Sequence Listing

1 Sequence Listing Information
1-1 File Name sequence listing.xml
1-2 DTD Version V13
1-3 Software Name WIPO Sequence
1-4 Software Version 2.3.0
1-5 Production Date 2024-01-11
2 General Information
2-1 Current application: IP Office
2-2 Current application: Application
number
2-3 Current application: Filing date
2-4 Current application: Applicant file| 0073
reference
2-5 Earliest priority application: IP Office
2-6 Earliest priority application: Application
number
2-7 Earliest priority application: Filing date
2-8zh Applicant name JIANGXI FUSHINE BIOTECHNOLOGY
CO.,LTD
2-8 Applicant name: Name Latin Jiangxi Fuxiang Biotechnology Co., Ltd
2-9 Inventor name
2-9 Inventor name: Name Latin
2-10zh Invention title USE OF FUSARIUM

BRACHYGIBBOSUM IN
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PRODUCTION OF MYCELIAL
PROTEIN
2-11 Sequence Total Quantity 6
3-1 Sequences
3-1-1 Sequence Number [ID] 1
3-1-2 Molecule Type DNA
3-1-3 Length 20
3-1-4-1 Features Location/Qualifiers
source 1..20
mol_type= other DNA
organism= synthetic construct
3-1-5 Residues atgggtaagg argacaagac
3-2 Sequences
3-2-1 Sequence Number [ID] 2
3-2-2 Molecule Type DNA
3-2-3 Length 19
3-2-4-1 Features Location/Qualifiers
source 1..19
mol_type= other DNA
organism= synthetic construct
3-2-5 Residues ggargtacca gtsatcatg 19
3-3 Sequences
3-3-1 Sequence Number [ID] 3
3-3-2 Molecule Type DNA
3-3-3 Length 22
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3-3-4-1 Features Location/Qualifiers
source 1..22
mol_type= other DNA
organism= synthetic construct
3-3-5 Residues ggaagtaaaa gtcgtaacaa gg 22
3-4 Sequences
3-4-1 Sequence Number [ID] 4
3-4-2 Molecule Type DNA
3-4-3 Length 19
3-4-4-1 Features Location/Qualifiers
source 1..19
mol_type= other DNA
organism= synthetic construct
3-4-5 Residues ggtcegtgtt tcaagacgg 19
3-5 Sequences
3-5-1 Sequence Number [ID] 5
3-5-2 Molecule Type DNA
3-5-3 Length 612
3-5-4-1 Features Location/Qualifiers
source 1..612
mol_type= other DNA
organism= synthetic construct
3-5-5 Residues gactctggca agtcgaccac tgtaagtacc

accaagcctc gaccccgect agatttggtg 60

aagattcatc catactgaca

gggtagtctc
tactttgata gaccggtcac ttgatctacc 120
agtgeggigg

tatcgacaag cgaaccatcg
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agaagttcga gaaggttggt ctcatttccc 180
tcgatcgcege geccttttac ccatcgatcc
atcattcgac tcgctctcte acgacgactc 240
gatcegegcec cgttacceeg ctcgagctca
aaaattttge gaatcaatcg taattttttt 300
cttgatgggg ctcataccce gccactcgag
tgacgggege gcettgeecte ttcccacagt 360
catattcata tgggegegea tcatcacgtg
tctaccagtc actaaccact tgacaatagg 420
aagccgecga gcteggtaag ggttecttea
agtacgcctg ggttettgac aagctcaagg 480
ccgagegtga gegtggtate accattgata
tcgetetetg gaagttegag actecteget 540
actatgtcac cgtcattggt atgctgtcac

cgttgecttc  atcacatcct catactaaca 600

cgtccaccag ac 612
3-6 Sequences
3-6-1 Sequence Number [ID] 6
3-6-2 Molecule Type DNA
3-6-3 Length 1065
3-6-4-1 Features Location/Qualifiers
source 1..1065
mol_type= other DNA
organism= synthetic construct
3-6-5 Residues ccgagtttac aactcccaaa ccectgtgaa

cataccttta tgttgectcg gcggatcage 60
ccgegececg  taaaacggga  cggeccgecg
caggaaccac aaaactctga ttttagtgta 120
acttctgagt ctaaaaaaca aataaatcaa
aactttcaac aacggatctc ttggttctgg 180

catcgatgaa  gaacgcagca aaatgcgata
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agtaatgtga attgcagaat tcagtgaatc 240
atcgaatctt tgaacgcaca ttgegeeege
cagtattctg gcgggcatge ctgttcgage 300
gtcatttcaa ccctcaagece ccegggtttg
gtgttgggga tcgggcetgta ctccageceg 360
geeccgaaat ctagtggcgg tctegetgea
gectecattg  cgtagtaget aacacctege 420
aactggaacg cggegeggcec aagccgttaa
acccccaact tctgaatgtt gaccteggat 480
caggtaggaa tacccgetga acttaagcat
atcaataagc ggaggaaaag aaaccaacag 540
ggattgcect agtaacggceg agtgaagcgg
caacagctca aatttgaaat ctggcetcteg 600
ggeccgagtt gtaatttgta gaggatgctt
ttgatgeggt gccttccgag tteectggaa 660
cgggacgeca  tagagggtga gagcceccgte
tggttggatg ccaaatctct gtaaagctcc 720
ttcgacgagt cgagtagttt gggaatgctg
ctctaaatgg gaggtatatg tcttctaaag 780
ctaaataccg gccagagacce gatagcgcac
aagtagagtg atcgaaagat gaaaagcact 840
ttgaaaagag agttaaaaag tacgtgaaat
tgttgaaagg gaagcgttta tgaccagact 900
tgggcttggt taatcatctg gggttcteee
cagtgcactt ttccagtcca ggcecagcatc 960

agttttcgce gggggataaa ggctteggga
atgtggctce ctccggggag tgttatagee 1020

cgttgegtaa taccctggeg gggactgagg
ttcgegctte tgcaa 1065



