Abstract To prepare high-performance specific gene-anplification priners

.for detecting, quantitatively determning or identifying Vibrio _

par ahaenol yticus having | ow possibility of ms-identi fllmmuﬂ m

practically sufficient anplification efficiency and anpl mumm m"l

specificity. W have determ ned the nucl eotide sequences of 4pRR genes

encodi ng RNA pol ynerase [err]70 factor of type strains of the genus Vibrio

and of stock strains of Vibrio parahaenolyticus (strains containing and

t hose not containing toxin gene); elucidated the phyl ogenetic relation,

and i denk}oggtrgg nucl eoti des which are characteristic in Vibrio

par ahaenol'yticus, thereby enabling the design of probes containing them and

having high SBegdjsdd high-pforRidnkB spelitfe ASREMAMLAI SPBARRY ey

specificity and excellent a nmplification etficiency. ’
quantitatively determining or identifying Vibrio parahaemolyticus having low possibility

of mis-identification and practically sufficient amplification efficiency and amplification
specificity.

We have determined the nucleotide sequences of rpoD genes encoding RNA
polymerase ¢70 factor of type strains of the genus Vibrio and of stock strains of Vibrio
parahaemolyticus (strains containing and those not containing toxin gene); elucidated
the phylogenetic relation, and identified nucleotides which are characteristic in Vibrio
parahaemolyticus, thereby enabling the design of probes containing them and having
high specificity, and primers for gene amplification having high specificity and excellent

amplification efficiency.
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