cgcctcccct     2520

ccccaaccaa ggaaaagcca cccccaccac cgcctggtgg tggtaaagac ctgttctatg     2580

taagccgtcc acccctggcc cgttcctcac cagcatactg cacgagcagc tcggacatca     2640

cagagccaga gcagaagatg ctgagtgtca acaagagtgt gtccatgctg gacttacagg     2700

gtgatgggcc tggtggccgc ctcaacagca gcagtgtttc gaacctggcg gccgtagggg     2760

acctgctgca ctcaagccag gcctcgctga cagcagcctt ggggctacgg cctgcgcctg     2820

ccggacgcct ctcccagggg agtggctcat ccatcacggc ggctggcatg cgcctcagcc     2880

agatgggtgt caccacagac ggtgtccctg cccagcaact gcgaatcccc ctctccttcc     2940

agaaccctct cttccacatg gctgctgatg ggccaggtcc cccaggcggc catggagggg     3000

gcggtggcca tggcccacct tcctcccatc accaccacca ccaccatcac caccaccgag     3060

gtggagagcc ccctggggac acctttgccc cattccatgg ctatagcaag agtgaggacc     3120

tctcttccgg ggtccccaag ccccctgctg cctccatcct tcatagccac agctacagtg     3180

atgagtttgg accctctggc actgacttca cccgtcggca gctttcactc caggacaacc     3240

tgcagcacat gctgtcccct ccccagatca ccattggtcc ccagaggcca gccccctcag     3300

ggcctggagg tgggagcggt gggggcagcg gtgggggtgg cgggggccag ccgcctccat     3360

tgcagagggg caagtctcag cagttgacag tcagcgcagc ccagaaaccc cggccatcca     3420

gcgggaatct attgcagtcc ccagagccaa gttatggccc cgcccgtcca cggcaacaga     3480



gcctcagcaa ggagggcagc attgggggca gcgggggcag cggtggcgga gggggtgggg     3540

ggctgaagcc ctccatcacc aagcagcatt ctcagacacc atccacattg aaccccacaa     3600

tgccagcctc tgagcggaca gtggcctggg tctccaacat gcctcacctg tcggctgaca     3660

tcgagagtgc ccacatcgag cgggaagagt acaagctcaa ggagtactca aaatcgatgg     3720

atgagagccg gctggatagg gagtacgagg aggagattca ctcactgaaa gagcggctgc     3780

acatgtccaa ccggaagctg gaagagtatg agcggaggct gctgtcccag gaagaacaaa     3840

ccagcaaaat cctgatgcag tatcaggccc gactggagca gagtgagaag aggctaaggc     3900

agcagcaggc agagaaggat tcccagatca agagcatcat tggcaggctg atgctggtgg     3960

aggaggagct gcgccgggac caccccgcca tggctgagcc gctgccagaa cccaagaaga     4020

ggctgctcga cgctcagaga ggcagcttcc ccccttgggt ccaacaaacc cgcgtgtgac     4080

gctggcccca ccgtggaatg gcctggcccc cccagcccca ccacccccac cccggctgca     4140

gattacggag aacggcgagt tccgaaacac cgcagaccac tagcccaccc agcatcagag     4200

accttctctt cctttcctgt gcaccccacc ctgtaacagc accaaccacc aggattggac     4260

atcaccgagg aacagcggga ttgcctcccc gaatgcctcc ctgggaggca cactgattgc     4320

ccacccccac cactgcacca tttccaggag ggagagtggg gaccctcagc cgcccccttt     4380

tccttcccat tggggtgctg ccctctcttt gacccccagg gacccttgcc ccaggacacc     4440

gcctaccccg tacagacccc ttcactccgg ggtgctatcc ccatcctctg cctcatcgtt     4500

cccctgagca ctgggggaca gaccctcacc cccaccctgg gggtgtggca cctccaaact     4560

ttcaacttca gggtgatttt tttagcagta accagagctg acaatctaac tcccctccac     4620

cgccccattt tggcctcccc tgcccccctt gttatgggga ggggaccccg ggtgaggggg     4680

ccctattacc ccttgatttc tcaggagcgt ctgggggggc tcagcacgca caaactcctt     4740

ctccttctac cactcttaaa tttactccct ccccacccag aacccagatg gggtggaggg     4800

ggccaccggg gcagggaggg ggcggcaagg ggggaatggg agttgtctcc ccttctcccc     4860

acacctgatc tgctctcggc tggtcccaga gcggggtgag ggggcttatg cccccccctc     4920

ccccagtgtg ttgggtgggg tggaattgag gttagggtga ggggtcaggg tttaggaggg     4980



tgtgtatgtt gggaggacag gctagttgat ctgtcctact ctgacacaca gtcccctctg     5040

ccccttcctt ctctcttctt ggtctctact cccaggggga ggggggaact tactctagga     5100

aaagccatgt ctctctcccc cagggtgggg ggacctgtgt tggaggaggg gtgttggggg     5160

gcccccttcc atgactctgt cccctggggg aggtaggaca gggctgggct tccctctcat     5220

cctccccctc ccaatctcct tccacctccc tccctcccgc cagctccacg atttttcggt     5280

gtttctctgt acatagtttt ctggcgggat aggggaggta ggatggatgg ggtttggggt     5340

gggtaggcca tgggagggga gaagcccctc cttggcaccc cctcttccct gactgctgtc     5400

ccctacccag ccttgccccc ttcatccttt tgcgtttggt attgagactc tcctagactc     5460

tactcctctt tcttttgtat ggacagttcc ccttcagtcc catcccccta cacatacacc     5520

cagccggggc caaatttata cttatataaa agttgtaaat atgtgaaatt ttatccctgt     5580

gccctttccc cacctcaggc cctacccctg gaccctcccc aaccttcctt ctctcttctt     5640

tggctgttgt aattatctgg ggtttgtact gtacatatcc ggggtgtgtg tgtgtgggct     5700

gggggcaacc cttctgtaca gagcttcctg gccccctccc cccccgcccc tctgcttccc     5760

tccccaccca ccacctcaag ggtagggagt tgctcttcct acctgtttta ttttgttttc     5820

tcgttctccc tccccacccc actcccagcc ttatctatcc cccctcactg tccccttttc     5880

tccactccca gccccatttc ctttttttct ggagtgtgtg gtgaaacaga aaaaaacatg     5940

tttaataaac ggagattgtt ctttta                                          5966

<210>  3

<211>  1343

<212>  PRT

<213>  Homo sapiens

<400>  3

Met Ser Arg Ser Arg Ala Ser Ile His Arg Gly Ser Ile Pro Ala Met 

1               5                   10                  15      

Ser Tyr Ala Pro Phe Arg Asp Val Arg Gly Pro Ser Met His Arg Thr 

            20                  25                  30          



Gln Tyr Val His Ser Pro Tyr Asp Arg Pro Gly Trp Asn Pro Arg Phe 

        35                  40                  45              

Cys Ile Ile Ser Gly Asn Gln Leu Leu Met Leu Asp Glu Asp Glu Ile 

    50                  55                  60                  

His Pro Leu Leu Ile Arg Asp Arg Arg Ser Glu Ser Ser Arg Asn Lys 

65                  70                  75                  80  

Leu Leu Arg Arg Thr Val Ser Val Pro Val Glu Gly Arg Pro His Gly 

                85                  90                  95      

Glu His Glu Tyr His Leu Gly Arg Ser Arg Arg Lys Ser Val Pro Gly 

            100                 105                 110         

Gly Lys Gln Tyr Ser Met Glu Gly Ala Pro Ala Ala Pro Phe Arg Pro 

        115                 120                 125             

Ser Gln Gly Phe Leu Ser Arg Arg Leu Lys Ser Ser Ile Lys Arg Thr 

    130                 135                 140                 

Lys Ser Gln Pro Lys Leu Asp Arg Thr Ser Ser Phe Arg Gln Ile Leu 

145                 150                 155                 160 

Pro Arg Phe Arg Ser Ala Asp His Asp Arg Ala Arg Leu Met Gln Ser 

                165                 170                 175     

Phe Lys Glu Ser His Ser His Glu Ser Leu Leu Ser Pro Ser Ser Ala 

            180                 185                 190         

Ala Glu Ala Leu Glu Leu Asn Leu Asp Glu Asp Ser Ile Ile Lys Pro 

        195                 200                 205             

Val His Ser Ser Ile Leu Gly Gln Glu Phe Cys Phe Glu Val Thr Thr 

    210                 215                 220                 

Ser Ser Gly Thr Lys Cys Phe Ala Cys Arg Ser Ala Ala Glu Arg Asp 

225                 230                 235                 240 



Lys Trp Ile Glu Asn Leu Gln Arg Ala Val Lys Pro Asn Lys Asp Asn 

                245                 250                 255     

Ser Arg Arg Val Asp Asn Val Leu Lys Leu Trp Ile Ile Glu Ala Arg 

            260                 265                 270         

Glu Leu Pro Pro Lys Lys Arg Tyr Tyr Cys Glu Leu Cys Leu Asp Asp 

        275                 280                 285             

Met Leu Tyr Ala Arg Thr Thr Ser Lys Pro Arg Ser Ala Ser Gly Asp 

    290                 295                 300                 

Thr Val Phe Trp Gly Glu His Phe Glu Phe Asn Asn Leu Pro Ala Val 

305                 310                 315                 320 

Arg Ala Leu Arg Leu His Leu Tyr Arg Asp Ser Asp Lys Lys Arg Lys 

                325                 330                 335     

Lys Asp Lys Ala Gly Tyr Val Gly Leu Val Thr Val Pro Val Ala Thr 

            340                 345                 350         

Leu Ala Gly Arg His Phe Thr Glu Gln Trp Tyr Pro Val Thr Leu Pro 

        355                 360                 365             

Thr Gly Ser Gly Gly Ser Gly Gly Met Gly Ser Gly Gly Gly Gly Gly 

    370                 375                 380                 

Ser Gly Gly Gly Ser Gly Gly Lys Gly Lys Gly Gly Cys Pro Ala Val 

385                 390                 395                 400 

Arg Leu Lys Ala Arg Tyr Gln Thr Met Ser Ile Leu Pro Met Glu Leu 

                405                 410                 415     

Tyr Lys Glu Phe Ala Glu Tyr Val Thr Asn His Tyr Arg Met Leu Cys 

            420                 425                 430         



Ala Val Leu Glu Pro Ala Leu Asn Val Lys Gly Lys Glu Glu Val Ala 

        435                 440                 445             

Ser Ala Leu Val His Ile Leu Gln Ser Thr Gly Lys Ala Lys Asp Phe 

    450                 455                 460                 

Leu Ser Asp Met Ala Met Ser Glu Val Asp Arg Phe Met Glu Arg Glu 

465                 470                 475                 480 

His Leu Ile Phe Arg Glu Asn Thr Leu Ala Thr Lys Ala Ile Glu Glu 

                485                 490                 495     

Tyr Met Arg Leu Ile Gly Gln Lys Tyr Leu Lys Asp Ala Ile Gly Glu 

            500                 505                 510         

Phe Ile Arg Ala Leu Tyr Glu Ser Glu Glu Asn Cys Glu Val Asp Pro 

        515                 520                 525             

Ile Lys Cys Thr Ala Ser Ser Leu Ala Glu His Gln Ala Asn Leu Arg 

    530                 535                 540                 

Met Cys Cys Glu Leu Ala Leu Cys Lys Val Val Asn Ser His Cys Val 

545                 550                 555                 560 

Phe Pro Arg Glu Leu Lys Glu Val Phe Ala Ser Trp Arg Leu Arg Cys 

                565                 570                 575     

Ala Glu Arg Gly Arg Glu Asp Ile Ala Asp Arg Leu Ile Ser Ala Ser 

            580                 585                 590         

Leu Phe Leu Arg Phe Leu Cys Pro Ala Ile Met Ser Pro Ser Leu Phe 

        595                 600                 605             

Gly Leu Met Gln Glu Tyr Pro Asp Glu Gln Thr Ser Arg Thr Leu Thr 

    610                 615                 620                 

Leu Ile Ala Lys Val Ile Gln Asn Leu Ala Asn Phe Ser Lys Phe Thr 

625                 630                 635                 640 



Ser Lys Glu Asp Phe Leu Gly Phe Met Asn Glu Phe Leu Glu Leu Glu 

                645                 650                 655     

Trp Gly Ser Met Gln Gln Phe Leu Tyr Glu Ile Ser Asn Leu Asp Thr 

            660                 665                 670         

Leu Thr Asn Ser Ser Ser Phe Glu Gly Tyr Ile Asp Leu Gly Arg Glu 

        675                 680                 685             

Leu Ser Thr Leu His Ala Leu Leu Trp Glu Val Leu Pro Gln Leu Ser 

    690                 695                 700                 

Lys Glu Ala Leu Leu Lys Leu Gly Pro Leu Pro Arg Leu Leu Asn Asp 

705                 710                 715                 720 

Ile Ser Thr Ala Leu Arg Asn Pro Asn Ile Gln Arg Gln Pro Ser Arg 

                725                 730                 735     

Gln Ser Glu Arg Pro Arg Pro Gln Pro Val Val Leu Arg Gly Pro Ser 

            740                 745                 750         

Ala Glu Met Gln Gly Tyr Met Met Arg Asp Leu Asn Ser Ser Ile Asp 

        755                 760                 765             

Leu Gln Ser Phe Met Ala Arg Gly Leu Asn Ser Ser Met Asp Met Ala 

    770                 775                 780                 

Arg Leu Pro Ser Pro Thr Lys Glu Lys Pro Pro Pro Pro Pro Pro Gly 

785                 790                 795                 800 

Gly Gly Lys Asp Leu Phe Tyr Val Ser Arg Pro Pro Leu Ala Arg Ser 

                805                 810                 815     

Ser Pro Ala Tyr Cys Thr Ser Ser Ser Asp Ile Thr Glu Pro Glu Gln 

            820                 825                 830         



Lys Met Leu Ser Val Asn Lys Ser Val Ser Met Leu Asp Leu Gln Gly 

        835                 840                 845             

Asp Gly Pro Gly Gly Arg Leu Asn Ser Ser Ser Val Ser Asn Leu Ala 

    850                 855                 860                 

Ala Val Gly Asp Leu Leu His Ser Ser Gln Ala Ser Leu Thr Ala Ala 

865                 870                 875                 880 

Leu Gly Leu Arg Pro Ala Pro Ala Gly Arg Leu Ser Gln Gly Ser Gly 

                885                 890                 895     

Ser Ser Ile Thr Ala Ala Gly Met Arg Leu Ser Gln Met Gly Val Thr 

            900                 905                 910         

Thr Asp Gly Val Pro Ala Gln Gln Leu Arg Ile Pro Leu Ser Phe Gln 

        915                 920                 925             

Asn Pro Leu Phe His Met Ala Ala Asp Gly Pro Gly Pro Pro Gly Gly 

    930                 935                 940                 

His Gly Gly Gly Gly Gly His Gly Pro Pro Ser Ser His His His His 

945                 950                 955                 960 

His His His His His His Arg Gly Gly Glu Pro Pro Gly Asp Thr Phe 

                965                 970                 975     

Ala Pro Phe His Gly Tyr Ser Lys Ser Glu Asp Leu Ser Ser Gly Val 

            980                 985                 990         

Pro Lys Pro Pro Ala Ala Ser Ile  Leu His Ser His Ser  Tyr Ser Asp 

        995                 1000                 1005             

Glu Phe  Gly Pro Ser Gly Thr  Asp Phe Thr Arg Arg  Gln Leu Ser 

    1010                 1015                 1020             

Leu Gln  Asp Asn Leu Gln His  Met Leu Ser Pro Pro  Gln Ile Thr 

    1025                 1030                 1035             



Ile Gly  Pro Gln Arg Pro Ala  Pro Ser Gly Pro Gly  Gly Gly Ser 

    1040                 1045                 1050             

Gly Gly  Gly Ser Gly Gly Gly  Gly Gly Gly Gln Pro  Pro Pro Leu 

    1055                 1060                 1065             

Gln Arg  Gly Lys Ser Gln Gln  Leu Thr Val Ser Ala  Ala Gln Lys 

    1070                 1075                 1080             

Pro Arg  Pro Ser Ser Gly Asn  Leu Leu Gln Ser Pro  Glu Pro Ser 

    1085                 1090                 1095             

Tyr Gly  Pro Ala Arg Pro Arg  Gln Gln Ser Leu Ser  Lys Glu Gly 

    1100                 1105                 1110             

Ser Ile  Gly Gly Ser Gly Gly  Ser Gly Gly Gly Gly  Gly Gly Gly 

    1115                 1120                 1125             

Leu Lys  Pro Ser Ile Thr Lys  Gln His Ser Gln Thr  Pro Ser Thr 

    1130                 1135                 1140             

Leu Asn  Pro Thr Met Pro Ala  Ser Glu Arg Thr Val  Ala Trp Val 

    1145                 1150                 1155             

Ser Asn  Met Pro His Leu Ser  Ala Asp Ile Glu Ser  Ala His Ile 

    1160                 1165                 1170             

Glu Arg  Glu Glu Tyr Lys Leu  Lys Glu Tyr Ser Lys  Ser Met Asp 

    1175                 1180                 1185             

Glu Ser  Arg Leu Asp Arg Val  Lys Glu Tyr Glu Glu  Glu Ile His 

    1190                 1195                 1200             

Ser Leu  Lys Glu Arg Leu His  Met Ser Asn Arg Lys  Leu Glu Glu 

    1205                 1210                 1215             



Tyr Glu  Arg Arg Leu Leu Ser  Gln Glu Glu Gln Thr  Ser Lys Ile 

    1220                 1225                 1230             

Leu Met  Gln Tyr Gln Ala Arg  Leu Glu Gln Ser Glu  Lys Arg Leu 

    1235                 1240                 1245             

Arg Gln  Gln Gln Ala Glu Lys  Asp Ser Gln Ile Lys  Ser Ile Ile 

    1250                 1255                 1260             

Gly Arg  Leu Met Leu Val Glu  Glu Glu Leu Arg Arg  Asp His Pro 

    1265                 1270                 1275             

Ala Met  Ala Glu Pro Leu Pro  Glu Pro Lys Lys Arg  Leu Leu Asp 

    1280                 1285                 1290             

Ala Gln  Glu Arg Gln Leu Pro  Pro Leu Gly Pro Thr  Asn Pro Arg 

    1295                 1300                 1305             

Val Thr  Leu Ala Pro Pro Trp  Asn Gly Leu Ala Pro  Pro Ala Pro 

    1310                 1315                 1320             

Pro Pro  Pro Pro Arg Leu Gln  Ile Thr Glu Asn Gly  Glu Phe Arg 

    1325                 1330                 1335             

Asn Thr  Ala Asp His 

    1340             

<210>  4

<211>  1292

<212>  PRT

<213>  Homo sapiens

<400>  4

Met Ser Arg Ser Arg Ala Ser Ile His Arg Gly Ser Ile Pro Ala Met 

1               5                   10                  15      

Ser Tyr Ala Pro Phe Arg Asp Val Arg Gly Pro Ser Met His Arg Thr 

            20                  25                  30          



Gln Tyr Val His Ser Pro Tyr Asp Arg Pro Gly Trp Asn Pro Arg Phe 

        35                  40                  45              

Cys Ile Ile Ser Gly Asn Gln Leu Leu Met Leu Asp Glu Asp Glu Ile 

    50                  55                  60                  

His Pro Leu Leu Ile Arg Asp Arg Arg Ser Glu Ser Ser Arg Asn Lys 

65                  70                  75                  80  

Leu Leu Arg Arg Thr Val Ser Val Pro Val Glu Gly Arg Pro His Gly 

                85                  90                  95      

Glu His Glu Tyr His Leu Gly Arg Ser Arg Arg Lys Ser Val Pro Gly 

            100                 105                 110         

Gly Lys Gln Tyr Ser Met Glu Gly Ala Pro Ala Ala Pro Phe Arg Pro 

        115                 120                 125             

Ser Gln Gly Phe Leu Ser Arg Arg Leu Lys Ser Ser Ile Lys Arg Thr 

    130                 135                 140                 

Lys Ser Gln Pro Lys Leu Asp Arg Thr Ser Ser Phe Arg Gln Ile Leu 

145                 150                 155                 160 

Pro Arg Phe Arg Ser Ala Asp His Asp Arg Ala Arg Leu Met Gln Ser 

                165                 170                 175     

Phe Lys Glu Ser His Ser His Glu Ser Leu Leu Ser Pro Ser Ser Ala 

            180                 185                 190         

Ala Glu Ala Leu Glu Leu Asn Leu Asp Glu Asp Ser Ile Ile Lys Pro 

        195                 200                 205             

Val His Ser Ser Ile Leu Gly Gln Glu Phe Cys Phe Glu Val Thr Thr 

    210                 215                 220                 

Ser Ser Gly Thr Lys Cys Phe Ala Cys Arg Ser Ala Ala Glu Arg Asp 



225                 230                 235                 240 

Lys Trp Ile Glu Asn Leu Gln Arg Ala Val Lys Pro Asn Lys Asp Asn 

                245                 250                 255     

Ser Arg Arg Val Asp Asn Val Leu Lys Leu Trp Ile Ile Glu Ala Arg 

            260                 265                 270         

Glu Leu Pro Pro Lys Lys Arg Tyr Tyr Cys Glu Leu Cys Leu Asp Asp 

        275                 280                 285             

Met Leu Tyr Ala Arg Thr Thr Ser Lys Pro Arg Ser Ala Ser Gly Asp 

    290                 295                 300                 

Thr Val Phe Trp Gly Glu His Phe Glu Phe Asn Asn Leu Pro Ala Val 

305                 310                 315                 320 

Arg Ala Leu Arg Leu His Leu Tyr Arg Asp Ser Asp Lys Lys Arg Lys 

                325                 330                 335     

Lys Asp Lys Ala Gly Tyr Val Gly Leu Val Thr Val Pro Val Ala Thr 

            340                 345                 350         

Leu Ala Gly Arg His Phe Thr Glu Gln Trp Tyr Pro Val Thr Leu Pro 

        355                 360                 365             

Thr Gly Ser Gly Gly Ser Gly Gly Met Gly Ser Gly Gly Gly Gly Gly 

    370                 375                 380                 

Ser Gly Gly Gly Ser Gly Gly Lys Gly Lys Gly Gly Cys Pro Ala Val 

385                 390                 395                 400 

Arg Leu Lys Ala Arg Tyr Gln Thr Met Ser Ile Leu Pro Met Glu Leu 

                405                 410                 415     

Tyr Lys Glu Phe Ala Glu Tyr Val Thr Asn His Tyr Arg Met Leu Cys 

            420                 425                 430         



Ala Val Leu Glu Pro Ala Leu Asn Val Lys Gly Lys Glu Glu Val Ala 

        435                 440                 445             

Ser Ala Leu Val His Ile Leu Gln Ser Thr Gly Lys Ala Lys Asp Phe 

    450                 455                 460                 

Leu Ser Asp Met Ala Met Ser Glu Val Asp Arg Phe Met Glu Arg Glu 

465                 470                 475                 480 

His Leu Ile Phe Arg Glu Asn Thr Leu Ala Thr Lys Ala Ile Glu Glu 

                485                 490                 495     

Tyr Met Arg Leu Ile Gly Gln Lys Tyr Leu Lys Asp Ala Ile Gly Glu 

            500                 505                 510         

Phe Ile Arg Ala Leu Tyr Glu Ser Glu Glu Asn Cys Glu Val Asp Pro 

        515                 520                 525             

Ile Lys Cys Thr Ala Ser Ser Leu Ala Glu His Gln Ala Asn Leu Arg 

    530                 535                 540                 

Met Cys Cys Glu Leu Ala Leu Cys Lys Val Val Asn Ser His Cys Val 

545                 550                 555                 560 

Phe Pro Arg Glu Leu Lys Glu Val Phe Ala Ser Trp Arg Leu Arg Cys 

                565                 570                 575     

Ala Glu Arg Gly Arg Glu Asp Ile Ala Asp Arg Leu Ile Ser Ala Ser 

            580                 585                 590         

Leu Phe Leu Arg Phe Leu Cys Pro Ala Ile Met Ser Pro Ser Leu Phe 

        595                 600                 605             

Gly Leu Met Gln Glu Tyr Pro Asp Glu Gln Thr Ser Arg Thr Leu Thr 

    610                 615                 620                 

Leu Ile Ala Lys Val Ile Gln Asn Leu Ala Asn Phe Ser Lys Phe Thr 



625                 630                 635                 640 

Ser Lys Glu Asp Phe Leu Gly Phe Met Asn Glu Phe Leu Glu Leu Glu 

                645                 650                 655     

Trp Gly Ser Met Gln Gln Phe Leu Tyr Glu Ile Ser Asn Leu Asp Thr 

            660                 665                 670         

Leu Thr Asn Ser Ser Ser Phe Glu Gly Tyr Ile Asp Leu Gly Arg Glu 

        675                 680                 685             

Leu Ser Thr Leu His Ala Leu Leu Trp Glu Val Leu Pro Gln Leu Ser 

    690                 695                 700                 

Lys Glu Ala Leu Leu Lys Leu Gly Pro Leu Pro Arg Leu Leu Asn Asp 

705                 710                 715                 720 

Ile Ser Thr Ala Leu Arg Asn Pro Asn Ile Gln Arg Gln Pro Ser Arg 

                725                 730                 735     

Gln Ser Glu Arg Pro Arg Pro Gln Pro Val Val Leu Arg Gly Pro Ser 

            740                 745                 750         

Ala Glu Met Gln Gly Tyr Met Met Arg Asp Leu Asn Ser Ser Met Asp 

        755                 760                 765             

Met Ala Arg Leu Pro Ser Pro Thr Lys Glu Lys Pro Pro Pro Pro Pro 

    770                 775                 780                 

Pro Gly Gly Gly Lys Asp Leu Phe Tyr Val Ser Arg Pro Pro Leu Ala 

785                 790                 795                 800 

Arg Ser Ser Pro Ala Tyr Cys Thr Ser Ser Ser Asp Ile Thr Glu Pro 

                805                 810                 815     

Glu Gln Lys Met Leu Ser Val Asn Lys Ser Val Ser Met Leu Asp Leu 

            820                 825                 830         



Gln Gly Asp Gly Pro Gly Gly Arg Leu Asn Ser Ser Ser Val Ser Asn 

        835                 840                 845             

Leu Ala Ala Val Gly Asp Leu Leu His Ser Ser Gln Ala Ser Leu Thr 

    850                 855                 860                 

Ala Ala Leu Gly Leu Arg Pro Ala Pro Ala Gly Arg Leu Ser Gln Gly 

865                 870                 875                 880 

Ser Gly Ser Ser Ile Thr Ala Ala Gly Met Arg Leu Ser Gln Met Gly 

                885                 890                 895     

Val Thr Thr Asp Gly Val Pro Ala Gln Gln Leu Arg Ile Pro Leu Ser 

            900                 905                 910         

Phe Gln Asn Pro Leu Phe His Met Ala Ala Asp Gly Pro Gly Pro Pro 

        915                 920                 925             

Gly Gly His Gly Gly Gly Gly Gly His Gly Pro Pro Ser Ser His His 

    930                 935                 940                 

His His His His His His His His Arg Gly Gly Glu Pro Pro Gly Asp 

945                 950                 955                 960 

Thr Phe Ala Pro Phe His Gly Tyr Ser Lys Ser Glu Asp Leu Ser Ser 

                965                 970                 975     

Gly Val Pro Lys Pro Pro Ala Ala Ser Ile Leu His Ser His Ser Tyr 

            980                 985                 990         

Ser Asp Glu Phe Gly Pro Ser Gly  Thr Asp Phe Thr Arg  Arg Gln Leu 

        995                 1000                 1005             

Ser Leu  Gln Asp Asn Leu Gln  His Met Leu Ser Pro  Pro Gln Ile 

    1010                 1015                 1020             

Thr Ile  Gly Pro Gln Arg Pro  Ala Pro Ser Gly Pro  Gly Gly Gly 



    1025                 1030                 1035             

Ser Gly  Gly Gly Ser Gly Gly  Gly Gly Gly Gly Gln  Pro Pro Pro 

    1040                 1045                 1050             

Leu Gln  Arg Gly Lys Ser Gln  Gln Leu Thr Val Ser  Ala Ala Gln 

    1055                 1060                 1065             

Lys Pro  Arg Pro Ser Ser Gly  Asn Leu Leu Gln Ser  Pro Glu Pro 

    1070                 1075                 1080             

Ser Tyr  Gly Pro Ala Arg Pro  Arg Gln Gln Ser Leu  Ser Lys Glu 

    1085                 1090                 1095             

Gly Ser  Ile Gly Gly Ser Gly  Gly Ser Gly Gly Gly  Gly Gly Gly 

    1100                 1105                 1110             

Gly Leu  Lys Pro Ser Ile Thr  Lys Gln His Ser Gln  Thr Pro Ser 

    1115                 1120                 1125             

Thr Leu  Asn Pro Thr Met Pro  Ala Ser Glu Arg Thr  Val Ala Trp 

    1130                 1135                 1140             

Val Ser  Asn Met Pro His Leu  Ser Ala Asp Ile Glu  Ser Ala His 

    1145                 1150                 1155             

Ile Glu  Arg Glu Glu Tyr Lys  Leu Lys Glu Tyr Ser  Lys Ser Met 

    1160                 1165                 1170             

Asp Glu  Ser Arg Leu Asp Arg  Glu Tyr Glu Glu Glu  Ile His Ser 

    1175                 1180                 1185             

Leu Lys  Glu Arg Leu His Met  Ser Asn Arg Lys Leu  Glu Glu Tyr 

    1190                 1195                 1200             

Glu Arg  Arg Leu Leu Ser Gln  Glu Glu Gln Thr Ser  Lys Ile Leu 

    1205                 1210                 1215             



Met Gln  Tyr Gln Ala Arg Leu  Glu Gln Ser Glu Lys  Arg Leu Arg 

    1220                 1225                 1230             

Gln Gln  Gln Ala Glu Lys Asp  Ser Gln Ile Lys Ser  Ile Ile Gly 

    1235                 1240                 1245             

Arg Leu  Met Leu Val Glu Glu  Glu Leu Arg Arg Asp  His Pro Ala 

    1250                 1255                 1260             

Met Ala  Glu Pro Leu Pro Glu  Pro Lys Lys Arg Leu  Leu Asp Ala 

    1265                 1270                 1275             

Gln Arg  Gly Ser Phe Pro Pro  Trp Val Gln Gln Thr  Arg Val 

    1280                 1285                 1290         

<210>  5

<211>  2345

<212>  DNA

<213>  Homo sapiens

<400>  5

gtacaggggc tggagcatgt gggatgagat tgatgtaatg tagggtctcc tgtgtgagat       60

gcagagggag ggggttatct gtgtgcaaag gttgaaggat tcaactcaag ttggttgggg      120

gatgtcatgg cacaggggac agaacagaaa agaactagaa tagggatctg tgagcagcag      180

gagaggggta gggtggcaga gagaagacag acagacaggc tggaaaggga atgaaggtga      240

agccaaggag ggactcctca gggactcctc aggccaagaa ggatgggctc tagcccagga      300

tcaaaggagc tgtacaggag gagagtgacc ctggaggaat gtttaaggaa tgcagggaag      360

gggttggtag gtgagtgagc aataggctgt aggtggaagg gtgtcaggga aggtcaggaa      420

atacaggggc agcaggttgg agtggggctg ggggtggctg aatgaatgga tgatggctag      480

ggctcaagga cctcatcagt gagggaagag acagtataga gcatggcaga gaaggggagg      540

ctgggacagg tgtgcagggt gacagaatgg gaagcaaccc atggactgag gcatgaagaa      600

gcagccagcg gagaagtcca gaaggcactg tccctgagac caggctgaag gagacctcca      660

ctgtttgcct ttgttgcctg ccatttgggg ttcctctctg ggtttccccc tcacccagtc      720



actccccagg gagaaccatg ccctcccttt cccccatgtc tggccacccc caggattggg      780

caggtaggga ggttgggata aagtgagtca cacctttccc tgcccccctc ccatgttgcc      840

agagctggat ttggggccgg cagggggtga gggcatggta ttcctggccg cgggggcggg      900

ggggggggtc cgggggccgg gggagcgtcg cgctgacggc agccagagcc tgcgatgacg      960

gggctgctat aaataacttc ttggaggctc ccacacccaa gctcccctcc cgctttccca     1020

ctgctctcta ctcttcatcc cctgcccatc tccataccgc ttttgtattg ctatcctacc     1080

cctcattatt ccatgcccct agcccccttt atcttctgcc ctcctgcagt gatttttttg     1140

cattccatcc cctcttagcc ctcacctcgg ttctcccggc catctctcca gttggccttc     1200

ctcctcttct cctgtcctct gtcttgctgc acataccttt gtctccccct ttcttcttct     1260

tgccctacct cctcttcttc cctagtccgt gtattctgtc ttttatcctc tttgagctct     1320

tttctgccca cagctttctc ctatttctta tgcttttccc tcactctttc ccctgcttct     1380

gctaaaactt gtcctcttat gctgtgttca ttcattcttt gaatcattaa atgtttatca     1440

ggcactagcc gtgtgccagg cccaggctag acatatctct tctctgtgcc ttcacttctt     1500

tacttccact ttttccttta tactgaggct ctggtttctg gggttacctg gaggtactac     1560

ctagaagtgc cccaggccca ctttgttctc tccttttttt tttttctttt ctgccatggt     1620

ccatttctgg gttgagatat ttctagatgt ccccagtcct cgcaatccct taggtgtgag     1680

atggtgggag tttctttttt ttcctttttt tttttttaaa tagaaatagg gtctcactgt     1740

gttgcccaga ctggtcttga actcctgggc tcaagtgacc ctcccacctc ggcctttgaa     1800

atgttgggat tacaggtgtg agccaccagg cccaggtgga gcaggggagt tccttaaagg     1860

attctgattt ttctcacatc cctcacgtcc ttcctgatag gcagggtttc tttctgtgtc     1920

tgtttgggaa gggtgttcag ggggccttct ctccaagtct ccatcctgga acagactgat     1980

gatgcagggt acctatgtgt ctaagaagag taggggggcc gggcgcggtg gctcatgcct     2040

gtaatcccag cactttggga ggctgaatca cttgaggtca ggagtttgag accagcctga     2100

ccaacagggt gaaaccccgt ctcagctaaa aatacaaaaa aaaaaaagaa aaaaaaatta     2160

gctgggtgtg ctgaggcagg agagacgctt gagcccagga ggcagaagtt gcagcaagcc     2220



gagatcacac cactgtactc cagcctgggc gacagagcaa gactgtctca aaaaaaaaaa     2280

aaaaaaaaaa aaaggaagag tgggaagccc tgatcccttc ctctcctgaa cctcctgcct     2340

gccag                                                                 2345

<210>  6

<211>  127

<212>  DNA

<213>  Homo sapiens

<400>  6

gtgagtgttg tgccctcagg gaaaggtgac ttgggaatgg gcacttgctt gggggttagt       60

gaggacaggg caaattcacg agattgggtt gtgcagaggc tgacacttgg attttcctgg      120

gcctcag                                                                127

<210>  7

<211>  211

<212>  DNA

<213>  Homo sapiens

<400>  7

gtatggccca cactcaggcc ctcttcttcc caaacctgcc agatgtccac cccagacccc       60

aagtccaccc ttccacagct tgatacttcc taacccagag tcctaggact ccagcctcca      120

acacctgatt ctgaaatttc cccaaccctg gccaccccct tccctgccct tggaaagtgt      180

gaccacaccc tcttgtgccc ccacccccca g                                     211

<210>  8

<211>  207

<212>  DNA

<213>  Homo sapiens

<400>  8

gtgagggaag cttcaggagt gggcagggca gggagtggca gggcagggag tggcagggct       60

gggggtcggc aagaagggtc tcctgagtcc ccagagatcc tgagatgggg aggctatgat      120

accttgtgtg tgtgtgtatg tgtgtgtatg tgtgtgtgtg tgtgtgtgtg tgtgtatgtg      180

acctttatct tctgcattct tggctag                                          207



<210>  9

<211>  206

<212>  DNA

<213>  Homo sapiens

<400>  9

gtcagcagat cccctctttg ccctatcccc agatggctcc agaggttcct ggagcctgag       60

aaactaccct ttgaagattt tttttctccc cttgtttctc gaggtgtcac cactactatc      120

ccaactcagg ccccctccac ctgcaccctc agaggccctc ttagagctgg gcactgagcc      180

cccaggtaac agcctcaccc ttccag                                           206

<210>  10

<211>  693

<212>  DNA

<213>  Homo sapiens

<400>  10

gtgagcaccc tgggacagcc aggcctgtgc cctaggagcc cttctcctat tctagatact       60

cctcactggg ccccacatgc atctctctag ggcttgaaag aagggaggaa aaagcaccaa      120

gttctcaggg gagacgataa ggagacaggt acagtcagtg gtaggctgag agccctttac      180

agcctgaggg agtgagagat ttggagctct aggaataggg ctgaggctcc accaactcac      240

ggcttagttg taagcctaga gcatccctgc tgcaagctct gatttgctgt ccctctgcct      300

gcccatgcta gtccccaggc tgaggttcag ccagcatgtc atgtcagcca tgtgtcaaaa      360

tgttcaaaca tctcagtaat agctagtgaa taagcacttc ccccagcccc cgaccacaac      420

cccacagacc tccccatgat ccagcactta gagcagtgac agcagaagcc tagcagggcc      480

tgcagcctgc tccagagtcc cagcctccat tctgataggt ggtgcccgtg cttcatttgc      540

tgctcattat tttgatgatg gccctgcttt ttcctctgcc cgtgtcttcc tccatgacac      600

catacccatc ccaccattcc cgcctctcct ttcatttgtc cacatctctc tccttctctg      660

tctgtgctcg cccctctttc catctctctc cag                                   693

<210>  11

<211>  23

<212>  DNA



<213>  Homo sapiens

<400>  11

ctatgccccc ttcagagatg tac                                               23

<210>  12

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  12

tggttccccg agatgatg                                                     18

<210>  13

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  13

ctccacctcc tcctccttct                                                   20

<210>  14

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  14

cccaccacgt acctctgaag                                                   20

<210>  15

<211>  25

<212>  DNA

<213>  Homo sapiens

<400>  15

tcatgctgga tgagtatgag ataca                                             25

<210>  16

<211>  19

<212>  DNA

<213>  Homo sapiens

<400>  16

cccctgggac actcttcct                                                    19



<210>  17

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  17

ctctatgcac cgaacccaat                                                   20

<210>  18

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  18

gaggactctc cccattctcc                                                   20

<210>  19

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  19

tcgcaacaaa ctgctgagac                                                   20

<210>  20

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  20

actttgtctc cgccttctcc                                                   20

<210>  21

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  21

ctcgcaaggc ttcctgag                                                     18

<210>  22

<211>  19

<212>  DNA

<213>  Homo sapiens



<400>  22

cggtcatggt cagcacttc                                                    19

<210>  23

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  23

gctctaggag gaagagtgtc                                                   20

<210>  24

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  24

tgccctcttt ctcagactcc                                                   20

<210>  25

<211>  17

<212>  DNA

<213>  Homo sapiens

<400>  25

gaccgtgctc ggctgat                                                      17

<210>  26

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  26

tgcactggct tgataatgga                                                   20

<210>  27

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  27

acggctaaaa agctccatca                                                   20



<210>  28

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  28

ctccctctgc atctcacaca                                                   20

<210>  29

<211>  22

<212>  DNA

<213>  Homo sapiens

<400>  29

ggagtgctgt gttgaggtaa ca                                                22

<210>  30

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  30

tactgcccgc tccagatt                                                     18

<210>  31

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  31

gcccaggagt tctgttttga                                                   20

<210>  32

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  32

cctacccttt cctccagtcc                                                   20

<210>  33

<211>  21

<212>  DNA

<213>  Homo sapiens



<400>  33

taaagcccaa caaggacaac a                                                 21

<210>  34

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  34

agaagacggt gtccccagag                                                   20

<210>  35

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  35

gccgaaagag acaaatggat                                                   20

<210>  36

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  36

cccaagcctc tcctccttta                                                   20

<210>  37

<211>  21

<212>  DNA

<213>  Homo sapiens

<400>  37

gccaagcact tcctttcaga c                                                 21

<210>  38

<211>  21

<212>  DNA

<213>  Homo sapiens

<400>  38

caatggcatc cttgaggtat t                                                 21

<210>  39



<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  39

ccattatcgg atgctgtgtg                                                   20

<210>  40

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  40

tgtcctcact aacccccaag                                                   20

<210>  41

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  41

cattggagag ttcatccgtg                                                   20

<210>  42

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  42

cagtgggagt tgaccacctt                                                   20

<210>  43

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  43

aacacgcttg ccactaaagc                                                   20

<210>  44

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  44



tgttggaggc tggagtccta                                                   20

<210>  45

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  45

tcaactccca ctgcgtgttc                                                   20

<210>  46

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  46

tcgtgaggtc tgctcatctg                                                   20

<210>  47

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  47

ctgcgaatgt gctgtgagtt                                                   20

<210>  48

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  48

aatttgtccc cattctggtg                                                   20

<210>  49

<211>  23

<212>  DNA

<213>  Homo sapiens

<400>  49

cttttccaag tttacctcaa agg                                               23

<210>  50

<211>  21



<212>  DNA

<213>  Homo sapiens

<400>  50

ccaagtcgat gtaaccctca a                                                 21

<210>  51

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  51

atgagcagac ctcacgaacc                                                   20

<210>  52

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  52

tcatagcctc cccatctcag                                                   20

<210>  53

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  53

agcaaggaat ccctcctgaa                                                   20

<210>  54

<211>  19

<212>  DNA

<213>  Homo sapiens

<400>  54

tgtagccctg catctcagc                                                    19

<210>  55

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  55

gacacgctaa ccaacagcag                                                   20



<210>  56

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  56

tcgagaaaca aggggagaaa                                                   20

<210>  57

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  57

cctgaacgac atcagcacag                                                   20

<210>  58

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  58

tcgatggagc tgttgaggtc                                                   20

<210>  59

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  59

tgagatgcac ggctacatga                                                   20

<210>  60

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  60

tcgtctcccc tgagaacttg                                                   20

<210>  61

<211>  21

<212>  DNA



<213>  Homo sapiens

<400>  61

tcaacagctc tatggacatg g                                                 21

<210>  62

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  62

gcatcttctg ctctggctct                                                   20

<210>  63

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  63

tgcatcgacc ttcagtcctt                                                   20

<210>  64

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  64

gggcacatat ggaggagatg                                                   20

<210>  65

<211>  21

<212>  DNA

<213>  Homo sapiens

<400>  65

accaagcagc attctcagac a                                                 21

<210>  66

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  66

ggctctcatc catccatttt                                                   20



<210>  67

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  67

cagtccccag agccaagtta                                                   20

<210>  68

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  68

tcttccctcc ctgttgtgac                                                   20

<210>  69

<211>  22

<212>  DNA

<213>  Homo sapiens

<400>  69

gctggatagg gtgaaggagt ac                                                22

<210>  70

<211>  19

<212>  DNA

<213>  Homo sapiens

<400>  70

ctccagtcgg gcctgatac                                                    19

<210>  71

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  71

atcgagcggg aagagtacaa                                                   20

<210>  72

<211>  20

<212>  DNA

<213>  Homo sapiens



<400>  72

aactgaccct ggaggtttcc                                                   20

<210>  73

<211>  21

<212>  DNA

<213>  Homo sapiens

<400>  73

atagaatcat tggcaggctg a                                                 21

<210>  74

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  74

cagagcgtcg agcatcct                                                     18

<210>  75

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  75

gtcccaggaa gaacaaacca                                                   20

<210>  76

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  76

ctcaggctct ccctcacaac                                                   20

<210>  77

<211>  21

<212>  DNA

<213>  Homo sapiens

<400>  77

actctcagga gaggcagctt c                                                 21



<210>  78

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  78

ttcctcggtg atgtccaatc                                                   20

<210>  79

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  79

ctgccagaac ccaagaagag                                                   20

<210>  80

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  80

agtgacaaag gcacagacga                                                   20

<210>  81

<211>  21

<212>  DNA

<213>  Homo sapiens

<400>  81

ccattatcgg atgctgtgtg c                                                 21

<210>  82

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  82

gctttagtgg caagcgtgtt                                                   20

<210>  83

<211>  18

<212>  DNA

<213>  Homo sapiens



<400>  83

tgagggcaca acactcac                                                     18

<210>  84

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  84

ctgagggcac aacactca                                                     18

<210>  85

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  85

cctgagggca caacactc                                                     18

<210>  86

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  86

ccctgagggc acaacact                                                     18

<210>  87

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  87

tccctgaggg cacaacac                                                     18

<210>  88

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  88

ttccctgagg gcacaaca                                                     18

<210>  89



<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  89

tttccctgag ggcacaac                                                     18

<210>  90

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  90

ctttccctga gggcacaa                                                     18

<210>  91

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  91

cctttccctg agggcaca                                                     18

<210>  92

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  92

acctttccct gagggcac                                                     18

<210>  93

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  93

cacctttccc tgagggca                                                     18

<210>  94

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  94



tcacctttcc ctgagggc                                                     18

<210>  95

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  95

gtcacctttc cctgaggg                                                     18

<210>  96

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  96

agtcaccttt ccctgagg                                                     18

<210>  97

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  97

aagtcacctt tccctgag                                                     18

<210>  98

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  98

ccaagtcacc tttccctg                                                     18

<210>  99

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  99

cccaagtcac ctttccct                                                     18

<210>  100

<211>  18



<212>  DNA

<213>  Homo sapiens

<400>  100

attcccaagt cacctttc                                                     18

<210>  101

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  101

ccattcccaa gtcacctt                                                     18

<210>  102

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  102

gcccattccc aagtcacc                                                     18

<210>  103

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  103

tgcccattcc caagtcac                                                     18

<210>  104

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  104

gtgcccattc ccaagtca                                                     18

<210>  105

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  105

agtgcccatt cccaagtc                                                     18



<210>  106

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  106

aagtgcccat tcccaagt                                                     18

<210>  107

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  107

caagtgccca ttcccaag                                                     18

<210>  108

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  108

gcaagtgccc attcccaa                                                     18

<210>  109

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  109

agcaagtgcc cattccca                                                     18

<210>  110

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  110

aagcaagtgc ccattccc                                                     18

<210>  111

<211>  18

<212>  DNA



<213>  Homo sapiens

<400>  111

ccccaagcaa gtgcccat                                                     18

<210>  112

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  112

acccccaagc aagtgccc                                                     18

<210>  113

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  113

taacccccaa gcaagtgc                                                     18

<210>  114

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  114

actaaccccc aagcaagt                                                     18

<210>  115

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  115

tcactaaccc ccaagcaa                                                     18

<210>  116

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  116

cctcactaac ccccaagc                                                     18



<210>  117

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  117

gtcctcacta acccccaa                                                     18

<210>  118

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  118

ctgtcctcac taaccccc                                                     18

<210>  119

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  119

ccctgtcctc actaaccc                                                     18

<210>  120

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  120

tgccctgtcc tcactaac                                                     18

<210>  121

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  121

aatttgccct gtcctcac                                                     18

<210>  122

<211>  18

<212>  DNA

<213>  Homo sapiens



<400>  122

cgtgaatttg ccctgtcc                                                     18

<210>  123

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  123

ctcgtgaatt tgccctgt                                                     18

<210>  124

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  124

atctcgtgaa tttgccct                                                     18

<210>  125

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  125

caatctcgtg aatttgcc                                                     18

<210>  126

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  126

cccaatctcg tgaatttg                                                     18

<210>  127

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  127

aacccaatct cgtgaatt                                                     18



<210>  128

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  128

acaacccaat ctcgtgaa                                                     18

<210>  129

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  129

gcacaaccca atctcgtg                                                     18

<210>  130

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  130

ctgcacaacc caatctcg                                                     18

<210>  131

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  131

ctctgcacaa cccaatct                                                     18

<210>  132

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  132

gcctctgcac aacccaat                                                     18

<210>  133

<211>  18

<212>  DNA

<213>  Homo sapiens



<400>  133

cagcctctgc acaaccca                                                     18

<210>  134

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  134

gtcagcctct gcacaacc                                                     18

<210>  135

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  135

gtgtcagcct ctgcacaa                                                     18

<210>  136

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  136

aagtgtcagc ctctgcac                                                     18

<210>  137

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  137

atccaagtgt cagcctct                                                     18

<210>  138

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  138

aaatccaagt gtcagcct                                                     18

<210>  139



<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  139

gaaaatccaa gtgtcagc                                                     18

<210>  140

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  140

ccaggaaaat ccaagtgt                                                     18

<210>  141

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  141

gcccaggaaa atccaagt                                                     18

<210>  142

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  142

aggcccagga aaatccaa                                                     18

<210>  143

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  143

tgaggcccag gaaaatcc                                                     18

<210>  144

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  144



agggcctgag tgtgggcc                                                     18

<210>  145

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  145

gagggcctga gtgtgggc                                                     18

<210>  146

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  146

aagagggcct gagtgtgg                                                     18

<210>  147

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  147

gaagagggcc tgagtgtg                                                     18

<210>  148

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  148

agaagagggc ctgagtgt                                                     18

<210>  149

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  149

aagaagaggg cctgagtg                                                     18

<210>  150

<211>  18



<212>  DNA

<213>  Homo sapiens

<400>  150

gaagaagagg gcctgagt                                                     18

<210>  151

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  151

ggaagaagag ggcctgag                                                     18

<210>  152

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  152

gggaagaaga gggcctga                                                     18

<210>  153

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  153

tgggaagaag agggcctg                                                     18

<210>  154

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  154

ttgggaagaa gagggcct                                                     18

<210>  155

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  155

tttgggaaga agagggcc                                                     18



<210>  156

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  156

gtttgggaag aagagggc                                                     18

<210>  157

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  157

ggtttgggaa gaagaggg                                                     18

<210>  158

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  158

aggtttggga agaagagg                                                     18

<210>  159

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  159

caggtttggg aagaagag                                                     18

<210>  160

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  160

gcaggtttgg gaagaaga                                                     18

<210>  161

<211>  18

<212>  DNA



<213>  Homo sapiens

<400>  161

ggcaggtttg ggaagaag                                                     18

<210>  162

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  162

tggcaggttt gggaagaa                                                     18

<210>  163

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  163

ctggcaggtt tgggaaga                                                     18

<210>  164

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  164

tctggcaggt ttgggaag                                                     18

<210>  165

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  165

atctggcagg tttgggaa                                                     18

<210>  166

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  166

catctggcag gtttggga                                                     18



<210>  167

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  167

acatctggca ggtttggg                                                     18

<210>  168

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  168

aggactctgg gttaggaa                                                     18

<210>  169

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  169

taggactctg ggttagga                                                     18

<210>  170

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  170

ctaggactct gggttagg                                                     18

<210>  171

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  171

cctaggactc tgggttag                                                     18

<210>  172

<211>  18

<212>  DNA

<213>  Homo sapiens



<400>  172

tcctaggact ctgggtta                                                     18

<210>  173

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  173

gtcctaggac tctgggtt                                                     18

<210>  174

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  174

agtcctagga ctctgggt                                                     18

<210>  175

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  175

gagtcctagg actctggg                                                     18

<210>  176

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  176

ggagtcctag gactctgg                                                     18

<210>  177

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  177

ctggagtcct aggactct                                                     18



<210>  178

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  178

gctggagtcc taggactc                                                     18

<210>  179

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  179

ggctggagtc ctaggact                                                     18

<210>  180

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  180

aggctggagt cctaggac                                                     18

<210>  181

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  181

gaggctggag tcctagga                                                     18

<210>  182

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  182

ggaggctgga gtcctagg                                                     18

<210>  183

<211>  18

<212>  DNA

<213>  Homo sapiens



<400>  183

tggaggctgg agtcctag                                                     18

<210>  184

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  184

ttggaggctg gagtccta                                                     18

<210>  185

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  185

gttggaggct ggagtcct                                                     18

<210>  186

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  186

tgttggaggc tggagtcc                                                     18

<210>  187

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  187

gtgttggagg ctggagtc                                                     18

<210>  188

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  188

ggtgttggag gctggagt                                                     18

<210>  189



<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  189

aggtgttgga ggctggag                                                     18

<210>  190

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  190

aacacgcttg ccactaaagc                                                   20

<210>  191

<211>  20

<212>  DNA

<213>  Homo sapiens

<400>  191

agtgggagtt gaccaccttg                                                   20

<210>  192

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  192

caacactcac cttggcct                                                     18

<210>  193

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  193

cacaacactc accttggc                                                     18

<210>  194

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  194



ggcacaacac tcaccttg                                                     18

<210>  195

<211>  18

<212>  DNA

<213>  Homo sapiens

<400>  195

agggcacaac actcacct                                                     18


