OPA18214-PCT_Seq list
<110> CJ Cheildedang Corporation

<120> Microorganism of the genus Corynebacterium producing 5 —xanthosine
monophosphate and method for preparing 5" —xanthosine monophosphate using the same

<130> OPA18214

<150> KR 10-2018-0065681
<151>  2018-06-07

<160> 21
<170> KoPatentln 3.0

<210> 1

<211> 1242

<212> DNA

<213> Corynebacterium sp.

<400> 1

gtgcacacaa ccgaagaggt caaactcttt acgccgacgt ttatcatggg gtgggtcgec 60
aacttcctgce agttcttggt gttctacttc ctcatcacca cgatggcgct ctacgcaacc 120
aaggaattca gcgcatcgga aaccgaagca ggctttgeeg ccagtgcegat tgttatcgot 180
gcggtctttt ccegtttggt ttccggatac attattgacc gcttcggtcg ccgcaaaatt 240
gtggtggtct ccgtcatcge gaccactatt gegtgecgegce tatatatccc gatcgattct 300
ttggggctgce tctacgctga ccgcttettc cacggtgtag cttatgectt tgecgtgcacce 360
gcgattatgg cgatggtcca ggaactcatt ccttctgcac gecgetcecga aggceactgge 420
tacctggctt tgggtaccac cgtttcggct gctatcggac cagcgctagce gcetatttttg 480
ctgggttctt tcaactacga agtcctcttc gttgtcgtce tcggeatttc gattgtetcet 540
ttgatcgctt cgctagtcat ctatttccgc acctccgacc cagagccaga gctggatgaa 600
aacggcaatg ctgctgagcec cattaagttc agcttcaagt ccatcattaa ccctaaagtc 660
ttgccgattg gcectecttcat getgetggta gectttgect actccggegt gatcgcacat 720
atcaacgctt ttgctgaaaa ccgcgacgtt gttactggcg caggcctatt ctttatcgcet 780
tacgccatct ccatgttcgt gatgcgctcc taccttggta aattgcaaga ccgccggggce 840
gataacagcg ttatctactt tggtctcgta ttctttgtta tctcatttat cgtgcetcteg 900
ctttctaccg ccaactggca tgtcgttgtc gectggcgtgce tagcaggtct gggctacgge 960
accttgatgc cagctgctca agcagtatct gttggtgttg tcgacaagag cgagttcggce 1020

tcagcatttt ccaccttgtt ccttttcgtt gacctcggcet tcggcticgg cccagtcate 1080
cttggtgcag tggtttccge gattggctac ggttcgatgt atgcagtgcet cgtcggegtce 1140
ggcgttattg ctggcatcta ctacctgttc acccacgcac gcaccgagcg cgcaaagcac 1200

ggcgtagtca agcatgtaga aaccatggtt ctggctcaat aa 1242
1 HIOI X



OPA18214-PCT_Seq list

<L210> 2

<211> 413

<212> PRT

<213> Corynebacterium sp.

<400> 2
Val His Thr Thr Glu Glu Val Lys Leu Phe Thr Pro Thr Phe lle Met
1 5 10 15

Gly Trp Val Ala Asn Phe Leu GIn Phe Leu Val Phe Tyr Phe Leu lle
20 25 30

Thr Thr Met Ala Leu Tyr Ala Thr Lys Glu Phe Ser Ala Ser Glu Thr
35 40 45

Glu Ala Gly Phe Ala Ala Ser Ala Ile Val Ile Gly Ala Val Phe Ser
50 55 60

Arg Leu Val Ser Gly Tyr lle lle Asp Arg Phe Gly Arg Arg Lys lle
65 70 75 80

Val Val Val Ser Val lle Ala Thr Thr Ille Ala Cys Ala Leu Tyr lle
85 90 95

Pro lle Asp Ser Leu Gly Leu Leu Tyr Ala Asp Arg Phe Phe His Gly
100 105 110

Val Ala Tyr Ala Phe Ala Cys Thr Ala lle Met Ala Met Val GIn Glu
115 120 125

Leu lle Pro Ser Ala Arg Arg Ser Glu Gly Thr Gly Tyr Leu Ala Leu
130 135 140

Gly Thr Thr Val Ser Ala Ala lle Gly Pro Ala Leu Ala Leu Phe Leu
145 150 155 160

Leu Gly Ser Phe Asn Tyr Glu Val Leu Phe Val Val Val Leu Gly lle
165 170 175

Ser lle Val Ser Leu lle Ala Ser Leu Val lle Tyr Phe Arg Thr Ser
180 185 190

Asp Pro Glu Pro Glu Leu Asp Glu Asn Gly Asn Ala Ala Glu Pro lle
195 200 205

Lys Phe Ser Phe Lys Ser lle lle Asn Pro Lys Val Leu Pro lle Gly
210 215 220

Leu Phe Met Leu Leu Val Ala Phe Ala Tyr Ser Gly Val lle Ala His
225 230 235 240

lle Asn Ala Phe Ala Glu Asn Arg Asp Val Val Thr Gly Ala Gly Leu
245 250 255

Phe Phe lle Ala Tyr Ala lle Ser Met Phe Val Met Arg Ser Tyr Leu
260 265 270

Gly Lys Leu GIn Asp Arg Arg Gly Asp Asn Ser Val lle Tyr Phe Gly
275 280 285
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Leu Val Phe Phe Val lle Ser Phe lle Val Leu Ser Leu Ser Thr Ala

290 295 300
Asn Trp His Val Val Val Ala Gly Val Leu Ala Gly Leu Gly Tyr Gly
305 310 315 320
Thr Leu Met Pro Ala Ala GIn Ala Val Ser Val Gly Val Val Asp Lys
325 330 335
Ser Glu Phe Gly Ser Ala Phe Ser Thr Leu Phe Leu Phe Val Asp Leu
340 345 350
Gly Phe Gly Phe Gly Pro Val lle Leu Gly Ala Val Val Ser Ala lle
355 360 365
Gly Tyr Gly Ser Met Tyr Ala Val Leu Val Gly Val Gly Val lle Ala
370 375 380
Gly lle Tyr Tyr Leu Phe Thr His Ala Arg Thr Glu Arg Ala Lys His
385 390 395 400
Gly Val Val Lys His Val Glu Thr Met Val Leu Ala GIn
405 410
<210> 3
<211> 21
<212> DNA

<213> Artificial Sequence

<220>
<223> xmpkE del F

<400> 3
gtcaaactct ttacgccgac g 21

<210> 4

211> 22

<212> DNA

<213> Artificial Sequence

<220>
<223> xmpk del R

<400> 4
cgacaacacc aacagatact gc 22

10> 5
<211> 31
12> DNA
<213> Artificial Sequence

<223> xmpE 2copy F (xbal)
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<400> 5
atgctctaga ctagatcttc tcgacgggca g 31
210> 6
<211> 32
<212> DNA
1

<213> Artificial Sequence

<223> xmpE 2copy R (spel)

<400> 6

atgatactag tccttgggga cttcgegtgt cg 32
210> 7

211> 32

<212> DNA

<213> Artificial Sequence

<220>
<223> xmpE 2copy F (spel)

<400> 7

atgatactag tctagatctt ctcgacgggce ag 32
<210> 8

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> xmpE 2copy CF

<400> 8
ttcggctcag cattttccac 20

<210> 9

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> xmpkE 2copy CR

<400> 9

caatagtggt cgcgatgacg 20
<210> 10

<211> 36

<212> DNA

<213> Artificial Sequence

4 H Ol Xl



<220>
<223>

<400>
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Pcj7 F

10

gcagtaagga gaatcagaaa catcccagcg ctacta

<400>

11

40

DNA

Artificial Sequence

Pcj7 R

11

acctcttcgg ttgtgtgcac gagtgtttcc tttcgttggg

<210>
<211>
<212>
<213>

<220>
<223>

<400>

12

31

DNA

Artificial Sequence

xmpE P 1

12

atgctctaga tccagtgtgg ttaagaagtc g

<210>
<211>
<212>
<213>

<220>
<223>

<400>

13

33

DNA

Artificial Sequence

XmpE P 2

13

cgctgggatg tttctgatte tccttactge agt

<210>
211>
<212>
<213>

<220>
<223>

<400>

14

43

DNA

Artificial Sequence

XmpE P 3

14

gtacccaacg aaaggaaaca ctcgtgcaca caaccgaaga ggt

<210>

15
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<211> 30
<212> DNA
<213> Artificial Sequence

<220>
<223> xmpE P4

<400> 15
atgctctaga ttattgagcc agaaccatgg 30
<210> 16
211> 21
<212> DNA
1

<213> Artificial Sequence

<223> Pcj7/xmpE CF

<400> 16

ctagatcttc tcgacgggca g 21
<210> 17

<211> 20

<212> DNA

<213> Artificial Sequence

<220>
<223> Pcj7/xmpE CR

<400> 17

caatagtggt cgcgatgacg 20
<210> 18

<211> 31

<212> DNA

<213> Artificial Sequence

<220>
<223> xmpkE atg 1

<400> 18
atgctctaga tccagtgtgg ttaagaagtc g 31
<210> 19
211> 41

<212> DNA
<213> Artificial Sequence

<220>
<223> xmpkE atg 2

<400> 19
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gacctcttcg gttgtgtgca tgattctcct tactgcagtt a

<210>
<211>
<212>
<213>

<220>
<223>

<400>

20

41

DNA

Artificial Sequence

xmpE atg 3

20

taactgcagt aaggagaatc atgcacacaa ccgaagaggt ¢

<400>

21

30

DNA

Artificial Sequence

XxmpE atg 4

21

atgctctaga ctcgctcttg tcgacaacac
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